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SEQ ID 

NO: 


SFO ID NO* 
of peptide 
sequence 


Mel 
hod 


SEO II) NO* 
in USSN 
09/540,217 


N nrlf nf i Hp 
1 1 UV.IVUUUC 

location of first 
codon for peptide 
sequence 


Niirlrntifle location of 

codon for last amino acid 
of peptide sequence 


Amino nrirl spnupnrp / Vd InLnnwri 

*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


3866 


34234 


A 


3906 


1 


4527 


MGFCCRECRPRLLKGRPClQHA 

GPVAAFKVATPYSLYVCPEGQ 

NVTLTCRLLGPVDKGHDVTFY 

KTWYRSSRGEVQTCSERRPfRN 

LTFQDLHLHHGGHQAANTSHD 

L AQRHGLESASDH HGNFS1TMR 

NLTLLDSGLYCCLVVEIRHHHS 

EHRVHGAMELQVQTGKDAPSN 

CVVYPSSSQDSESNHGNNFRIH 

VSNGLLMRGPRPLDRERNSSHV 

LIVEAYMHDLGPMRSSVRMRK 

LRQSTALAQHWTGTALDR j 


3867 


34235 


A 


3907 


I 


2180 


MALTFPCRKFEWYGRRQPEVR 

YSVPASHQLKATDADEGEFGR 

VWYRILHGNHGNNFR1HVSNG 

LLMRGPRPLDRERNSSHVLIVE 

AYNHDLGPMRSSVRMRKLRQS 

TALADSTGQAQHWTESRSGSPG 

SPVAPTCSART*QTSAS\VHLCL 

SGKSHHAWPP*TPFKLYYVH\E 

YSAHIHKENLVLVIVYVEDIND 

EAPVFTQQQYSRLGLRETAGIG 

TSVIVVQATDRDSGDGGLVNY 

RILSGAEGKFEIDESTGL11TVNY 

LDYETKTSYMMNVSATDQAPP 

FNQGFCSVYITLLNELDEAVQF 

SNASYEAAILENLALGTEIVRV 

QAYS1DNLNQITYRFDAYTSTQ 

AKALFKIDAITRILGTQMDTKM 

NKTLLSPQRVLRLEVEMELIQD 

ANQSATRRCAENYNRGVVEPL 

RAQQSYLAGEAGRLHGRGGFP 

VECEREEGJQQTECPGEVMPDR 

GSDMEGVITVQGLVDREKGDF 

YTLTV V ADDGG PK VDSTVVSG 

TRVYITVLDENDNSPRFDFTSDS 

AVS1PEDCPVGQRVATVKAWD 

PDAGSNGQVVFSLASGN1AGAF 

EIVTTNDSIGEVFVARPLDREEL 

DHYILQVVASDRGTPPRKKDHI 

LA^V 1 lLLyllNUiNrr V ICorrU T IN V 

SVNENVGGGTAVVQVRATDRD 

IGINSVLSYYITEGNKDMTFRM 

DRISGEIATRPAPPDRERQSFYH 
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crn in 

NO: 


of peptide 
sequence 


hod 


CCA in MO* 

•nUSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


3868 


34236 


A 


3908 


603 


1395 . 


RGRPRGSPIFPTRAPREKKR*EE 

VGGHKREQTG*GGGERRKPPN 

PQHEPKERGWCSRVPEEPQ/RK 

RRSARARPKKL*REKRRRGRPK 

RCLW*TGRHPSHHPRTHQC*F* 

WRK/REEGKERKKEQPAHAGQ 

KRRKAARHRRRRRRRERTDEK 

NRTWTRRRREKAGQDEKREGE 

HGQKRSQQGRESRRDG RA RTR 

KERRQKRENDNRARRRQQAER 

EKTKS VKRRQTTQQ A EE V RQ A 

RENEAREPQQRRQHSRRRKEKE 

EMRAPRSKQ 


3869 


34237 


A 


3909 


1 


548 




3870 


34238 


A 


3910 


1 


1803 




3871 


34239 


A 


3911 


1 


279 




3872 


34240 


A 


3912 


1 


506 


MCYSRQSNLGTFGEGKIKGSEV 

1DECPRSSRYQDLQELQNKTKL 

TVLEGDILDESCLKRACQDMSV 

1IHTTSIIDIIGVTHRESIMNINVK 

RTQLLLEACVQATVPVFIYTSTP 

EVAGPNSYKEIIQNSHEEEPLEN 

T\WCSPS/PYKKA/LARSG1*ATL 

QLGGSQEECT 


3873 


34241 


A 


3913 


3 


621 


AGQQTVEIDLRHRIQLP\DLENQ 

RNFNELSRIVLEVRERVRQEQQ 

EGGHEAGEGRGRQGPRESQPSP 

AQPRAEAPSKGPDGTPGEDGGE 

PGD A V A A A EQPAQCGQGQPF V 

LPVGVSSRNEDYPRTCRMWNS 

TFQTYKKEVCLPRHSMHPGPW 

AICCECQTRFGGRLPVSRVEAA 

LPYWVPLSLRPRKQHPCWMHA 

AGTTAGGSAVMS 


3874 


34242 


A 


3914 


1 


430 


RHRIQLPDLENQRNFNELSR1VL 

EVRERVRQEQQEGGHEAGEGR 

GRQGPRESQPSPAQPRAEAPSK 

GPDGTPGEDGGEPGN\AVAAAE 

QPAQCGQGQPFVLPVGVSSRNE 

DYPRTCRMWGCGGYWGLKV 

GQHGLQRGPQPHT 


3875 i 


34243 


A 


3915 


2 


1175 




3876 


34244 


A 


3916 ! 


1 


256 


HLRIHTQESSYVCDECGKALTS 
KRNLHQHQRIHTGEKPYECSKY 
\G*PFGLLPQLGHLEHVYSGEKP 
VLDICRFGLPEFFTPFYW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


3877 


34245 


A 


3917 


I 


1396 


MRPQLAGRDHHRGAATLLLER 

PGRLVTHFRQRRGAVRYGGGK 

STTQH LSQRRLSG PNDHTKG L V 

WLLEHILQRLVSFVKLQATRTF 

TRTYITYAWFLPWGFSGVLCGT 

PVDTCWALKHQR1HTGEKPFEC 

SECGKAFNGNSSLIRHQRIHTGE 

RPYQCEECGRAFNDNANLIRHQ 

RIHSGDRPYYCTECGNSFTSSSE 

F V I HQRI HTGEKP YECN ECG K A 

FVGNSPLLRHQKIHTGEKPYEC 

N ECGKSFG RTS H LSQHQRIH TG 

EKPYSCKVCGQAFNFHTKLTR 

HQRJHSEEKPF*L/CVDCGKAFS 

AQEQLKRHLRIHTQESSYVCDE 

CGKALTSKRNLHQHQRIHTGE 

KPYECSKYEKAFGTSSQLGHLE 

HVYSGEKPVLDICRFGLPEFFTP 

FYWKEEKKCGRKMRNEVVHK 

VSFFLVVPIALSSLLKKKWKML 

KKEKAQDPTEYGNLEDDNSQQ 


3878 


34246 


A 


3918 


1 


547 


MDSQRPRER/QRERERQSERQR 

HTQRMHREAETEDERDWKGH 

DTKTRRQRQRKRAEEGQCREH 

DRERRRD\RTGERREKQRKSTQ 

QSRKPSEEPHREKTQIKRERGPE 

QGELERGQCTERNRKA/GTPEC 

♦TDPHIWTPHPARSAPAHPPDH 

TAAKYRPPYRSHHSGITHQHPR 

AASTLKLWPKP 


3879 


34247 


A 


3919 


1 


399 




3880 


34248 


A 


3920 


3 


872 


KSKLKSEQDGISKTHKLLRRTC 

SSTVKTDDVCVTKSHRTFGRSL 

S SDPRA EQ AMTA 1 KSH KLLNRP 

CPAAVKSEECLTLKSHRLLTRS 

WSGDPRCEHNTNLKPHKLLSRS 

YSSNLRMEELYGLKNHKLLSKS 

YSS A PKSSKT* A^FS K EP* RRRG 

RKALSLPQGLFGYP*HHLHPSSS 

QLAPNGAKCIPVRDRGFLVQTI 

EFAEQRIPVLNEYCEVCDEPHV 

FQNG PMLRRG RD VC EWA KK Y 

ANSVVRKKFCRLSIARRSRYRA 

DMDLLRMSNFILTI1YKQKLNL 


3881 


34249 


A 


3921 


3 


218 


CCRSHQGAGEGGHLSVQLLWQ 
YRWMWCSWGPV\FQFHTDLEL 
VAWRCVGLDPGCQQLDIGMQT 
LIGDHICVF 


3882 


34250 


A 


3922 ! 


1 


1055 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3883 


34251 


A 


3923 


3 


962 


RSMRQKVNKDIQDLISALPQAD 

LIDIYRTLHPKSTEYTFFSAPHR 

TYFKI DH 1 VGSKALLSKCKRTEI 

TTNCLSDHSAIKLELRIKKLTQN 

RTTTWKLNNLLLNDYWVHNE 

MKAEIKMLFETNENK/DETYQN 

LWDTFKA/PS1ILNGQKLEAFPL 

KTGTREGYLLLPLLFNIVLEVL 

A MA I RQEKE/I KG FQLG KEE VK 

LSLFADDM1VYLEDPIISAANLL 

RL1SNFSKVSGYKINVQKSQTFL 

YTNNRQTESQ1MSELPFTIATKR 

IKYLGIQLTRDVKDLLKENYKP 

LFNEIKEDTNKWKNIPCSWIGRI 

KIVKMAILPK 


3884 


34252 


A 


3924 


1 


1452 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSALHHTYSKIDRT 

VGSKALLSKCKRTEIITNSLSDH 

RAIKLELRIKKLTQNRSTTWKL 

NNLLLNDYWVHNEMKAEIKM 

FFETNENKDTTYQNLWDTFKA 

VCRGKFIALNAHNRKQERSKID 

TLTSQLKELEKQEQTQSKASRR 

QEITKIRAELMEI ETQKTLQKSN 

ESRS WFFERINK 1 DRPLARLIKK 

KREKNQIDVIKNDKGDITTDPT 

EIQTTIREYYKHLYANKLENLE 

EMDKFLDTYTLPRLNQEEVESL 

NRPITGSE1VAIINSLPTKKSPGP 

DGFTVEFY/QEGN*AGEGNKGY 

SIRKRRSQIVPVWR*HDCISRKP 

HRLRPKSP*AGKQLQQSLR1QN 

QCTK1TSIFIHQ*QANRKSNHE* 

TPIHNCFKENKIPRNPPYKGCEG 

PLQGELQTTAQ*NKRGYKQME 

EHSMLMGRKMQYRENGHTAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3885 


34253 


A 


3925 . 


1 


1251 


MKAEINMFFETNENKYTVYQN 

LWDTFFCAVCRGKFIALNAHKR 

KQERSAMNTLTSQLKELEKQE 

KTNSKANRKQETTKIRAELKEI 

ETQKTHQKINESRSLFFEKTNKI 

DRPLARLVKKKREKNQIDAIKN 

DTGDITTDPTEIQTTIREYYKCL 

YANKLEYLEEMDKFLDTYTLQ 

RLNQEKVESLHRPITGSEIEAIIN 

SLPT/KKSPGPDRFTAQFYQRY\ 

DG MY LK II R A 1 YDKPTANIM LM 

GQKLEAFPLKTGTRQGCPLSRL 

LFN1VLEVLARAVRQEKEING1H 

LGKQEVKLSLFADGM1VYLENP 

IVSAQNLLKLISKFSKVSGYKJN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFTITTKRIKYLG1QLARDVKD 

LFKENYKPLLN KIKEDPNK WK 

NIPCSWIGRINIMKMAILPK 


3886 


34254 


A 


3926 


1 


1203 




3887 


34255 


A 


3927 


1 


1233 




3888 


34256 


A 


3928 


1 


951 


MKREKNQIDAIKNDKGDITTDP 

TEIQTTI RE Y YKPL YTN KLENLE 

EMDKFPDTYTLPRLNQEEVESL 

NRPITGFEIEA/INSLPTK*SPGAE 

GFTAEFYQSVGSSGQGNQARE 

RNKGYSTRKRGTQIVPVCRWH 

DCIFRKLHGLSPKSP*ADKQLQ 

QSLR1QNQCAKJTSIPIHQ*QTYR 

EPNHE'TPIHNCYKENKIPRNTT 

YKGCERPFQGELQTTAQ*NKRR 

HKQMEEHSMLMDRKNQYREN 

GHTAQGHL*IQCHPHQATNYFL 

HRIGKNYFKLHMEPNKSLHSQ 

DNPKQKEQSWRHHAT*LQTILQ 

GYSHQNSI 


3889 


34257 


A 


3929 


1 


814 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3890 


34258 


A 


3930 


1 


1545 


HQLKVQFRIIISIRSSCDGSAWG 

VAPTFKTRGARSRSRAAIRLGA 

ADLDEVKSSLVNESENQSSSSD 

SEAERRPQPVRDTFQKPRDYFA 

E V R RPQDS AFFKG PP Y PG Y PF L 

M I PDLS SPY LSNG PLS PGG A RTN 

SSPAPKETWICARFGGVSLSFLE 

IGSRVLLLGRDVNRSSSLLPAQI 

PIACHFAVDGGNFIRGKGAYLL 

TFDLFGNWGLFFLIEIAVWELS 

AHSSGQSEDALELSRGTCSSSL 

QLCWTAKALVGKGLDGGPVC 

KNSG1CSTRTKTQEQMSFMEAL 

YQEGFLRETVVQAVRKVPQTP 

RKAVLEVLARAISQEKEIKGIQL 

GKEEVKLSLFADDMTVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQ AFPYTNNRQTESQi MSE 

LPFTITTKRIKYLG IQFTKD VKG 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWIGR1NIVKMAILPKV1Y 

RFNAIPIKLPLTFFTELEKTTLNF 

1WNQKSRMGKKILSKKNKAGG1 


3891 


34259 


A 


3931 


693 


1464 


ARAEVKLSLFADDM1 VYLENP1 1 

*ARAEVICLSLFADDM1VYLENP 

IISAQNLLKLISK FSK VSRYKIN V 

QKSQAFL YTNN RQTESQI MSEL 

PFTIATKRJKYLGIQLTRDVfCDL 

FKENY1CPLLNEIKEDTNKWK1MI 

PCSWIGR1NIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKN WLAI 

CRKLKLDFFFIPYTKINSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATK/DQKS 

FCTAKETTIRVNRQPTEWEKIF 

AIYPSDKGLIS 
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SKQ ID 

NO: 


CCA 1 IX MA. 

SEQ 1I> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO. 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3892 


34260 


A 


3932 


21! 


2519 


ENRKSNCLCLQMA*LYI*KIPSS 

QPKISLS**ANLAKSQDTKSMC 

KNHKHSYTL1TDKQRAKS*VNS 

H SQLLQRE*NT* ESN LQG M * RT 

SSRRTTNHCSTK*KRTQTNGRT 

FHAHG*EES1S*KWPYCPSKC/K- 

RTEIITNSPSDHSTNKLELRiKKL 

TQNHT1TWKLNNLLLNDSWVN 

NEIKAEIKKFFETNENKKTTYQ 

NLWDTAKAVLRGKFIALNAHI 

GNLERSKIYTL1SQLKEPERQEQ 

TNPKASRRQE1TKIRAELKEIET 

QKTLQK1N ESRS WFFEN IK1DRQ 

LARLIKKKREKNQ1DT1TNNKG 

DITTDPIEIQTTI REYYKYLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNTPITGSEIKAIINSLPT 

KRSPGPDRSTAE/FYHRYKEEL 

VLFLLK LFQSTEKEG\G RDTTK 

KENFRP1 SLMN I DA K 1 LN K I LAN 

RIQQHIKKL1YHDQVGF1PGMQ 

GWFNICKSINV1FQYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPVLNE1RGHK 

QMEEHSMLMDRKNQYCENGH 

TAQGNL*IQCHPHQATNDFLHR 

IGKEEVKLSLFADDM1VYLENPI 

ISAQNLLKLISNFSKVSAYKINV 

QKSQAFRYTNNRQTESQIMSEL 

PFTIASKRJKYLG1QLTRDVKDL 

FKENYRPLLNEIKEDTNKWKNl 

PCSWVGRINIVIMA1LSKVIYRF 


3893 


34261 


A 


3933 


2 


1304 




3894 


34262 


B 


3934 


141 


2008 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3895 


34263 


A 


3935 


1 


1845 


MVISVDAEKTFNK1QQPFTLKT 

LNKLGIDGSYLKIIRAIYDQPTA 

NIILNGQKLEAFPLKTGRRQGC 

PLSPLLFNIVLEVLARAIRQEEEI 

KGIQLGKEEVKLSLFADEMIVY 

LENP1VSVQNLLKP1RNFSKVLG 

YKIMVQKSQAFLYTINRHTESQ1 

MSELPFTIATKRMKYLG1QVTR 

YVKDLFKENYKPLLNEVKEDT 

NKWKNIPCPWIGRINMLKMA1L 

P/KELEKTTLKFIWNQKRACIAK 

SILSKKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSDHPHIYMHLIFDKPDKNK 

KWGMGSLFNKWCWENWLAIC 

RKLKLDPFLTPYTKINSRWIKD 

LNVRPKTIKTLEENLGNTIQDID 

MGKDFMSKTPKAMATKAKIDK 

WDLTKLRSFCTAKETTIRVNRQ 

PKEWEKIFAIYSSDKGLISRIYK 

ELNFTRK\NNP1KKWAKX>MNR 

YF*KEDIYAANRHMKKCSSSLA 

IREMQIKTTMR/YHLTPVRMAII 

KKSGNN RTREN YFK 1 H M ESKKS 

QNSQGNRKEKEQSWRHHATRL 

QTIVQGYTVAKTACYWYKNRP 

TDQSNRTENQEIRLHTYNHLIF 

DKPDKSNGETTPYS1NGARITG 


3896 


34264 


A 


3936 


1 


700 




3897 


34265 


A 


3937 


1 


3489 


M KSG HPEKEQDNSD VQETREIT 

I RG LLCTALMRH STG AI A YLG V 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNET1IVLPSNVIM 

FSQAEKPEPTNQGQDSLKKHLH 

A El KVIG VN LIQN VLERG WGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CL1CQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSVIKRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possible nucleotide insertion) 


3898 


34266 


A 


3938 


120 


1331 


TSLGPIYCAVRHTSSCRKVGSSR 

CQHGCQLSVRLQLDQAHHKQL 

PWLAPKNAVVPKSLEDPQGRK 

EGVTALTPEAPRSGPPKRLQLFP 

PSLCPNCSKQGAYFSPFGVTAT 

LLATPFSRSRVLVLQPGRMRYA 

DKWRVSKMKRCCIEQWNSSEK 

THSARASHSLQRQRGGPRVGGS 

SLQAGCHV1SAALSKEEALEWV 

ASFCRQIVQSYLRPLLCSGADP 

GAFM DLRGEELRS LELSLS YTP 

PSNEFK1SMKLEAQDPRNTTST 

CIATVVGLTGARLRLRLDGSDN 

KNDFWRLVDSAEIQPIGNCEKN 

GGMLQPPLGDSFHCDVRVSILD 

LFCFLLSELPFTIDTKRJKYLGIQ 

LTKDVKDLFKENYKPLLNE/IK/ 

EDTNKWKNIPRSRIG*INIVKMA 

ILPKDFG 


3899 


34267 


A 


3939 


1 


1421 


MDSMSGGGQYRK1NGNPTSVK 

CPLLLLPA1LTPEPVNRWRQSC 

KAFARHSPLAFRVTISTSTFFDG 

LLVTGLYTSTSVQASQS1GGSSA 

FGFVLEVLARAIRQEKEIKGIQL 

GKEE1KLSLFAGDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLG1QLTRDVKDL 

FK\ENYKPLLKEIKEDTNKWKN 

IPCSWVGRJNIVKMAILPKNWK 

KLKF1WNQKRAHIAKSILSQKN 

KAGG1TLPDFKLYYEATVTKTA 

WYWYRNRDIDQWNTTEPSEIM 

PH I YNYLIFDKPEKNKKWGKDS 

LFNKWCWESWLAICRKLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTLEENLGITIQD1GMGKDFMS 

KTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQTTKWEKI 

FATYSSDKGLISRICNELKQIYK 

KKTNTNPIKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


3900 


34268 


A 


3940 


3 


1566 


IQTTIGEYYKHLYTNKLENLEE 

MDKFLDTYTLPRLNQEEGESLK 

RPMAGSEIEAIINSLPTKNSPGP 

DRFTAEFYQRYKEELLISNFSK 

VS/VIQNQWEKITSIPIHQ*QTNR 

EPNHE*TPIHNCFKENKI\LGIQL 

TRDVKDLFKENYKPLLSEIKED 

TNKWKNiPCSWIGRTNIVKMAI 

LPKDKTSKYIDVDENEGSHCGK 

RKYKYGMEKALEILARAIRQEK 

EIK.G1QLGKEEVKLSLFADDMI 

VHLENPIISAQNLLKLISNFSKV 

SGH K I N V QKSQTFL YTKN RQTE 

SQIMSGLPFKIATKRIKYLGIQL 

TRDVRDLFKENYKPLLNETKED 

TNKWKKNILSSWIGRINIVKMA 

ILPKVIYRFNAILINLPMTFFTEL 

EKTTLKFIWNQKRACIAKTILSQ 

RNKAGGITLRDFKPYYKATETK 

TASEMKYYLENKIPFKVLHMV 

YNVPTHPPFIGDLHPNTKVVSL 

PPNITSLIEPMNQGVISAFKDCY 

LRKTFVQAVATPEGETEMTVM 

QFWKDYMT 



410 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn6wn, 
*=Siop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3901 


34269 


A 


3941 


1 


2580 


MVKGSIQQEELT1 LNRYA PNTG 

APRSIKQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVSKDI 

QELNSVLHQADLIDIYRTLHPK 

STECTFFS A PH RT YSK I DH I VG S 

KALLSKYKRTEI ITNCCSDHSAT 

KLELR1NKLTQN RSTT WKLN1M L 

LLNDYWVrTNEMKAQIKMFFET 

NENKDTAYQNLWDTFKAMCR 

GKFIALNAHKRKQERSKIDTLT 

SRLKELEKQEQTLHSKDSRRQE 

INAEKAFDKIQQPFMLKTLNTL 

DIDETYLKIIRAIYDKPTVNIILN 

GQKLEVFPLKTGTRQGCRLSPL 

LFNJMLEVLARAIRQEKE1KG1Q 

LGKEE VKLSLFADDM 1 V YLEN P 

IISAQNLLKJJSNFSKVSGYKIN 

VQESQAFL YTNNRQTESQI MSE 

LP\FTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLKEIKEDTNKWK 

NIP\CSWVGR1NIVKMAILPKV! 

YRFNA1SNKLPMTFFTELEKTTL 

K\FI*KQKRACIAKSILSQKNKA 

GG ITLPDFKL Y\Y Y K A I VTKTA 

WYWYQNRDIDQWNRTEPSEIIP 

HIYNHLIFDKPDKNKKWGNDS 

LFNKRCWENWLAICRKLKLDP 

FLTPYTK1NS\RWIKDLHVRPKT 

1KTLEENLGNTIQDIGMGKDFM 

TKTPKAMATKSVKIDKWDLIKL 

KSFCTAKETTMRVNRQPTEWK 

KIFTIYPSDKGLISRIYKEPKQ1Y 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkoown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3902 


34270 


A 


3943 


5 


2130 


QRLRRQHRLEQKTRSTTCHMR 

QSTTRSAERADTRIESMPT*TTP 

* HTDDVP/SHCTNSTHTATTSPS 

THNHQQTLTRVANVAQIRRTDI 

SSIAATEW1STINTHNYACRTRA 

VSQRRYVSDFEKRERPTSNTPE 

PRFRLVVSTPTLVGTTQGTYQP 

PPARSRISIASHLLPPLSLLPSSL 

DLDGRSTL ACSSS VSQFSG SRG S 

PSSYIVATTRV1SDVDYDMTTY 

YN STITPIS/PSA RS* CQRS VH LL 

LSSHRTYRHPLVSRHTSQEHSL 

GGPLHRH*YNPVGSRAAAWAS 

KSALV/SVSLEALVVSALI*LVA 

TRQRLVG1CRTTPIRARSSVVR* 

VTRYQPNQRAPLIHATYHLLDR 

GQHPQSMQT1SHWTTPPCWCL 

VCGKKSSLPCCSTSSMSTRRNQ 

YDTLSLTTS WVL* SSIF WLAF1 L 

LPRTSLPWPTVS*LAANA\SSGS 

TPVNSSFRTVSVRRSKLVVPANE 

IETPSFVVVTKFSRSASSYDCSIE 

YASTYAINIT1VNSYVFA/PTHTT 

REHTI S Y ALTS PG QPQN KTRI PE 

LQWAF*AVRPSTQ/PSTVIYHAP 

TSQAIASCALHSLLGCLLGSAT 

APLPPTWTTPPPPPQLRTT* STG 

SLPHPPSC*TRP*PLAPRN* PFTG 

MSSQHCIPT*PQLASHSIALRG/S 

RARPTTSQTSIAS/SHSHS'LSHV 

Q*RPLSDQRSPLDHHAHSSILYA 

RASRISCLRVCAV 


3903 


34271 


A 


3944 


254 


884 


MTPNYTSRLFLHMGVLFYPFYR 

RLT*HIRTH1NLKGWK/NRHFM 

QMDTKN A EKALDKIQH RFM1 K 

TLSKIS1QGTHRKIIKAIYGKSTT 

NTILNGEKJLKAFPLRTGIKQGCP 

LLPLPFNIVLELLARAIRQEKEIK 

G1QIGKEEVKLTLFADDM11YLE 

NSKDSSRKLPELIKEFSKVSRYK 

VNLHKSIALLYTNSDQAENQIK 

NSTSFTI 


3904 


34272 


B 


3945 


52 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


3905 


34273 


A 


3946 


1 


831 


MEMLYCLIAEAGHISSRMATNT 

ANSAGLKPTCVCVALPLPPGRS 

APHRSCSQAGRELPGQGPRYYR 

HLPQLSILHSIGEGQGCGFWSER 

SFKGYPERPAGAAGVCRLQGC 

GRRGRGAPFRTTDFSSRPRGAA 

ERADQGPRAGSPWPRTTSGAQ 

RGRAQGQGHTARRRGNSNPGP 

SRARQASRRRRPATSGPPRGSP 

RPDRPRRRSPF.YRSSSRETSRPP 

EGPRRPRAPALSAPAPGQPARP 

RPREP VPCG A V FT A RDRL RPP A 

ATSHAPFSAANPRR*HRPGGPG 

ARRLGDAQLSRRST/SGAPRCS 

QTRSR'PTCVCVALPLPPGRSAP 

HRSCSQAGRELPGQGPRYYRHL 

PQLSILHSIGEGQGCGFWSERSF 

KGYPERPAGAAGVCRLQGCGR 

RGRGAPFRTTDFSSRPRGAAER 

ADQGPRAGSPWPRTTSGAQRG 

RAQGQGHTARRRGNSNPGPSR 

ARQASRRRRPATSGPPRGSPRP 

DRPRRRSPFYRSSSRETSRPPEG 

PRRPRAPALSAPAPGQPARPRP 

REPVPCGAVFTARDRLRPPAAT 

SHAPFSAANPRR 


3906 


34274 


B 


3947 


250 


281 




3907 


34275 


A 


3948 


3 


639 


DHTCRLRQRLRLRVLVGPVPG 

AGPAG*KGCYGGRSANHHGAP 

ASCHLARSSCGPRLPGRYSAQQ 

PRARCAASGLCGWTAPAADPV 

PSEVLASQEVQLLCAGE*SGSC 

GPTHADLQPSPGGTGEDGAAR 

AKRDLPGSVGERAAAPASGRL 

RACPGRPAGAPGPRARPPGGTA 

ALAQPPRPQGAAARPPSGIGWP\ 

GNNGSAQSKGRALMEQAAG 
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SEQ ID 

NO: 


SbQ ID NO: 
of peptide 
sequence 


Met 
hod 


5LQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3908 


34276 


A 


3949 


161 


2377. 


SLFHGKVCHFLHEPLPLVYLSL 

CTGYQLFKPSL1SWLEEEEELST 

LPRVLQEWKMCLKTKGPALW 

QDNFGLKTLNGIQLARNQNGEE 

LYDCKQCEDVFCKHPCLKTNM 

STQNRGNTSECIQYAKDLLSLY 

NKTST1RKVSVFSKHGKSFRL\F 

♦MFRSRESVHKINPLK/CTDYGK 

AFIYQSYLEAHRKTQSGEKLNE 

WKQCGEAFTHSTSHAVNVETH 

1 1 KNPYEC KECG K D FR YPTH LN 

NHMQTHIGIKPYKCKHCGKTFT 

VPSGFLEHVRTHTGEKPYGCKE 

CGKAFGTSAGL1EHJRCHAREK 

TFKCDHCGKAF1SYPSLFGHLR 

VHNGEKPYEHKEYGKAFGTSS 

GVIEDRRSNTGQKRFDCDQCG 

KVFVSFSSLFAHLRTHTGEKPF 

KCYKCGKPFTSSACLRIHMRTH 

TEERL YQC KKCG KA FTKCS YLT 

KHLRTHAGEKPYECMKCGKAF 

TERSYLTKHLRRHSGEKPYECK 

KCGKAFTERSDLTKHLRRHTG 

DKPYEYKDCGKAFVVSSSLVD 

HLRTHTGYKPYKCNACEKAYS 

RSCVLTQHLKTHAAEKTSECN 

ACGNSFRNSMCFHDRLKTLTKI 

KPYKCKDCGKAFTCHSDLTNH 

VRfHTGEKPYKCKECGKAFRTS 

SGRIQH LRTHMGEKPFECDQCG 

KAFA\FSQLVLHI* KHTREKPCG 

CEECGKTFAVSSSLTEHVKIHR 


3909 


34277 


A 


3950 


6 


455 


GLLHERQAEARCSfCLDYLRHP 

MTTDCRHYI*SAR1HQCW*ELQ 

DISPCPVCLQHCPDKNLKRNFQ 

LCHMTD1AKQLLTTARRKRXL 

QGEEPVCRKSDVALFCEKDPEL 

LCHQYRVSLDH*DH/SPMPIEQ 

AAAKHRKQFESY1EPLEKQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


3910 


34278 


A 


3951 


2 


1009 


WNGHRMN*MQSSNGLEWN/QS 
SNGKEWNHRIESNGIIIAWN\Q 
WYQHQTEKNGIFEWNRRESSN 
GPEWNHVMEWNG/DNPWTRM 
QSSSNG IE WN H RMDSNG 1IFQW 
NGNGNHRJG1EWNYDQ\SNEWI\ 
Q WNQHQTEKNGI I K WN RRESS 
NG PE WNHLME WN/ENNPWTR 
MQSSSNGIEWNRMESSNGLEW 
NNH*TESNGSVESSSDGNER/QS 
SSNGI A WN HHKMESNG IN I K W 
NQMESWN/WN * MNRM ELSSNG 
1EWNQHQTEKNGIIEWNRJIESS 
NGPE WNHLME WN/ENNPWTR 
MQSSS/NWNRMESSNGLEWNN/ 
QLNGI E WN HH RM EMNG 1 1 1 E W 
NRIELWN 


3911 


34279 


A 


3952 


1 


1494 


MASLLGAPRLAGWASGAGALS 

RGWAIRPADTGGNLGPVPRVPL 

PPDPVLTARWAPGVNSGSQFSC 

H CQ API LEMGH KG SSPG LG DA E 

VRAITVQCIRPIDGPQQPPGGGS 

AG RRLTIPASTQE W AQLPVG RV 

LANVLTEGGDTGNQPIPQRSLC 

RPQPCSHAETWGEVEAQVPAQ 

SNREQPAAAPGCGPGRGE TGA 

RPETTFSPRRAPPNPYDEEGVR 

WSLEFMLCGTDGPVQPVQHQE 

GPAARLQLIRGGSLILESEGTLR 

G/SPVLQTDQPASHLLHTQGFW 

A/AALSAVCL/HQNIIHSGSALL 

APATRAAWEQIQRSEGGTAQL 

LRRL EG YFSN V A RN VQ WTYLQ 

PFVIVTTNMILAVDIFDKPNFTG 

ARVPWFDAIHEAFPRELESSISF 

PANFFKPPEEKEGPLVRPASRK 

TTPQTTRPGPGTEREAPISR* KR 

H P DDTG * FTFTLG I V YCTPG QL P 

PEPYDPNRRSLWLPHWPITNTS 

MVSALVYSEGAPLPSPL 


3912 


34280 


A 


3953 


1 


681 


MGQLLDKNTPSHGARTREECG 

RERLCVSPSQTG DTPRTSA YLC 

VGGPAWSPLSESRPAGSSGCPW 

IKPPDPRYSPIGLCSLLTTEMMS 

RQPRTDLRGQTNPAA\PSAPVPL 

SCSQNLPVWPSLMAGTTWHSP 

L\SPSCFWHSPGHM*H*CCVSKD 

* KSLFWEPTA/YSPLLPSTSP/SS 

KSMQPPKPRSNADSSVQASLIP 

RAMSSPTVSPWIMGNGSQGFD 

HIAVSMWDD 1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iMet 
hod 


C*W^*f\ t VI/\ 

SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


3913 


34281 


A 


3954 


136 


420 


RESRNLSRGEESEDPAEPS\RNG 
* EH PLC Y LQ* EFLQVLTM LQ A E 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPAPPPETHTGSPRPPSGRSR 
IRAYLH 


3914 


34282 


A 


3955 


1 


1782 




3915 


34283 


B 


3956 


1 


3070 




3916 


34284 


A 


3957 


104 


279 


STTHPSVHE/QEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEERKKEC 

SKAQCKHFPLSEVL 


3917 


34285 


A 


3958 


1 


252 


MTVCIHIASEDLPVGRDVEVED 
SDIHDRDPGLGDKSETPSE/EKK 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEES 
NFLQHYLHL 


3918 


34286 


A 


3959 


2 


368 




3919 


34287 


A 


3960 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGHRVG1 


3920 


34288 


A 


3961 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 

ERRRRJGRGREKKEEEEEEEEEE 

EEEEEEEEVEKKKKEEKKKKEE 

EEEERRRKJCKKERKEEEEEE/G 

KEEEEGEEGEEEEEEEEEERRK 

EEEEEEEEGEEEEEEEESCLMGP 

MCVHIHPVDKDLYSLGPPAQRF 

TG SH A ELPT* KARRS SS WTA A S 

RGC A A RDPPRRCSPA 


3921 


34289 


A 


3962 


327 


559 


PKGRTPSPSC1HRYPCQTPRPHE 
P*GCHCPEEK/PRPRVWGPSRC 
MPLGSVQEKRPCPAPGGVQGSF 
RVSPLMMLTRL 


3922 


34290 


A 


3963 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 

ERRRRJGRGREKKEEEEEEEEEE 

EEEEEEEEVEKKKKEEKKKKEE 

EEEERRRKKKKERKEEEEEE/G 

KEEEEGEEGEEEEEEEEEERRK 

EEEEEEEEGEEEEEEEESCLMGP 

MCVHIHPVDKDLYSLGPPAQRF 

TGSHAELPT*KARRSSSWTAAS 

RGCAARDPPRRCSPA 


3923 


34291 


A 


3964 


157 


272 


WCNGSPLYSGW*LVGMESLGR 
MHKDLWTRQPNQDQDLQ 


3924 


34292 


B 


3965 


1 


3723 




3925 


34293 | 


B 


3966 


1 


573 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


3926 


34294 


A 


3967 


3 


424 


AGGQALQGPGQGRGSQGVVG/ 

PGTGSSGAQHLGKHYPVLSGGS 

ERSWGRSHTPAGAGC*VRGRR 

AGGRPGTGHSRPPGGSCLSPAP 

PNSARWLGLGAPWQAGAGLR 

DPGDWRRGQGGPGWAWCPGQ 

PPAQPHTCPPNSTARY 


3927 


34295 


A 


3968 


3 


1238 


RGAERRAWSRGPACTRRGPAD 

WAAAGAGRPCPQRRGVCCTAA 

VPGAARLSCPTGPGPGDPGRRS 

LTGQGS*GLGAAFGGWTGALP 

SWHS*SQGWQTDPVR*VRGTE 

RDICTGL*QPCPPGGLQTGSGG 

LEHSLPWPGIG1QAP*GPNHPCR 

LPRS*ALSAGG\SGGQALQGPG 

QGRGSQGVVG/PGTGSSGAQH 

HCCPPYTPPG*HPIPSLLALGPQ 

SLQPEWAHSGTASGEQHSAGE 

HGMGTTGH'LPGLCSRCVLGK 

HYPVLSGGSERSWGRSHTPAG 

AGC*VRGRRAGGRPGTGHSRPP 

GGSCLSPAPPNSARWLGLGAP 

WQAGAGLRDPGDWRRGQGGP 

GWAWCPGQPPAQPHTCPPAGS 

LPG A A PG VLC A A * G PA AG V* A 

G PG PG PG SRR* TRG PS PG A PRPA 


3928 


34296 


A . 


3969 


3 


415 


ETGRH RSQQS VSSPPVQPRGKR 

AMYHSAAELVSRGFPRPPVQAP 

AEPAGAAEGVHSQPASRQEA/G 

S/TEVRGQAHRFVSPPNAAGAG 

DG/PDPQSLLAPTNRPCPPGGISP 

ARSEPVPPAPGRAAP*CFPDLPG 

LAPPLC 


3929 


34297 


B 


3970 


1 


657 




3930 


34298 


A 


3971 


125 


524 


EAEALENQSQPCDTG/PQSAFSP 

PGSTQHPRSQLSQCKQRYQDLQ 

EKLLLSEATVFAQANELEK* R V 

ILS\GEPLLKQDSKQVQVDLQD 

LGYETCGQSKNEAEQEETTSPE 

HEEHSSRKEMVLVEGLCSEQG 


3931 


34299 


A 


3972 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 

EQEYSEVTEDVTEHVYLPAKA 

KVAKEEEAGIQQARQEGDLEA 

WQFPVR1HPPDQQENITATFEPF 

PFKLLKELKQArNQYGPGSPFV 

MGLLKNVTVSSQMIPTDGDPLT 

RACLTPAQFLQFKTWWADEAS 

IQAARNAWAQPQINITADQLLG 

VGGWAGLDAQFVMQDDAIEQ 

LRGVCIRAREK\IT*CGEQYPSF 
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NO: 


bh,\j ID INO: 
of peptide 
sequence 


Met 
hod 


5EQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


3932 


34300 


A 


3973 


350 


1078 


GSNRRSNRAEQLRGVCIRAWE 

KUTSG EEQ YPSFS 1 V KQG PR EP Y 

TDFIAWLQESLKKVIADSAAQD 

JVLWLLAFDNANPDCQAALRPI 

RGKAHLVDYIKACDGIRGPAG 

RLSWLSLQGRPAGAARCTSSSS 

DWKAQLAPGPHAGPLRCPAFR 

ARQPRLPAVLSAGAAFRDCPLS 

CVQALLGGSAGPGDRLPGHYS 

ALVALSLPFVKEATMNRWSRM 

HRSAFFLFSANAHGAEGVLSHT 

VASR 


3933 


34301 


A 


3974 


2 


630 


WDNCGLWFIPSWNLFTLMMRR 

KESLMK*QKK*QSRFVCQLKLK 

/PAKEGEVYPYPSAPPPYFEEKE 

WPDPPDLSFLEDAGQKVIAPVT 

VQAAPQAIALSSIQAGIQQARR 

EGDLEA WQFPIR1HPPDQQGNI I 

ATFEPFPFKLLKESKQAINQYG 

QGSPFVMELLKNVAVSSQMIPT 

DWDALAQACLTLTQFLQFKTL 

WADEVS1QAACNA 


3934 


34302 


A 


3975 


264 


634 


WSSRCQHSSRPQASESWFPG*G 
PSFWPRIQGDEKTGAGGHP*LG 
C* PG MTG QG FSTKCQHTC LM W 
GSHWAQEAPENAPGTSCPGSSG 
SWVLRSSLQRQKSAWSPG/ASM 
PAPKMPFLTPSSGFS 


3935 


34303 


A 


3976 


3 


410 


KKKVWREEKERLLKMTLEERR 

KEYLRDY1 PLNSILSWKEEMKG 

QGPK*\EENTQETSQVKKSLTEK 

VSLYRGDI/L*VDAIVNAANASL 

LGGGGVDGCIHRAAGPCLLAE 

CRNLNGCDTGHAKITCGYDLP 

AKCEYN 


3936 


34304 


A 


3977 


74 


432 


MLHNLRPRTLTTRTRCPSTPS*T 

TT+ATPPTTTHGSAGPRAAHLR 

RTGTRRWRAPRRARSCTRSSPR 

RARAASTPPLAPARELRSPASPP 

SCEQSAAPPSGRNGGNFPESIFV 

KTINSN 
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NO: 


CCA |i\ NA- 

of peptide 
sequence 


t>ICI 

hod 


cirn in \a< 
in USSN 
09/540,217 


i>UCICO(IUC 

location of first 
codon Tor peptide 
sequence 


X'uf l»nfirt<* Inrnlinn nTluct 

codon for last amino acid 
of peptide sequence 


Atnimi arifi Cf>niil>npi> ( Y=l Inlrnmvn 

/viiiiiiu nviu 9i.qui.11ci. ^ /\~ijiiKiiu>vn, 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3937 


34305 


A 


3978 


2 


894 


WG G Y G M RTG PRTLTTRTRC PS 

TPS*TTT*ATPPTTTHGSAGPRA 

RTCAAQRTSGSHPSQRRTSSAA 

PGV*RANVFPWAH*MKRV*TT 

LENLTA/PEM A M PP A PH V I FAT 

DDWAAMVHPSARVPGLDGTG 

ALLVPTGVCAPGPCJCCPLTSSS 

VTHTRLKTTLSVPPSARQTGRC 

RSPSDLRCSYPPDEQPVCVPKC 

GSPWVSVLVAWIQSESAVLDPR 

HPQHPYLYPVDMQNLLTNLGE 

PPQARALAAKLLGRPSSSQSGS 

RVPAVWAQAGNATYITVHTLC 

SHNTHMSPVRVKRFTHLG 


3938 


34306 


A 


3979 


157 


570 




3939 


34307 


A 


3980 


1 


936 




3940 


34308 


B 


3981 


257 


3934 




3941 


34309 


A 


3982 


210 


4286 


MPLKTRTALSDDPDSSTSTLGN 

MLELPGTSSSSTSQELPFCQPKK 

KSTPLKYEVGDLIWAKFKRRP 

WWPCRICSDPLINTHSKMKVSN 

RRPYRQYYVEAFGDPSERAWV 

AGKA1VMFEGRHQFEELPVLRR 

RGKQKEKGYRHKVPQKILSKW 

EASVGLAEQYDVPKGSKNRKC1 

PGSI\KLDSEEDMPFEDCTNDPE 

SEHDLLLNGCLKSLAFDSEHSA 

DEKEKPC AXKSRARKSSDN PKR 

T* L* KRATYNFE A H 


3942 


34310 


C 


3983 


163 


309 




3943 


34311 


A 


3984 


72 


424 


RNCGTARSQHEPLGSWLQDTP 

QPP*TLELAGNLPGD/F*PGPGK 

EQGMFVCHPIRQPLPRPLPGSSH 

QSMPTAQPPLSSSSALLPALPAG 

FPVTQGQWTKLQVQAPAPFHL 

PPQVEAV*AFYQKQMLVPCSL* 

SMPTAQPPLSSSSALLPALPAGF 

PVTQGQWTKLQVQAPAPFHLP 

PQVEAV 


3944 


34312 


A 


3985 


1 


347 


KWQRFVLTG1DTYSRYEFAYPA 
CHASTKTTIHGLMEFLIHHHG1P 
HSIASDQGTHLMAKEVRQWAH 
AHGIHWSYHVPHHPEVAGLIER 
WNEXGLLKSQLQHQLVNRLRRE 
LQCWLG 


3945 


34313 


A 


3986 


1 


1716 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3946 


34314 


A 


3987 


1 


737 


MSSVLLRLIYQLTQKTASFEGG 

PEQKALQQIQAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQLGFWSKALPSSAD 

NYSPFERQLLACYWALVETEY 

LTMGHEVTMLPELPIMTWVLS 

DPSSYKPAPMASWGVPYGQLT 

EEEKTRAWFTDGSARYTETTR 

KWTAVAIQPLSRTSLKDSNEGK 

SSHQQAKMGITVLAGVIDPDYQ 

DEISL/LTPQWRCHPGSSVWRAS 

SLGISHPP 


3947 


34315 


A 


3988. 


2 


384 


CGRSGYWHSSVATKITRLRML 

RPREGRKLPPGDIMIPLN*KLRL 

PPG S/FLLLSHQA KKG VTM LAG 

VTDPDYQDEISLLLHNGGTGKS 

PHISDTFYGSKVASCQNTGPEK 

QDETQAQETAVYKSQIFGS 


3948 


34316 


A 


3989 


3 


1273 




3949 


34317 


A 


3990 


3 


341 


GLGRRQPAGSWPERRPGPSA\R 

RSTAPRRCGQAES*TERGSQPH 

QVQGQGRWGVCMK1PSHSGKS 

PDVSEVSKSRNS1ISTAVTHAVV 

APEGLKRNGGGSHLRSSRGHR 

AVIF 


3950 


34318 


A 


3991 


44 


243 




3951 


34319 


A 


3992 


40 


558 


LGSIQVMQAVRNAGSRFLRSW 

TWPQTAG'QMTAPSSPPPPPGL 

CSYSCPLSHP/SLPVTVRPWPSPS 

FSSQQG RGQN A/APG PS AQ A LD 

SSKTLRPSRKLNRTRLPATPSSG 

EPHLDQPSGDPQPLTLARHPPES 

EPVNFQLCHLLSVGPYANKSEP 

QPSHLKMRIMLREVVRIT 


3952 


34320 


A 


3993 


335 


581 


RRHLFLQWGQRAWRLQVAAA 
GTTRPTSAMGIRCSEGAAARAT 
AARA*TAGPEPLE/PAANPPPPL 
TASALRAPPSFVLPQCTR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


3953 


34321 


A 


3994 


216 


1159 


SWHGPPGANTVAAAAGPEE\K 

AALKLRPTHGWPVRATDVHDV 

ILKASGESEWRGGSRASHQMSP 

VAMATALGEGVPVRGPAAGSL 

RLLPGSSAPLGRDAISSCNGVN 

GLETTGGRCRHNAPNKRHGDP 

LLEGAAAR/AQAARA*TAGPEP 

LE/P A AN PPPPLT A S A LR A PPSF 

VLPQCTAAPRDPSAAGAAN*G 

KAQSRNC*NEPFAYGGGTHGT 

GAGAAVTVAADGN*LGSIQVM 

QAVRNAGSRFLRSWTWPQTAG 

PWPSPSF/VFPAGSWPERRPGPS 

AQALDSSKTLRPSRJCLNRTRLP 

ATPSSAFTLPFQERRAL 


3954 


34322 


A 


3995 


1 


738 


MTKRGHGTAWAVASKSASPKP 

WQLPHSVEPVGTEKSRIEVWEP 

LPRFQRMYGNTWMSGSSLLQG 

NQNLHAERYCNSTLERNDTPIE 

SLKPKRESEDGLGEHNGSTMEE 

VGAETRVQRHWVRVSMTELAL 

ASDAHMWGSNPGQRVTGVMV 

GECGTMLGDTQVLLSNPCGDR 

ARRAYSTAPDYAVCGNGGKVK 

LNEQRFGSTNKQGKAAYWME 

ALRPEPLCWQSNYPEAAAVGK 

PKAAYTKKLHGEDS*AIPVVTE 

LGERIAQLLIMLYVVKWGKSEIK 

RT/G/GFGSTNKQGKAAYWME 

ALRPEPLCWQSNYPEAAAVGK 

PKAAYTKKLHGEDS 


3955 


34323 


C 


3996 


87 


329 




3956 


34324 


A 


3997 


3 


122 




3957 


34325 


A 


3998 


1 


156 




3958 


34326 


A 


3999 


1 


353 




3959 


34327 


A 


4000 


1 


201 




3960 


34328 


A 


4001 


56 


207 


EEKKEKEKEKEKEK/EEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 


3961 


34329 


A 


4002 


1 


174 


MNRC* RH I YSSN E VH * KE EEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEIPLSSL 


3962 


34330 


A 


4003 


1 


278 


MTSYKFTEPKNG1WQLHEAAQ 
LDTTYNKLNKKEEEEEE\EEEEE 
EEEEEE\EEGEGEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEGVIL 


3963 


34331 


A 


4004 


144 


429 


DLPREEYALLPAGPRRRCRHTH 

RYEPNPEFGAKHSCPAA'HRAA 

PATSDTQE*HRSNAFGEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEETLFSNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


3964 


34332 


A 


4005 


3 


122 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEEXEEEEE 


3965 


34333 


B 


4006 


1 


300 




3966 


34334 


A 


4007 


1 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KM1NKELTAATFMEVIAEDNRF 

IYDG1DSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHETIYTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNK1RKSEAMVKEKKK 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNEDAT 

QYEESILTKL1VESYEGEKVRGL 

YEGEGFAAFQGGCTYRVSCPFE 

N LQEGEEGRLC EEC PDEPRRVH 

VAGRSMYEGEVVNGMRNGFG 

MFKCSTQPVSYIGHWCNGKRH 

GKVGEVATWRAEKKKKEEEEE 

EEEEEEEEVEEEEEEEEEEEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEEEEKIRP 


3967 


34335 


A 


4008 


453 


705 


LLS1VQAEAVSENSHP1LPRVSR 

SGWGQKEEEEEEE\EEEEEEEEE 

EEEEEEEEEEEEEEVEEEEEEEEE 

EEEEEEEEEEEEEEGRRRRRSSP 

SCYS1TPELSCKLGHR 


3968 


34336 


A 


4009 


93 


705 


ESSTQTCSGFWTGCTALHRWR 

GMPERCPPESRDS*TRFPQSSLP 

GHKT/SEKEEEENRKEEEEEEKE 

KEK/EEEEEEEEEEEEEEEEEEE 

EEEEKEEEEEEEEEQEEEEDDEE 

EEEEKSCSVNVSLIELPWDPKA 

YSRLAPLSSQPGPAVKVPTEHLI 

AKLEDCVQGFTYLTVEKRWAR 

AVTGAQELGVDYPRNEKCKPH 

NNGYDND 


3969 


34337 


A 


4010 


1 


3189 




3970 


34338 


A 


4011 


1 


5127 




3971 


34339 


A 


4012 


209 


3816 


QG RPTFRFRK Y R EH H K DTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*ICR]SRQ/ 

KTLQARRQSWFFEK1NKIDRPQ 

ARLIKKKREKNQ1DT1KNDKGD 

ITTDPTE1QITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRP1TGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQP1EKEG1LPNSFYEASI1 

LIPKPGRDTTKKGNFRPISLMMI 

DAKIL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
* B $top codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


3972 


34340 


B 


4013 


1 


3570 




3973 


34341 


A 


4014 


I 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPS1I 

L1AKPGRDTTKKENFRP1SLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFNIRKS1NV 

IQHINRTKDKNHMIISIDAEKAF 

DKIQQHFMLKTLNKLVLEVLA 

RA1RQEKEI KGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFT1ASKRI 

KYLG1QLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFI WNQKRAC 

IAKSIFSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WN RTEPSEI MLH I YN Y LI FDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

W1KDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDL1KLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQIICTTMRYHLTPV 

RMAIIKKSGNNRKiQ/GGIWCD 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


3974 


34342 


A 


4015 


1 


5073 




3975 


34343 


A 


4016 


1 


3297 




3976 


34344 


A 


4017 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFR EK RI FCRNEQS LQE I WDY V K 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQ A DL1DI YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3977 


34345 


A 


4018 


I 


2666 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK1DH1V 

GSKALLSKCKRTE1ITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKE1ETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQ1DTIKNDKGDITTDPTEIQT 

TIRESYKHLYANKLENLEEMDT 

FLDTYTLPRLNQEEVESLNRPIT 

GSEIVA1INSLPTKKSPGPDGFTA 

EFY/PESYL*QTHRQYHTEWAK 

TAS1 PFEN WHKTGMPSLTTP1QH 

SVGSSGQGNQPGEGNKGYSIRK 

RGSQIVPVCRRHDCLSRKPHRL 

SPKSP*ADKQLQQSLR1QNQCT 

KITSILIHQQQTNREPNHE*TPIH 

NCFKENKIPRNPTYKGCEGPLQ 

G ELQTTAQGN KRGHKQMEEHS 

M L M G RKNQY RENG HTAQGN L 

QIQCHPHQATNDFLHR1GKNYF 

K V H M EPKKSPH RQ VN PKPKEQ 

SWRHHTT*LQTILQGYSNQNSM 

VLVPKQRYRSMEQNRALRNNA 

AYLQLSDL*QT*EKQAMGKGFP 

1**MVLGKLASHM*KAETGSLP 


3978 


34346 


A 


4019 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLID1YRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRJKNFTQSRSTTWKLKNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ER1TKSDRPL A R L 1 KK.KREKNQI 

DTIKNDKGDIT 


3979 


34347 


B 


4020 


1 


3765 




3980 


34348 


A 


4021 


1 


4791 




3981 


34349 


A 


4022 


1 


3297 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3982 


34350 


A 


4023 . 


1 


3170 


M V K G S 1 QQ EELT1LNIYA PNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQK VN K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALMAYKRKEERSKIDTL 

TSQLKJELEKQEQRHSKPSRRQE 

ITKMRAELKE1ETQ 


3983 


34351 


A 


4024 


28! 


3030 


KPRLENYMKNAEASRADAINW 

K KG Y/L VMEDK MM EMKREG KF 

REKR1KRMKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDJIQENFPNLARQAN1QIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VA1INSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASII \ 


3984 


34352 


A 


4025 


1 


3290 


MGEL1TPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDH1LG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKF1ALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDK " 


3985 


34353 


A 


4026 


1 


3573 




3986 


34354 


B 


4027 


1 


4251 




3987 


34355 


B 


4028 


1 


3065 




3988 


34356 


A 


4029 


965 


4089 


T WKGTTSTSRCKI M PK Y RSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFF/LAPHHTYSK 

IDH1VGSKALLSKCKRTEIITNY 

LSDH S A I KLE LRJ KN LNQS RSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKTLQ 

KINESRSWFFERINK1DRPLARL1 

KKKREENQ1D 
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SEQ1D 
NO* 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

III \J%J*Jl ~ 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— Qfrin rnrinn /=nnccihlp n nrlrntidf 

deletion, \=possible nucleotide insertion) 


3989 


34357 


A 


4030 


523 


3981 




3990 


34358 


A 


4031 


1 


3429 




3991 


34359 


A 


4032 


1 


3156 




3992 


34360 


A 


4033 


2 


4943 




3993 


34361 


A 


4034 


I 


6747 




3994 


34362 


A 


4035 


I 


3928 


MAAWNLLLKSYAYWGGLRKE 

DFHCLDRKTLRTVSFLAALLSY 

ES J GG KG KLTTRKDI YTEN PS V 

H H HHQRPK VDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQS WMEN D FEE L REEG FRRS 

NYSELREDIQTKGKEVENFEKN 

LEECITR1TNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

RIKRNEQSLQEIWDYVKRPNLR 

LIGVPESDVENGTKLENT 


3995 


34363 


A 


4036 


1 


3638 




3996 


34364 


A 


4037 


3 


3585 


SNSHITILTLNVNGLNAP1KRHR 

LANWIKSQDPSVCCIQETHLTC 

RDTHRIK1KGWREIYQANGKQK 

KAGVAILVSDKTDFKPTKIKRD 

KEGHYMMVKGSIQQEELTTLN1 

Y A PNTG A PRFI KQ V LRDLQRDL 

DSHTL1MGDFNTPLSTLDRSTR 

QKVMKDIQDLNSALHQVDLIDI 

YRTLHPKSTEYTFFSALHH1YSK 

IDHIVGSKALLSKYKTTEIITNC 

LSDHSAIKLELRIKKLTQNRSTT 

WKLNNLLLN 


3997 


34365 


B 


4038 


877 


8907 




3998 


34366 


A 


4039 


1 


450 


QGSPSGSRE*NSQSSAGPQCALP 

PAMA*VPLSWRSMGKWWKRT 

SCTSDST*PPSERRHWRSRJCSPS 

AMPASFRCSSASAREMLP*KJCG 

RCA AG SG I A PG PPETWG RTGGC 

PGKQATCGVSGPNANGEPVL/K 

YPSSSSEAHGGPGRNGRSD 


3999 


34367 


A 


4040 


2 


522 




4000 


34368 


B 


4041 


102 


186 




4001 


34369 


A 


4042 


2 


5417 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unktiown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4002 ! 


34370 


A 


4043 . 


45 


1585 


KQPSGLLKFGNLILKCHPPSLTH 

MLSQPCA\EAPTPDPNWELA\LY 

I H PSSG IMS ATVSF WS1GTAW LE 

AQGIWEP\FRRRLS\FEASNPPFD 

VGRPFDLRRIVGISSEGNLNTLS 

CDPGHSRGFCGAGGSSSRPSAG 

SHKQ*GPSGHPHSSHSNRNSAD 

VDDVRAYNSGRTSSMTSAQAA 

SSQPANKTRPLVLDSNTGAQGH 

SAGRKSKGAKQSQHGSQHHAH 

SPLEQHPQPPLPPPVPQPQEPQP 

ERLSPAPLAHPSHPERASSARHS 

SEDSDITSLIEAMDKDFDHHDSP 

ALEVFTEQPPSPLPKSKGSTEGG 

PASTFTQAVDGGIQFFTDCWTE 

GPSSSLLA VARE VQLALC1 HELL 

IHGFSQLQVSGGPGAMPDPAAH 

LPFFYGS1SRAEAEEHLKLAGM 

ADGLFLVRQCLRSLGGYRQLN 

GTYAIAGGKAHCGPAELCEFYS 

RDPDGLPCNLRKPCIPPSGLEPQ 

PGSSTACETPWARPRSRPSSARP 

RRWRSSLLRRTTSGCPGTTAA 


4003 


34371 


A 


4044 


1 


1773 




4004 


34372 


A 


4045 


I 


663 


MALWTLRPTPLLVTCMLICAPG 

VMGAVVAPLTILGGPLLIRAAW 

YTAG1VGGLSTVAMCAPSEKFL 

NMGAPLGVGLGLVFVSSLVDQ 

MGRWFVAGGAAVGLGALCYY 

GLGLSNEIGAIEKAVEYWFNSF 

VCHSNQQNACSHELHDERLLG 

DMGLPILHAMLLRRLPSVDSQN 

A LSSIMLLHTALP*QSAERLFS* 

TS* * EALG* YGFA YP ACN ASAK 

TTIRGLTECLIQHHVTPHSIASD 

QGTHFTA KE VQQ W AH A H G I H 

WPYHVPHHPEAAGL 


4005 


34373 


B 


4046 


147 


330 





427 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4006 


34374 


A 


4047 


485 


1568 


GEGY1CADLAAATVECP1CQQQ 

RLTLSPQYSHIPQGDQPTTW*Q 

VDCIGPLPSWEGQRFVLTGIDT 

YFRYGFAYPACNASVKTTIHGL 

TECLVHHHGVPHGIVASVQGTH 

FMA*EVQQWAHAHG1HWSYH 

VPHHLEAAGLIEQWNGLLMSQ 

LQHQLGDNTLQGWGKVLQKG 

VYALNQCS1YGTVSP1AR1HGSR 

NQGVEVAPLKJTPSDPLAKCLL 

PFPKALHSACLEVLVPEGGTLP 

PGDTTTIPLNWKLRLPPRHFGL 

LLPLSQKAKKGATVLAGVIDPD 

YQDEISLLLHIGGKEEYAWNTG 

DPLGRLLVFPCHVIKVNGKLQQ 

PN PG KTAN DPDPSG M K V * VTPP 

GKKNPRPAEVLAEGK 


4007 


34375 


B 


4048 


182 


662 




4008 


34376 


A 


4049 


1 


2250 




4009 


34377 


A 


4050 


1 


1326 




4010 


34378 


A 


4051 


1 


1614 




4011 


34379 


A 


4052 


1 


2586 




4012 


34380 


B 


4053 




1954 




4013 


34381 


A 


4054 




705 




4014 


34382 


A 


4055 




1833 




4015 


34383 


A 


4056 


1585 


4128 




4016 


34384 


A 


4057 




1425 


MARG/NAITLPV/CGRAVKFT/L 

EVLRGDSVEKTSRVWSGNERD 

QELLTEDALDDLIPSFLLTGQQT 

PAFGRRVSGVIE1ADGSRRRKA 

AALTESDYRVLVGELDDEQMA 

ALSRLGNDYRPTSAYERGQRY 

ASRLQNEFAGNISALADAENIS 

HKAHKYFVFEANTGTETGYQG 

EESLFNKAYYGGGTNFFRKESQ 

KLQQSAKKRDAELANGALGUE 

LNMDYTLKKVMKPL1TSNTVTD 

EIERANVFKMNGKWDFADFGT 

T1KQDFRLLGQTSVDRLLQLSQ 

GQAVKGNQLLPVSLVKRKTTL 

APNTQTASPRALADSLMQLAR 

QVSRLESGQQSSKQKICAIQTAI 

RKNKEANAVLARLNSELQQQL 

KGFADFREPPIKQDFRLLGQTS 

VDRLLQLSQGQAITELCGAKRV 

GYFGPTQFYIALKL1AAAQSGLP 

VRJES1KCGNSYDHDYEFELGTL 

VLPRSLEGFALSLNCGEHYWL 
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SEQ ID 

NO: 


bEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4017 


34385 


A 


4058 


1461 


2496 


NKRNHQSVCHAFIR1P\AAPMV 

DSLIARVGVMARGNAITLPVCG 

RDVKFTLEVLRGDSVEKTSRV 

WSGNERDQELLTEDALDDL1PS 

FLLTGQQTPAFGRRVSGVIEIAD 

GSRRRKAAALTESEGTPAFGRR 

VSGVIEFADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGN1SALADAENISRKIITRCI 

NTAKLPKSVVALFSHPGELSAR 

SGDALQKAFTDKEELLKQQAS 

NLHEQKKAGVIFEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

TVLYKGDKMVLNLDRSRVPTE 

CIEKIEA1LKELEKPAP 


4018 


34386 


A 


4059 


340 


2067 




4019 


34387 


A 


4060 


1 


1959 




4020 


34388 


A 


4061 


1 


2319 




4021 


34389 


A 


4062 


1 


1587 




4022 


34390 


A 


4063 


964 


1757 


GYSGSKPDVITLLEQGKEPCVV 

A RD VTRRQCPAA PM VDSLI A R 

VGVMARGNAITLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADANN 

1 SRKN1TRC1NTAKLPKS V V ALF 

SHPG/ELSARAASQRQQCGYHK 

LHDKQRLLRG *KGNIC AKLLN E 


4023 


34391 


A 


4064 


1 


1554 




4024 


34392 


B 


4065 


1 


1599 




4025 


34393 


A 


4066 


1 


682 


MKRAPVIPKHTLNTQPVEDTSL 

STPAAPMVDSLIARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDLIPSFLLTGQQTPAFGR 

RVSGVIEIADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GGATQAFAKENNQK\HTKKRT 

ASL1LHAMICCRSLNSSKTKNT 

KCLNSINQRLKILSLQKDLMCG 

TAGRCKTLTEQ 


4026 


34394 


A 


4067 




2448 




4027 


34395 


A 


4068 




2541 




4028 


34396 


A 


4069 




828 




4029 


34397 


A 


4070 




1899 




4030 


34398 


B 


4071 




1686 




4031 


34399 


A 


4072 




1437 





429 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
* = Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


4032 


34400 


A 


4073 


1 


3417 




4033 


34401 


A 


4074 


1 


3826 




4034 


34402 


A 


4075 


812 


2578 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGHSNGN 

GQVSPIFHQTSSSTIRSCSCHLLT 

LMFLTLQLNTSDIAVFHSTPKLL 

LVTSTITHMGLNTSQAQSVPV1 

NSVAGSLAALQPVQFSQQLHSP 

HQQPLMQQSPGSHMAQQPFMA 

A VTQLQNS H K FSHRSHG PGQS 

NDACSEPTNKKMRRNRFKWGP 

ASQQILYQAYDRQKNPSKEERE 

ALVEECNRVWQARRLGAFGKE 

DVHVSFAARRGAKFRHQTLLG 

RRSSIPAAPMVDSLIARVGVMA 

RGNA1TLPVCGRDVKFTLEVLR 

GDSVEKTSRVWSGNERDQELL 

TEDA LDD L I PSF LLTGQQTP A FG 

RRVSGVIEIADGSRRRKAAALT 

ESDYRVLVGELDDEQMAALSR 

LGNDYRPTSAYERGQRYASRL 

QNEFAGNISALADAENISRKIIT 

RCINTAKLPKSVVALFSHPGELS 

ARSGDALQKAFTDKEELLKQQ 

ACKL\HEQKKAGVGDNSIDSW 

KNAGRVFKDSDKFDANDP1LK 

DQTQEWSGSATFTSDGKIRFIL 
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SEQ ID 

NO: 


ktvj ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4035 


34403 


A 


4076 


1474 


3367 


REEGANSECLGRHGFKJCMLYV 

K RDE VG KGQI RLET V FEQA 1 DQ 

RFSTDTSLSTPAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKFT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSF\LLTGH 

KTPAFGQRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKIITRCINTAKLPKSVVALFS 

HPGE\LS ARSG KCM VPTESA PH 

VTVLGCQCGPLGLENGLKEGY 

LGRSTLDMEAWQPLQEFYLHN 

LITGQMFEIAVTQNNSKINSSSP 

TTEQSWMENDFDELTEVGFRR 

SVITNFSELKEHVLTHRJCEAKN 

LEKSDGENGTKLENTFQDIIQE 

NFPNLARQVNIQIQE1QKTPQRY 

SSRRATPGHIIVRFTKVEMKEK 

VLRAAREKASLAPENLDNSKIR 

PV VILFH YGESWNLLRADQRL1 

FAKSWPRASRYQQGHQDLF1LR 

SDLPSQVFIRDKLMERRNRRTG 

RTEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


4036 


34404 


A 


4077 


794 


4235 


RVSRGRKWFFIALKRMPAMKK 

AM1MLFLGLSNVRTVHPEGFTV 

YISTHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNTLCQYR 

KPDGSGIVSLK1DWIIERYQLPQ 

SYQRMPDFRRRFLQVCVNEINS 

RTPMRLSYIEKJCKGRQTTHIDL 

ALKGLRVLLVEGNDPQGTASM 

YHGWVPDLHIHAEDTLLPFYLG 

EKDD VTY A I KPTC WPG L D 1 1 PSC 

LALHRIETELMGKFDEGKLPTD 

PHLMLRL A I ET V A 


4037 


34405 


A 


4078 


i 


2574 




4038 


34406 


A 


4079 


1 


536 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


4039 


34407 


A 


4080 


368 


1449 


LKSTNLITFLRLFVPQMPLAYM 

KFTPSGLVAACAPWLRQRRVV 

QLGQ 1 A FS A P/ Y LSQM VRQEM Y 

NRYGESAYEDGYRJYTT1TRKV 

QQAAQQAVRNNVLDYDMRHG 

YRGPANVLWKVGESAWDNNK 

ITDTLKALPTYGPLLPAAVTSA 

NPQQATAMLADGSTVALSMEG 

VRWARPYRSDTQQGPTPRKVT 

DVLQTGQQIWVRQVGDAWWL 

AQV PE VN SA LVSINPQNG A V M 

ALALLNNARPWYLGAQPRDSTI 

I FCQFG A H PLL DPKTQP VG CRN 

AARKSCAEIRLVPDARANSGKL 

VRRYRKYRRQYHKSKSRHQPL 

RQQQPVRLDWRNVDNQYALT 

TRFLYQSLQRHAQLNVPLFHVL 


4040 


34408 


A 


4081 


1420 


1842 




4041 


34409 


A 


4082 


407 


1347 


GRJRVHIHKDGRADGGSQPGVT 

A I QQQLPF A F A FPN * S Y * TES A W 

AQS1K\GPWWLRDQVDGPAGR 

LAALPQR/SLINAVSTRMEGISG 

AFNTANPACST*FLCSLLILPSLF 

STALPNFRLSAMVSDCTISNMV 

WST/SAVTDWSCTPLD*ERKHR 

GTARLTTGKGVGMDRDKQVST 

LFLGFCYAHLQWNEDVFIARH 

VHLH1ALFLDQRAQTASYLQYH 

IFFARFVFPHRTGVFATVARLK 

HNDNRTIAPCFTRLWTTLRWR 

HLLFEV A F V V 1 LQQRQQR VLH 1 

LC1GRIEVHHQTLFKPGDRRKG 

KQLRFYVLL 


4042 


34410 


A 


4083 


1 


649 


MRHGYPARANVLVKVGESAW 

DNN K D Y RY A KA LPTYG PLLPA 

AVTS/ANPQQATAMLADGSTV 

A/LSMEGVRWARPYRSDT/QQG 

PTPRKVTDVLQTGQ/QIWVRQV 

GDAWWLAQV/PEVNSALVSIMP 

QNGAV/MALVGGFDFNQSKFN 

RATQALRQAGAHLPAHSQSGH 

HQQTA R* KSN FCA RM * TPDQLS 

W**KNCPFRLSPT*QRQWSLRR 

YRPVSQRTSF 



432 



WO 01/075067 



PCT/USO 1/08631 



NO: 


CCA III \J/~\. 

of peptide 
sequence 


Mel 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


4043 


34411 


A 


4084 


2 


551 


WRAAGPEPCPTGRQLRP/AGDL 

ACSAAAGPGAEPFTAPLALAGR 

SKCGAAEPAPTQNSRWPMSPH 

LS LH A S PQ A EG AG SG L/V PA PR 

AAAG*RAPQMRP/VVGAEAEE 

APGP*EPCRHPAPHASQHRYGC 

HPS/AAEPCRHPAPHASQHRYG 

CHPSGLNPAGTQHPMPASTGTA 

AIHRGTLPAPSSP 


4044 


34412 


B 


4085 


1 


1029 




4045 


34413 


A 


4086 


1 


2157 




4046 


34414 


A 


4087 


1258 


1838 


TQVVFITSAWGLGEMVVQGAV 

NPDEFYVHKPTLAANRPAIVRR 

TMGSKK1RMVYAPTQEHGKQV 

KIEDVPQEQRD1FSLTNENEVQE 

LAQQAVQIEKHWGSPMD/IEW/ 

A KDG/HTGNG H VQ A LRN RCPE 

ARQHRMR1PGRILPRPIGRMAG 

PKTRIEHTSVTVISNRRKIKTEN 

RGHKGYEDRKLHEDLQLRHQS 


4047 


34415 


A 


4088 


2806 


3540 




4048 


34416 


B 


4089 


1 


1253 




4049 


34417 


A 


4090 


341 


946 


GLSSVGQSVNDHLPWT*GLSSV 

GQSVNDHLPWT*GLSSVGQSV 

NDHLPWT*GLSSVGQSINDHLP 

WA*VLSSVRQSIDDHLPWT*VL 

SSVRQSIDDHLPWT*GLSSVGQ 

SVDDHLPWT*GLSSVGQS1DDH 

LPWT'VLSSVRQSIDDHLPWT* 

GLSSVGQSVDDHLP*M*GLSSV 

RQ*VT*AKVNPKISAVTRNRGS 

VESPHLEGRSLKVQVFIPQVED 

MSWGPPWLWVEGESWT 


4050 


34418 


A 


4091 


426 


706 


VLGGGSEEKAPLWWSGPMVLP 
GAHSMKT*LPHTHVEFGFACLA 
SAGAQDVGMEGPRHTTENSVT 
GSPSHFPPRASQHRRGICRPHAG 
RATADF 


4051 


34419 


A 


4092 


596 


905 


GLSSVGQSIDDHLPWT*VLSSV 

RQSIDDHLPWT*GLSSVGQSVD 

DHLPWT*GLSSVGQSVDDHLP 

WT*GLSSVGQSVDDHLPWS*G 

LSSVGQSVDDHLPWT*GLSSVG 

QSIDDHLPWA*VLSSVRQS1DD 

HLPWT*VLSSVRQSIDD/HSSMD 

VRSV*CRTISR*PSSMDVRAV*C 

RT1NR*PSSMDVSAV*CKTINR* 

PSSMDVRSV*CRTISR*PS\P*T* 

GLSMSLIPSQLCGLSAVTPFSAV 

TRNRGSXENHPILKAAASRSKSS 

FPRLKT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4052 


34420 


A 


4093 


3 


1194 


SLGPRSHSCCRSDYRSGTTVPL 

VLLPVCGVPALLVFALLSPLCV 

VCSALCGGLLPVLRASLFLWCV 

AFLAGLVFVFGFAFFGSLVRGR 

FLVVVPFFLLFALCRLLFLVCW 

LRSFGACPVSVCVAGFACFAGL 

FLVLVSLLSSGFGFRLSFSCWG 

SLCLPGFAFRAFCLFFLPC VG PA 

LLAFPGFCGPSSPSLSYGGLFAP 

WSCALLGFFGCLGWSAPGFLSS 

FGLSVRVLSLPCASGLRSLSGC 

ALVPGLFLPWVFSPRSLRPLVSF 

GCLLCSFVSH\NMDWIKES\AG 

KVIQGNP*WLPVILFFGSVPLTS 

KAATAKPLMRMG\RALTVSQL 

T/AVASFAAVYGLF1LPT*PTLV 

GAVQMDDTGTTRIGKLVSNHP 

FFIRVLLGVALTVCFGFVLGSF 


4053 


34421 


C 


4094 


70 


1950 




4054 


34422 


B 


4095 


262 


4347 




4055 


34423 


A 


4096 


2 


458 




4056 


34424 


A 


4097 


2 


445 


QPTERGLCASLKPSRAAIKSQSS 
KVISFDSMSH1QGTVVQGVGSQ 
GLEQQYRSGVAVFRLHSFSHRL 
LSACEFSRCRVQAVSRS1ILGSG 
RWQPPSHSSTREWPSGHTVWG 
LQPHISPLHCPSKDSL*GLCLCN 
KLPPENLGFSYVL . 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4057 


34425 


A 


4098 


1 


2589 


MVWFLKNVNHGTHTNAKKYM 

DVENKERTGWKWGSTEYLLCA 

RPLRKGNVGLSGDVFLTVFVM 

KTGHSSSLLPSTTTSDSTAQEGY 

ESRGGMLD WKH LLDSPDSTDP 

LGAVSSHNHQDKKAMLKDGEE 

RPFNEPGVFHLLADHQLTQKV 

ASIPGSAVCAYDMLDIASVFTG 

RFKEQKSPDSTWTPVPDERVPK 

PRPGCCAGSSSLERYATSNEFPD 

DTLNFIKTHPLMDEAVPSIFNRP 

WFLRTMVRYRLTKIAVDTAAG 

PYQNHTVVFLGSEKGIILKFLAR 

IGNSGFLNDSLFLEEMSVYNSE 

KKWSTAKPVRVTULNPGQASF 

CITLRETV/C*RRKHIWCPPYRC 

TLQ* H FCPCHXCLSG KETLCR VT 

GGMKVKADRDESLPYAAMLA 

AQDMAQRCKELGITALHIKHR 

ATGGNRTKTPGPGANSRPSSPCP 

LGCLK/WQTLFPRRRLRWPQGG 

RRKRSQLEAQRVIRESYLKGHD 

QLVPVTLLAIAVILAFVMGAVF 

SGITVYCVCDHRRKDVAVVQR 

KEKELTHSRRGSMSSVTKLSGL 

FGDTQSKDPKPEAILTPLMHNG 

KLATPGMTAKMLIKADQHHLD 

LTALPTPESTPTLQQKRKPSRGS 

REWERNQNLINACTKDMPPMG 

SPVIPTDLPLRASPSHIPSVVVLP 

ITQQGYQHEYVDQPKMSEVAQ 

MALEDQAATLEYKTIKEHLSSK 


4058 


34426 


B 


4099 


1 


1299 




4059 


34427 


A 


4100 


95 


502 


FPEIPQSCREGAPGPAKPGGPRA 

REPCPNRTAASWGVHCEDGGS 

TVRTGGPL*GRGVHREDGASSP 

QHPPRRGRGLGHLGPRPL*GQG 

DAAAAPGHRGKS/GGKGFLPAL 

RVQRGERGRVSRRAVCMWTSL 

CASVPS 


4060 


34428 


A 


4101 


2 


653 


DSFGSMSVLIKNPRTLFGGKPY 

VCRECGRGFTWKSNLITHQRTH 

SGEKPYVCKDCGRGFTWKSNL 

FTHQRTHSGLKLYVCKECGQSF 

SLKSNLITHQRAHTGEKPYVCR 

ECGRGFRQHSHLVRHKRTHSG 

EKPYICRECEQGFSQKSHL1RHL 

RTHTG E KP Y VCTECG R H FS WK 

SNLKTHQRTHSGVKPYVCLEC 

GQCFSLKSNLNKHQVRSHTGEK 
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SEQID 
NO: 


SHQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4061 


34429 


A 


4102 


8 


389 


LPASASQSVGTTGVISFENTCNI 
CHFFFLLLLFFSSSSSFFFLPFSFS 
FRVSLF*IQPLKTTASTVQGRQH 
SGGYRASPE RRA DQRA HTGEK 
P/Y VCRECG RGFRQHSHLQLS V 
YPHSFWTQDKRSNH 


4062 


34430 


A 


4103 


1 


740 


EGKRGRPFRIPRPAHPFPHELQS 

RLCILKPLHHPTPSSCPSS*TPVA 

PLPSHPCAPH/SARSCPVSDEAA 

LAP* SMAL WARAG LLE APTTLL 

PAAPDASSPA/MPPSRKLPPPLP 

L/CPEPLGPSPAAPSPPAPPGPNA 

AARPPL/PPSPSAAPGPRRPGAVR 

PVGPSRGPG/PRNSRSLRAPDVH 

TAPMRCLPSVRPPLPVLSAL/PD 

PLPRPPSFVPSLPSP/PSSGPSCPP 

TSAPPGSPRPGFVRLPCLLFWGS 


4063 


34431 


B 


4104 


48 


272 




4064 


34432 


A 


4105 


2 


622 


CPLSPLLFNIVLELLARAIRKEK 

VLKGIQIGEEEVKLSLFGDDLIV 

YLENPKYSSKKLLELVNEFNKV 

SGYKIYVHKSVALLYTNSDQAE 

NQ1KNSTPFTTATSSSSSSSSSSP 

QGI FLTKJtLKNF* RGKFKTLVK 

KNQGDPKKGKNPPGPKMGKN 

NFGKTPFWAKKI*KFHSI\PKKT 

PPFFFQJCLKKTGVKFFWAPKGP 

KGFLSKK 


4065 


34433 


A 


4106 


39 


1043 


QKQPVWQRCRE1GTLGYCGWK 

WTLDIHGRGHR1LSGGVEIPGP 

WTEGFIQGRDVGELQEPGLSGR 

ES IH *\GKS YE Y ECSEDG E V FR V 

RASLTNHQVIHTAEKPYKCTEC 

GKVFSRNSHLVEHWRIHTGQK 

PYKCSECDKVFNRNSNLARHQ 

RI HTG EK PH KCNECG K A FR ECS 

G LTTHL V I HTG EKP YKCNECGK 

NFRHKFSLTNHQRSHTAEKPYK 

CNECGKVFSLLSYLARHQIIHST 

EK.PYKCNECGRAFHKRPGLMA 

HLLIHTGEKPYKCNECDKVFGR 

KF\N LTNHQRJ HTGERPYKCNA 

CGKVFNQNPHLSRHRK1HAGE 

NSLRTLQME 
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SEQ ID 

NO: 


of peptide 
sequence 


Met 
hod 


ot*\l 111 i>%Jl 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4066 


34434 


A 


4107 


3 


941 


QQHQQQQHFVGQVAIQQQQQ 

QGPGVQTNQALGPKPQGLMPP 

SSHQDLLVQQVSPRPPQGPQG 

MVGPAQVGVLQHQLHGALGP 

QGLH*QVFMP\QSRVFSSPQLA 

QQGQGLMGHRLVTAQQQQQQ 

QQHQQQGSMAGLSHLQQSLMS 

HSGQPKLSAQPMCSLLQLLQQ 

QQLLS*QQHLQQQQQQQLQQQ 

QQL*QPQLHQQQQQQQLQQQQ 

PQQL\QQQHQQLQQPQINSQ/HL 

FPSRRPPNHMGLLTHSPNLTAS 

LRLTSTHKAALGPGLQAALGHP 

KDGLLWKTLGTWRARGLICTG 

G1ISYFTQHSWEVKVFTTL 


4067 


34435 


A 


4108 


1 


2255 


MEKNKVVKREAEANSINLSVY 

EPFKVRK AEDKLKENSDNVLE 

NRVLDGKLSSEKNDTCLPGTAP 

SKTKSSSKLSSCSSA1MALSAKK 

AASDSCKEPVANSRESSPLPKE 

VNDSQARAPLQSTVMTNAVSP 

AELTPKQVTIKPVATAFLPVSA 

VNEMKTAGSRVINLKLANNTT 

VKATV 1 S A ASVQSASS A 1 1 K A AN 

AIQQQTVVVPAPSRANAKLVPK 

TVHLANINLLPQGAQATSELRQ 

VLTKAQQQ1 KQ A I IN A A A SQPP 

KKVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRIEVTCNHGTK 

NLIFYNKCSLLSHARGHKEKGV 

AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMACKSAP 

STHSHTYTQHPGIKIGEPE11YKC 

SMCDTVFTLQTLLYRHFDQHIE 

NQKLSVFKCPDCYLLYAQKQL 

MMDHIKSMHGTLKSIEGPPNLG 

INLPLSIKPATQNSANQNKEDT 

KSMNGKEKLEKKSPSPVKKSV 

ETKXVASPGWTCWECDRLFIQ 

RDVY1SHVRKEQGKQMKKHPC 

RJ4LCQHMR1KHKGIRKVYACSH 

CPDSRRTFTKRLMLEKHVQLM 


4068 


34436 


B 


4109 


1 


411 




4069 


34437 


C 


4110 


54 


146 




4070 


34438 


A 


4111 


1 


1937 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 
sequence 


iMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for fast amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4071 


34439 


A 


4112 


1 


1830 


MC1EVTCNHCTKNLIVYNKCNL 

LSQARGHKEKGVVMQCSYSIL 

KPVSAGHJIVSPSSNSSSSSSTLQ 

SPVGTGIHTVTKrQSGITGTVlSA 

PSSTPSTTAMPLDEDPSKLCRH 

NLKCLKCN EI FQDKRSL ATH FQ 

QAADMSGQKTCTICQMLLPNQ/ 

CQRIHQHKSPYTCPECRAICRK 

KRTXQJHEWERETGKEISISFEKK 

SMETKKVASPGWTCWECDHLF 

MQRDVY1SHLRKEHGKQMKK 

HPCRQCDKPFSSSHRLCWHNR1 

KHKGIRKVYACSHCPDSTGTFT 

KGLMLEKHV\H*CMASRTLT*K 

K*QTPPMRJIKQK*K*TSRSAVP 

SGWERTGSGVQASQRSNNSTT 

EKAENQCF*GSQAPLCCTQVKG 

TSA S AQ AK WG WRR* PTG EQTQ 

PRGRISQWWMSDRKCKVCAKT 

FETKAALNTHMQTHGHAEGCL 

KQPCRSLLSQPRIKTEARNLIRN 

ADFLNSILRNGEGYSKEKKNGT 

GFLGRSARLALGAQGGKSWRF 

LFWVLLPNVLVLRVGMHDVN 

HRLINAAGCVSQLAVTLSTEPH 

GISSAISRVPRHCHPSGENSMAT 

SLNVNRSISRLAAGSGVLAMDL 

PIPAGHRAIETGLLGTEDTEQ 


4072 


34440 


C 


4113 


217 


510 




4073 


34441 


A 


4114 


210 


281 




4074 


34442 


A 


4115 


1 


675 




4075 


34443 


C 


4116 


126 


434 




4076 


34444 


A 


4117 


804 


2061 


WERREAGGEDEGINIHEP\*VEE 

EMKKHESN1MVGLLENLTNGVT 

AGNGDNGLIPQRKSRTPENQQF 

PDNESEEYHSLGDKSKTSFQNS 

NNNNNKQQEQQQQNPTFSNTR 

KLTKLYKA PI PPSl I LSGCPNI1MD 

SN WQEI EHGMQTAGLPTRPLSH 

GLQQKGAAFRCLGCKCSEPFTG 

SLILQKAKTNTQKWQATYPKS 

QNEQLVPSVGKSYRCSTPAQP 

MKTAVGHKPCKATGAELPKAL 

GAQPLHPCALDVGQGFKKGNF 

GAVGLNGLLGLEFHGVSGVLL 

VGPGDGGLISEGVVREDLMCG 

VWSAGTWSVGTAERCLEKPGA 

L H VI EG PLDS WDG P VM PNG P V 

KSRQSSCLDGPGRCCSEILTGQS 

HGNKKPARASSKSSQSINDRPL 

AVLTNQYQCEQLASERQPSSNS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4077 


34445 


A 


4118 


1 


357 


GKLMLPGSTRKPQVPVDRKMG 

HEGVFVWQAGLRARPGPSLPFS 

HGLTLHLHWPLALPV/GATSSP 

CEAGDLGVXPLAAGTWCPWEA 

♦RQEEAGWQAPGRAGPARVG 

WGGTGLTSAEVIITI 


4078 


34446 


A 


4119 


1 


771 


MLISHKQLSPQLLSLTLPLSEGK 

AGWAGECPNPPSKDSPVQG1G/ 

G PPP/G YQ KCR* DTASM LTM A P 

CHGPVCPPHPGWRPRSGSRV1L 

PAPPGHHPWP\GPRARNGLGTF 

QGCSTGWQVQETCFGPGGWLG 

DRHLVGPAATGARCLPAARGP/ 

DG A L H PA VPTGKLKGQP\G PGA 

RHQRTYD*LPRPCGAAGLGSPP 

A*HPISEETENQWGLHGPPQPA 

WARPDHGCQ/APTLSPSLKRKP 

GRVTAGGPMPGCFSTSSVPTT 


4079 


34447 


A 


4120 


1 


402 


MLISHKQLSPQLLSLTLPLSEGK 

AGWAGECPNPPSKDSPVQG1GD 

LHQLPKMQIRYSIHADDGSVPR 

AAHKRGLRKRTLKTISLPRQES 

AFPFHGQGGDPGVVPGSSFLHP 

LGTTPG QG PRA RNGLGVPS RA A 

PPAGRGVAGGSPSGGNPAATGA 

RCLPAARGPVGPYTQQSQRAS* 

KGSLGPGARHQRTYD*LPRPCG 

AAGLGSPPA*HPISEETENQWG 

LHGPPQPAWARPDHGRQPLRC 

HPP*RGSQGGPQKAAVSQQIPR 

AGQEGTH*DPTEWGPPDGDQG 

GPR ESCRG LQGG RGQCLCD WS 

PNTSE1*YPHA*NGD*KAG\PPM 

DTKSQLQVSTPKSPASHGEDVA 

RLEEPE A SG D/RS VP\G LPG A S LI 

PIWRPPFSRISVRTFLPSPWNLL 

RDCGFLGTSLASSSGRVTA 


4080 


34448 


C 


4121 


111 


218 




4081 


34449 


A 


4122 


2 


453 


WWPVLSVPPECRLPGRLPSG*V 

RGPAPWWPEPASQDKSQLSSR 

GFPGKVSLGKGMAFSPLQTAP* 

KWLGLSPPLSSTENTASRGHTS 

PSSRNGFDSQPRDSRTGRECQA 

TQLPAQHSHAEVLHFGGAMSG 

QLSLVGPQDSKRTARLTDSQ 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence (X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4082 


34450 


A 


4123 


1146 


1775 


KGWLEGAPEA*ERYPG\PPCVV 

CSLSDAPWVGHPAPSLG V\* EP 

NPP*SRGESQGPTSS1CRQSSGD 

LG*KLESPIHTVIPRHTSQARQG 

HTAPFPPFQVPS*LLV*LKAVSL 

APAEAP*PASGLHAPWPVAPRV 

TCAI/PAKGTTVPAGPAELRPVS 

PPPILLP/PDSRSSAFPSRKGPASP 

YETCSPPTS*/EVPS*TYKSMGP 

GIRLPALPASPRVPSEGPGLSEH 

PEGPPALPPAIPFS\SPSWFKQCS 

FSIRPGWLLHGAPQGKGWPQA 

SWVGKTG*PEKRGSPRGPEHSA 

LNLRVALPGVAV\*EGPACVGW 

GGPPQPPGAICEATAPPSI/VPPL 

SLPAPFPGTLP/PPTPAASP/PPAL 

PPLLRRG RPRPC A A L A L P ALSSL 

FS/PPVFSLLSLQLPADRVRQVH 

PVLRAPGPPFRPPKQIPPSSSGDL 

PFPSLPGR/PVL*LEKWLPPAPK 

ASPPSSVNLILLVVVKLNTFRCG 

PLVKNLVPPSVVCPCPCSYKYL 

♦ILIYIHTLHMGQPPSPSSAGNQ 

SLCY PCGGLV AQPTKRTL VPPTI 

QLQSVPPPV/KPPCHARPVDSQP 

PPSLPPPTKHGGAVQAAVWPDS 

FYPVLLSLG 


4083 


34451 


A 


4124 


146 


1701 


TFLGYLETAHGPSAQQCPTGLF 

AFRSLGRGLLLTSLPKQPARSPP 

RED VPRSTTQEMTRPRH PPRKP 

AQPGLGARRRGAPV/RGLSKSR 

ELNSGNTSDSGNSFTVPPHPRTR 

GPCWRJSPPPAGAESQGDAMLL 

ARMCQMPSLGLMSRTFPHSST 

G KA RG FQSPCLEC A E VKKSSL V 

PSTARSSPMKGCSRSSSYASTRS 

SSHSSQSPNPRASPRVRTI1TCIL 

*TRKRPRETKSSAKVTVHYYSSK 

SGKRSPPSRSSRSRRSPSYSRYS 

PSSPNSPAD1PQNSHPQPSASTD 

RPHIQSPQFLPTHQGLRNIHVLT 

PAAPALL*CPPANADTPAQAQP 

PPLRY*QPSQTLTAAPSSSLRSP 

LRQRADP1P*PSGGAGSQIQ\WK 

DSQQRERERARRRRRSYSPMR 

KRRRDSPSHLEARRITSARKRPI 

PYYRPSPSSSGSLSSTSSWYSSSS 

SRSASRSYSRSRSRSRSRRRSRT 

RTSSSSSSRSPSPGSRSRSRSRSR 

SRSRSRSQSRSYSSADSYSSTRR 



440 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4084 


34452 


A 


4125 


1 


1068 


MLLLELMAPEHVLETIMFQTLT 

A FCNTF H I L RPTK A PG F V Y A W L 

ELISMRIFIARMLAHTPQQKGW 

PMYAQLLIDLFKYLAPFLRNVE 

LTKPMQILYKGTLRVLLVLLHD 

FPEFLCDYHYGFCDVIPPNC1QL 

RNLJLSAFPRNMRLPDPFTPNLK 

VDMLSEINIAPRJLTNFTGVMPP 

QFKKDLDSYLKTRSPVTFLSDL 

RSN\LQ VSNEPGN R YNLQLIN A 

LVLYVGTQAIAHIHMICGSTPSM 

STITHSAHMDIFQNLAVDLDTE 

GRYLFLNAIANQ\LRYPNSHTH 

YFSCTML\YLFGRRANSGRPFQ\ 

EQITRVLLERLIVNRPHPWGLLI 

TF1ELIKNPAFKFWNHEFVHCAP 


4085 


34453 


A 


4126 


1 


984 


MQANLEMAGNGVTSMGMEPL 

A I PH I YCCSEGTCN FSNTENHCL 

RAALSMLLNGTPFAFVIDLAAL 

ASRREYLKLDKWLTDKIREHGP 

SVHGLFPSRVLSPALGPGAFPG 

RHNCGSCVAPQSGLPGVHPVEL 

PWSISKLFRLRSPANFSDVLGSR 

SKVLLLMCTLKYCGMQLGADA 

TRVDMLTFLPTLGFIRNNDYTD 

DTKASELTELSHNLHAYDSVTG 

VPGDETECSKTVSTWAYTAESL 

QG Y M A A KLLG RN LT VPSRYLF 

LNAIANQLRYPNSHTHYFSCTM 

LYLFAEANTEA1QEQIT/RLVRE 

R1*S*ANAYWHSEKFYQFTCEL 


4086 


34454 


C 


4127 


1 


399 




4087 


34455 


A 


4128 


I 


868 


MANVCNPSTLGGRGGRJTRRPE 

DPGSPVYSVPPASYHPKPWLGA 

QPATVVTPGVNVTLRCRAPQP 

AWRFGLFKPGEIAPLLFRDVSS 

ELAEFFLEEVTPAQGGIYRCCY 

RRPDWGPGVWSQPSDVLELLV 

TEELPRPSLVALPGPVVGPGAN 

VSLRCAGRLRNMSFVLYREGV 

AAPLQYRHSAQPWADFTLLGA 

RAPGTYSCYYHTPSAPYVLSQR 

SEVLVISWE\TLAPPTTPGGT*S 

A WG WPG WSSSP WAR WSLLTG 

AVRTALLLFPQVPHRATTPWVT 

SYDWVWLP 


4088 


34456 


A 


4129 


1 


270 




4089 


34457 


B 


4130 


39 


919 | 
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SEQ ID 

NO: 


CCA |f\ jvt/"\_ 

SEQ ID INO: 
of peptide 
sequence 


Met 
hod 


SEQ ID INI): 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4090 


34458 


A 


4131 


3 


466 


G R A LC PPRLLA AG R V LG PG RRS 

PG\PGPGVP/GG*R*GGAEPRPG 

APRGRVLPPSAGSGQFSAATPA 

QNGLPALRGPGSRPGIRSKAVR 

PVPLGRVGVYFRDALRASGQS 

GRKLCCIGNTLSPTSFSVGKEVP 

RKHETNQKH EKG I LC M E A V K P 


4091 


34459 


A 


4132 


1 


1647 


MWRWLYAGARMTVRDKQPLE 

QMLAGCTHASLVPTQLWRLLV 

NRSSVSLKAVLLGGAAIPVELT 

EQARDMGIRCFCGYGLTEFAST 

VCAKEADGLADVGSPLPGREV 

KIVNNEVWLRAASMAEGYWR 

NGQLVSLVNDEGWYATRDRRE 

MHNGKLTIVGRLDNLFFSGGEG 

IQPEEVERVIAAHPAVLQVFIVP 

VADKEFCHRPVAVMEYDHESV 

DLSEWVKDKLARFQHLVRWLT 

LPAEPKNGG1KFHVSAKRVGAL 

TTRMEAAQQHADDKIRQM1NS 

EQRLSEQFENLANRIFEHSNRR 

VDEQNRQSLNSLLSPLREQLDG 

FRRQFRTA S LM K V AG WD Y LM 

NSLYNANSSALVNRVRYKWIA 

AFEGGFTGIVATLDTGRPGPVM 

AFRVDMDALDLSEEQDVSHRP 

YRDGFASCNAGMMHACGHDG 

HTAIGLGLAHTLKQFESGLHGV 

IKLIFQPAEEWRVARGRWSMQ 

VS*MML1ILLPCTLALAYLRALL 

CAAVIILWQPPNLTRTSPVPPLT 

QAQNQKTVTM PC WRHTS H SCT 

ACN RPAQRRSFQS 


4092 


34460 


A 


4133 


864 


1128 


TGRSTIRRQRREPRRKAATLRF 

DRNGCRARCTPP\GRKEQRYQQ 

TADGDKGAEFYRRPEGVEIVA 

VMEQRDEVIQADKLAGETKRI 

DAL 


4093 


34461 


A 


4134 


618 i 


1102 


HSNAAPTARSSFVQNTPSSCGY 

SRRAWR1SSIPEETDRTSYRNIQ 

CGNHPPVPARLPAGQTGDGD1P 

PRPRWQSPQTAPRKPPDLP/L1R 

KNKIPMFRSATTQPGLTGTIAK 

ASSSEVKAIIGARVKMTRSENF 

GIQSSLKNILIMSATSWSEPPQP 

TRLGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4094 


34462 


A 


4135 


2400 


3201 


VGGGRNRSPGVACWVEDGNG 

DAVRDGWXALDADWQASQAM 

RRKQQPEWWQHDAATADADR 

QMN M PVXLHVRAL V AGR AQEM 

NGAQGKTLLKGW\DEASARRG 

mTED\FCEEDTRDDAMlAWM 

PR*PGVLPRADAWANVLNHGV 

G WKKAQLKNST WMVPQVQQ* W 

RGDVKAANSNAAVAHTVVLLN 

SG G DATQ/TA AFPISSPLS V/EE V 

CVTMVIA*FWMWDSGSGGVVL 

CSSSGRSLTSWSATKVRG/SGH 

KG R WCSRQG VTCQ VRHGG H V 

APH 


4095 


34463 


A 


4136 


118 


1008 




4096 


34464 


A 


4137 


3 


1140 


KHTYMLSILKPVRTSALPPPAP 

AQTLCTQLSRVSSRLL*DHPSR 

WGLR/PSTGMSQARACSPGSLG 

WMQRSSFTPGAGRVRHIPNVSA 

GSTRRPACGSRSAAAPVRPCRR 

TR*G/RSSVVERFMTALSLACR 

ALPGP*AAPGPSITRRFTISAELK 

DTRL/PREHVVPLVCTHAIAVPD 

RGAAVRPTRRRDAAAPPSPLVG 

DVTLQCPSQ*RGSNAPDQVRLP 

CVG*RPRSSLQRSGLSVFSADGS 

TSGPEPASGRKDAGWPARVLRF 

GTLSRGAPEAGADWGPYSPGSP 

GAAASGAPWLGQPQALQGAG 

GQLVGSENGERGTGTKPRVSVS 

VAYGEIALPADTSWSSRAGAA 

VLLGLSRSTGGEGPGNMGHGG 

QSQMLTLEVL 


4097 


34465 


A 


4138 


10 


585 


PLEMELNLI S I E V WG ERLG I STG 

TEKMPTLKHRTWPVECSKASSL 

EGDLRSL/S*LEVISAFSADPASA 

DDSPGCWKKKDDCSMVHLHR 

QEWQQQQCCQ* K* RKQPPGER 

RNKCGSHPVCGTVLWQP*QTH\ 

QISSCPTVGCPPSHSSFS1LDGAN 

AGQEKQSTTEPEPALFLLPPSRG 

AFGPFGLLSDLRRQL 


4098 


34466 


A 


4139 


1 


474 




4099 


34467 


A 


4140 


458 


612 


ASCMASVDISVLTCMWRCTIEQ 
SSSFLCLLTPLWE*SWCHVTRIC 
PFISLG 
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jw^\l lit 

NO: 


crn irt n*v 
of peptide 
sequence 


.VI A* 

lYiei 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


nucieoiiuc locmiun ui ihm 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4100 


34468 


A 


4141 


1 


829 


MGRPDLILSSILGLRWLLLPQSS 

RAGRRGAIREASDAEQVTFSGG 

TVPARTSSGREWRSLLGPDMET 

TSLFC! DTKTTFLF V Y R YG DH I P 

LVPEQSGLEPLLIWADPGLFHV 

RLFHLLTIDDNFCGLDMNAPLG 

VSDMVRGIPVFTEDRDRMTSVI 

AYVYKNHSLAFVGTKSGKLKK 

/VRSSAAP*VWDQDTPRSLGQQ 

GAQRQP/ILRQCVYTFFQLN*RC 

PHSTARRELRTGGFIPTRSHQD 

G L RSA A RCTQGTTQ* AS WSC V 

HVCASVRAMCSYC 


4101 


34469 


A 


4142 


5 


237 


NFGAMTRIR\DLPWEINPLSSCS 
SLCEKDPPTTSSPQTN*PKEHHT 
NFQSETGDEFYPWTQNFSTGHG 
LGKJVFPWCL 


4102 


34470 


A 


4143 


1125 


1190 




4103 


34471 


A 


4144 


306 


573 


RNFGAMTR1RVDLPWEINPLSSC 
SLLREKDPPTTSGPQTNQPKKH 
LTNFKSGKRPLLTLFSNLSHCPS 
TTFFFPFFNLSLLL1SIPFIFW 


4104 


34472 


A 


4145 


1 


329 


ASHSWQTLQHSGRYSRSSG/SA 

GSPRDCAARAPTISPGCAMAWL 

NLDSISPSSQSKASPLSQLTCPET 

SYTGCP*SAPHSPPPPWCPQERC 

ACKGHCLHHRDGCCGYGYN 


4105 


34473 


A 


4146 


2 


336 


S I LTRKC K YGM EIPT/N1PG LG A 
AGPTGMFFGSAPSPMGGISPAM 
TPWNQGATPAYGAWSPSVGSG 
MTPGAAGFSPPKA/PTYSPTSPG 
YSPTSPTY SLTS PA 1 S PDDSDEE 


4106 


34474 


B 


4147 


1 


1260 




4107 


34475 


A 


4148 


150 


335 


SFQQS A P W* ASGQSC A S D PA PP 

ATARGRFGPHQSQAFHSRHSPIP 

DPLPPPCSGGWGHSRW 


4108 


34476 


B 


4149 


1 


3267 
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SEQ ID 

NO: 


SEQ lf> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4109 


34477 


A 


4150 


1528 


2973 


G KQ IFSLIIPGHINCI RTH STHPD 

DEDSGPYKHISPGDTKTVINNW 

LL1EGHTIGIGDSIADSKTYQDIQ 

NT1KKAKQDVIEV1EKAHNNEL 

EPTPGNTLRQTFENQVIAVVGQ 

QNVEGKRIP*LPPPL*WGAGRR 

EGVG*CGRFSEHSRSSAAGYRG 

GRPCC\PSWEDDP/GAPPDPPAS 

AQIPAPTRSGCVRCSARPSPGPP 

AECAAGPSHWYNQSGTSSQKP 

C WKA * A Y PGSGTQRSRG SQAR 

SHP**SEAESGA*SQMESACPRR 

SAVQRQQ*PDSQTSAAECSLG 

WAPAHCCVPSR*PLLRPAWPS* 

*CSECPGKS*NQQWSPQCQ*YD 

PNPQSTVVAEDQEWVNVYYE 

MPDFDVARISPWLLRVELDRK 

HMTDRKLTMEQIAEK1NAGFG 

DDLNCIFNDDNAEKLVLRIR1M 

NSDENKMQEVMGVLEVSVSHV 


4110 


34478 


A 


4151 


459 


940 


H LPGGG V PGREGGSPDQH V A P 

GAVSGGAGGGSTRGRGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRG PAC ATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4111 


34479 


A 


4152 


264 


1386 


SSRCQPVCESGHPGYGQSPA/YT 

TAGRTESGGTGST/GDNHPLW? 

CI/GGAPCPAQNTPHLRCV*RSH 

ALALDSAGSSSPESPH*RASIPH 

TTLGQKRRSWAGTAHS\PMAPC 

AAASISTST*LSHHHSPAAQSVC 

PSSHTTPSFCPIQKFHCFR/SPQR 

NTS*VVLCPGG*LRVG*WPSSG 

HDRSWYHTREPSVGN*HRSHQ 

RR* RGTA PAPGPSARLQCPA RG 

SRSSHSAPASSSRRPFPGSTPAG 

LGFPSARFPVGJCPVVPAALMNR 

PTRGERRFAYWAPGWFFFSPVR 

RATADCPSP/SWP*ESCSKRSTL 

VCPSRRKSCLMVVPKSAKSPVL 

AK/YGPVGHDHGTEHDVVLGE 

VQGKRPVAPTMGTPKHKAVHP 

RAPH 


4112 


34480 


B 


4153 


52 


363 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=*Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4113 


34481 


A 


4154 


321 


802 


HLPGGGVPGREGGSPDQHVAP 

GAVSGGAGGGSTRGRGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4114 


34482 


A 


4155 


15 


263 


CGRFSE H S RSS A A G Y RG G RPCC 
VPSWEDDP/GAPPDPPASAQIPAP 
TRSGCVRCSARPSPGPPAECAA 
GPSHWYNQSGTWKCKG 


4115 


34483 


A 


4156 


<■» 


518 


SPSVGSGMTPGAAGFSPSAASD 

ASGFSPGYSPAWSPKPGVPGVP 

QVPSKPLKSLHPGGVVRHLSGQ 

VCFLHSSG'VCPLLISFVGCFPT 

GGAMSPSYSPTSPAWEPRSPGG 

YTPQSPSYSPTSPSYSPTSPSYSP 

TSPNYSPTSPSYSPTSPSYSPTSG 

SYSPTSPSYSPT 


4116 


34484 


B 


4157 


620 


6763 




4117 


34485 


C 


4158 


430 


870 




4118 


34486 


A 


4159 


1 


3039 


MDSETRRTAKVRLLMTVLRDQ 

DRVSGVQAHPEQFQQA1CPLCG 

VSLTRSGTTFGSPSEIYSPLGESR 

ASSGLPRRDGRLIGEEPPEKKFS 

RSPKGD/LSSGGQRIDYRVCVPT 

KFNL*VLSF*PRGQGAGGQSPG 

FSVRRLLVLVWSSGTFV*NGK* 

QKLL*TLCECVHD*GVQGPASG 

SPVCSSTAKATEFEKDPSGPFSS 

SSLPLTPYISFSRVTASSASPGLG 

S ALTPQTLKRKG R 1 * A 1 CL* V VE 

TPKVFR 


4119 


34487 


A 


4160 


1 


772 


MVARAFLWSQVIRRLGRKGGL 

SQG DRGCN T A LA EG RLDPDLT 

RGHPALCLPRRPAPRPAEVRRE 

G E A EQPEAGQPPG A A PRRARD 

NGAAAAAAGGRLLQSVRPAVV 

CPHPGPQASYGLRYIAKVLKNS 

1HEKFPDATEDELLK1VGNLLY 

YR Y MN PA I V A PDG F Dl I D\MT A 

GGQNNSDQRKNLRSTAKVLQH 

AASNKLFEGENEHLSSMNNYLS 

ETYQEFRFKNVTFD1IATEDVG1 

FDVRSKFLGVEMEKVQLNIQ 


4120 


34488 


A 


4161 


174 


444 


YHRHDSWRNTRR*\IKLDGKGE 

PKGAEESEATSKYTAAKLHEK 

GVLLDIDDLQTNQNAVNDFSV 

GPQDEVIVED1TNCYLCE1FKRY 

EWVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of .first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for tast amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4121 


34489 


A 


4162 


379 


520 


GTSHRGASQRRCCPPLSKTGPK 

TPCGKGAPSAP*QGGLDVQGEP 

GGK\GDSSGECVGGNVAGLHK 

GGGTRADSQVPGGMRGGRMS 

Y/GG/HLT AEGPM G RSG PR/G A V 

PSLYPPGFSRGSCSRQYSGAHM 

PILTGHVGWSESSLDPPRAGQD 

RFLGTARP*GTSHRGASQRRCC 

PPLSKTGPKTPCGKGAPSAPFIP 

AGPTFDHKALM 


4122 


34490 


A 


4163 


455 


798 




4123 


34491 


A 


4164 


32 


2109 


WIGGCPGSQPDATAIMGWTLA 

PHSSRCHRCCHYRCHCRCCLCP 

AEMTVGRPEGAPGGAEGSRQIF 

PPESF A DTE AGEEL SGDG L V L P 

RASKLDEVLSPQEEIDPTSDSTG 

SIYHTLLDLAQKGRWLSVWSLS 

FSLTQRVMKTSLKMRRTWRVS 

SKTRTGGWCRSSARRL*GVAPQ 

GAA/DSLNNLPSNIPRPQTQPPS 

GSRPPSQHRSVSSWASS1TVPRP 

FRMTLREARKKAEWLGSPASF 

EQERQRAQRQGEEEAECHRQF 

RAQPVPAH V YLPLYQEI M ERSE 

ARRQAGIQKRKELLLSSLKPFSF 

LEKEEQLKE A A RQRDL A ATA E 

AKISKQKATRRIPKSILEPALGD 

KLQE AELFRK 1 RJQMRA LDM LQ 

MASSPIASSSNRANPQPRTATRT 

QQEKLGFLHTN FRFQPR VNP VV 

PDYEGLYKAFQRRAAKRRETQ 

EATRN KPFLLRTAN LR H PQRPC 

DAATTGRRQDSPQPPATPLPRS 

RSLSGLASLSANTLPVHITDATR 

KRESAVRSALEKKNKADESIQ 

WLE1HKKKSQAMSKSVTLRAK 

AMDPHKSLEEVFKAKLKENRN 

NDRKRAKEYKXELEEMKQRJQ 

TRPYLFEQVAKDLAKKEAEQW 

YLDTLKQAG\RRKTL*ETRVKA 

PGLFKRKRPKSRIFPGSKKLQNS 

ASEIQSR/RLEGSLEQPASPRKV 

LEELSHQSPENLVSLA 


4124 


34492 


A 


4165 


251 


637 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4125 


34493 


A 


4166 


1 


1344 


PGRTTRSMAEDVFLSAPIPRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVAEAEAVAAGWM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSAEA1IHGLCSLTACQLRTIYI 

CQFLTRIAAGKTLDAQFENDER 

ITPLESALM1WGSIEKEHDKLHE 

EIQNLIK1QAIAVCMENGNFKG 

AEEVFER1FGDPNS\HMPFKSKL 

LM 1 1 SQKDTFHSFF\QH FSYN HM 

MEKIKSYV\NYVLSEKSSTFLM 

KA A AK V V ESKRTRT1TSQDKPS 

GNDVEMETEANLGYKKKC*LT 

NSLR*LNPQRVQYPY*GSHKNL 

FLSKLQHGTQQQDLNKKERRV 

GTPQSTKKKKESRRATESRI PVS 

KSQPVTPEKHRARKRQAWLWE 

EDKNLRSGVRKYGEGNWSKIL 

LH YKFNN RTSVMLKDRWRTM 

KXLKLISSDSED 


4126 


34494 


A 


4167 


1 


1345 


IPGST1SCLKGQYPSEPFNMAED 

VSSAAPSPRGCADGRDADPTEE 

QMAETERNDEEQFERQELLEC 

QVQVGAPEEEEEEEEEDAGLV 

AEAEAVAAGWMLDFLCLSLCR 

AFRDGRSEDFRRTRMSAEAUHG 

LSSLTACQLRTIYICQFLTR1AA 

GKTLDAQFENDERITPLESALM1 

WGSIEKEHDKLHEEIQNL1KIQA 

I A VCMENGNFKE AEEVFERI FG 

DPNSHMPFKSKLLMIISQKDTF 

HSFFQHFSVYNHMMEKIKSYVN 

Y VLSEKSSTFLM KAAAKVVES 

KRTRTITSQDKPSGNDVEMETE 

ANLDTRKRSHKNLFLSKLQHG 

TQQQDLNKKERRVGTLQSTKK 

KKESRRATESRJPVSKSQPVTPE 

KHRARKRQAWLWEEDKNLRS 

GVRKYGEGNWSKILLHYKRNN 

R\TSVM\LKARWRTMKKLKLIS 

SDSEDWIVFVKL | 


4127 


34495 


A 


4168 


3 


378 


LTSGSRADQGEGQEEGAEGGR 

ASSSSSSSSPRGPQHHPHLHGDP 

AE H RPG H PLC SPPDLTV A YQ/M 

PEVPAEDM/SDPSFCSARQGGQ 

RGLDSGPGAPWSSSHSPHSRFQ 

EASHGACAGWRWCRQEEL 
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OTA in 
SLQ ID 

NO: 


CCA 1FV %f 

atv? ID NO: 
of peptide 
sequence 


Met 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=poss»ble nucleotide insertion) 


4128 


34496 


A 


4169 


1 


1044 


SGQEVNKEDGQADVQQDHHA 

DEDGVGDLARQPHLFHLHLRL 

CRQCGLLPRLLLGPRLGQPSSLS 

L A G LG PG LG FG DDG LG LQLGG 

GLACRLGASERGGLQRGGGRG 

RGRGLGPG/GPRARAGPQRVGA 

RAAWCAQHSCGSPGKAPPPAP 

A/TGAGGACRASMAMRSVAGR 

AG LRRPA PSDG VTDRLPSPLGS 

PFQAP/EAQQAVLGHPGPGPLG 

LRGRPGR*RGATLGPRGLT/PRA 

AAGSRGAAVGGPLRRRPGRGA 

PAGSPSSPGSPAAAGASDIPDLA 

GRSPEPAPWPKCEQCWTPGWQ 

PGRPVPLPQLWPWRGLS1SGSM 

PLGEGLEDGSDPMTPSCCLPGT 


4129 


34497 


A 


4170 


1 


732 


SLTQAGTVSLGLDAEGQEVFVP 

FSAVLPMVAPNDLVFDGWDISS 

LNLAEA M RRAK VLD WGLQEQ 

L WPH M E A LRPRPS V YI PEFI A A 

NQSARADNLIPGSRAQQLEQIR 

RDIRDFRSSAGLDKVIVLWTAN 

TERFCEVIPGLNDTAENLLRTIE 

LGLEVSPSTLF\AVASILGGLCLS 

FNGSPQNTLVPGALELAWQHR 

VFVGGDDFKSGQTKVKSVLVD 

FLIGFRLQRP/VSIVSYNHLGNN 


4130 


34498 


A 


4171 


1 


908 


MEKAPPQTQHEGLKSKEHLPE 
QTDEGKTEYRRVPSLRAVVLFR 
QRSCIENILRACVGLPPQNHML 
LEHKMERPGPSLKRVGPVAAT 

Y PM LN KXGPL V WE VSPATLF A 

V A S I LEGC AFLN GSPQNTL VPG 
ALELAWQHRVFVGGDDFKSGQ 
TKVKSVLVDFLIGSGLKTMSIV 
SYNHLGNNMDGENLSAPLQFRS 
KEV\SRSNVVDDMVA\SNP\ML 
YTPGEEPDHCRMGRNLPE*GSS 


4131 


34499 


A 


4172 


85 


529 


ECGARPGSSTRPPARLSPRLFCS 

A I RA A L KTRPAP A L ACTW RTG * 

RASLPTTRCAGSGLGTCTAEGS 

EGCSHPGPLTGTG/RQEACPGT 

APAGSPSCLHPRGRPRPCPPGTL 

APRMSCPWPRSPPLTRYLPSGE 

NLQSKLESLNTSEKF 


4132 


34500 


C 


4173 


215 


324 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4133 


34501 


A 


4174 


2 


505 


YKCEVCDKVFNQN*FLVCHNR 

CHTGKKPYSCYECGKTFSQTSS 

FTCYRRLHTGGKPYKGSEHNK 

TFG*NSALVIHKAIHTGENPCKC 

NECGKVFNQKAHLARHHRLHT 

REKPYKCEECEKVFSRKSHLER/ 

HKLKRGGVALV/C* ECPTVYQN 

TSCLRSLSCSYPMSLNG 


4134 


34502 


A 


4175 


1 


6192 




4135 


34503 


A 


4176 


2 


3389 




4136 


34504 


A 


4177 


3 


875 


GEEAALSLCMHSTDDATRLGA 

RDTEPLWHVPAQ/ARLSAIAGS 

SGNKHPSR/QDAAGK.DSPNRHS 

K\GSKPSAGSLRLSSREGEDRTA 

WTGPRGAVEQEVTGPDLC*GR 

GQQGLLVGWT**EQKRGQGKP 

QYSSHSSSNTLSSN/ASSSHSDD 

RWFDPLDPL/EPEQDPLS/KGCM 

SLAK/APRPAKPHKPPGSMGLC/ 

GGGREAAGRSHHADRR/REVSP 

APAVAGQSKGYR/PKLYSSGSS 

TPTGLAGG/SRDPPRQPSTLWH 

RTWYL/YHTASAAVHRGLCRE 

LEQADQIPPSWYGRRPMGNS 


4137 


34505 


B 


4178 


108 


318 




4138 


34506 


A 


4179 


103 


540 


RRGCESHKTLRRGTSWGLDAR 

GGGPGPGQVSAGRDGAEVWLS 

TCDRGHALSGSVEELLFLQN/G 

A RTER* EG PG E WPRPPPPG L A S P 

ALWRFWAEQVGGSFQELESPS 

CRTARGSSRTWGS1LQNSSWLF 

QDLGLHLAEGCFLETP 


4139 


34507 


A 


4180 


33 


896 


KITRHCTAPGK1RIVPKESQEST 

PQQDGAPGPGRATSCSARWSPR 

SWKSHELFCKMEPQVLEEPRA 

VLQDGAPGPGRATSCSARKGR 

GPEKPVQGLPN/GSVRAHSGGR 

AAPQPSPRGHGPGRG*TAAPLP 

HLCPLTPVLLQG*GPD*WPLGW 

ATMRPLPLRAQPAPPPPHWML 

LTPSAPPPGTGKPQGGRGQTSG 

SCVPATDPHCRLSAPSPGKLGPP 

CDFLEPP*QRTTNWGSSEAGSP 

KSRCPRGHVPSGGSKGGIFLSL 

HFPGAPQSLEFPGSQPHGLIGAS 


4140 


34508 


B 


4181 


1 


625 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno*vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4141 


34509 


A 


4182 


160 


1149 


FASERMKVEPWRAGPGRRAWS 

EGAGQAPQKRARAGAEPQLPA 

TPALPGGKMVARRTKLA\RGTR 

RT\YPEPTV\YAAIPIKFSEKQQA 

SHYLYVRAHGVRQGTKSTWPQ 

KRTLFVLNVPPYCTEESLSRLLS 

TCGLVQSVELQEKPDLAESPKE 

SRSKFFHPKPVPGFQVAYVVFQ 

KPSGVSAALALKGPLLVSTESH 

PVKSGIHKWISDYADSVPDPEA 

LRVEVDTFMEAYDQKJAEEEA 

KAKEEEGVPDEEGWVKVTRRG 

RR\LCSPGLRQPACGCWRGRDG 

SAA\KRAAQLLRLAASREQDGA 

SSAA\RKKFEEDKQRIELLRAQR 

KFRPY 


4142 


34510 


A 


4183 


2 


361 


GTM VARRTKLA\RGTRRTG IPS 

PPC*A\AIPIMCSEKQQASHYLY 

GRA HGIQQGTKST WPHKRTI FA 

FNGPPYCSEQESLSCLQSTCGL 

VQSVKLKEKLELGWESRSKFFH 

PKPVPVTEEQ 


4143 


34511 


A 


4184 


917 


1128 




4144 


34512 


A 


4185 


1 


660 


MAWQMMQLLLLALVTAAGSA 

QPRSARARTDLLNVCMNAKYH 

KTQPSPEDELYGQ/C/SWRKNA/ 

CSFTSTTQEAHKN/TSHLYGFN 

WNHCGEMVPACKRHFIQDTCL 

YE*PPNLGPWI\RRYAWLPGIQE 

LAEELNFPGVSAGSNPSSSS1QG 

WV PG ILEPEPFFSTKI SQ V DQS W 

RKEWVLNVPLCKEDCEQWWE 

DCRTSYTCKSNGHKGWNWTSG 

SNKCQVAAA 


4145 


34513 


A 


4186 


216 


781 


MDMAWQMMQLLLLALVTAA 

GSAQPR\SARA\RTDLLNVCMN 

AKHHKTQPSPEDEAVWPDP/W 

MCKGSCRKTKSWNI/HRKSKCE 

VGLA/WEACSVSAGTGRGPGC 

GRWVGAPQGP/CPRKCSSG*PT 

W/VQRSQNMEEMAVVNQSWR 

KERILNVPLCKEDCERWWEDC 

RTS YTCKSN WHKG WN WTS A PS 

AVCDPLL ! 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4146 


34514 


A 


4187 


3 


625 


QCRPWRKNACCSTNTSQEAHK 

DVSYLYRFNWNHCG\KMAPDC 

KRH FH PGTP A L Y E/C A PHN LG A 

WDPAGWIQSVVRKERVLNVPLC 

KEDCEQWWEDCRTSYTCKSN 

WHKG WN WTSGFNK\CA VG AA 

CPTFVHFYFPTPTVLCNEIWTHS 

YKVSNYSRGSGRCIQMWFDAS 

PGATPIEEV\ARFY\VAAMSGAG 

PWAAWPFLLSLALMLLWLLS 


4147 


34515 


A 


4188 


1 


268 


EQGRH/GSSTPVGPRGGPR\GAE 

HAPKHQGCGDRAGPQVGMDQ 

RRRDPPRAPAAPRPWCGQRAA 

LSSLGGSHLCDDA*VQPSAGLG 

KVLKF 


4148 


34516 


A 


4189 


2 


1632 


WKRCPGLPRAAATFPSGSGAG 

GARREAGGRAPTPGPASPRTAR 

GHARNSPAPARTAGRTGSAGA 

WQTPCPAPLFPMSAGLPAACH 

WNPV*LRALKTG/LEGVLGGSA 

DTQHNRVTDGSLAPNXAACVYT 

PKINGNRHPNTCTKMFIVSLDA 

KGKKWKQPTVHQQRKRETCG 

LHPRKCLQYTPS*WS7TTGILPS 

RTPRISCVQFVKKKLGQAGLLG 

HPGACLLCTLP*\PAGVGTFLFP 

RGC*GVVH*LETHTCG 


4149 


34517 


A 


4190 


2 


87 




4150 


34518 


A 


4191 


3 


291 




4151 


34519 


A 


4192 


112 


286 


AWLLWLTSLPWGSLYALALLA 

NKPAL*SLLLLRYTLLPPHHQC 

EKVPRWNEPQPTLFP 


4152 


34520 


A 


4193 


1 


933 




4153 


34521 


B 


4194 


1 


999 




4154 


34522 


A 


4195 


135 


1160 


VWALVRSTLELFHTDDEEEGE 

YDEVTEEVTEQVYLPAKAKVA 

QEEEVHPYPSAPPHYYFEEKEW 

PDPPDLSFLEDTGRKVVAPVTE 

QHLERLLSVLFRQEFSRLDERD 

DAVEQLRGVCIRAWEKITSGGE 

QYPSFSAVKQGPKELYADFIAW 

NLLRQESLKKVISDSAAQD1VL 

QLLAFGNVNLDCQAALRPIRGK 

AHLVDYIKACDGIGAKQDSERF 

A FT1 P V VNN LQP A K H FH Y FTDG 

SSNGKASYSGSKGQNQQPIWIL 

SRH L KPY H EPD AKEEIPGG/C PR 

TPWLQPCRD*C*GGP*/PVTSNT 

R*TQPPTWGQIKKLSQMVEENL 

RKAGQLVTMTVYWN 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4155 


34523 


A 


4196 


502 


578 


LV*EDC1AERAEVLRNESYGIIID 
WS P* G M FS LNCTSQS ACHG HT 
MFSW 


4156 


34524 


A 


4197 


2 


408 




4157 


34525 


A 


4198 


3 


853 


LLKVIMSAKIFTKKNENSTERL 

CG DG EKRG PDFRTERS V WLLR 

LEEAVAMVQRGSRAPESRVVA 

QVLTLLDGASGDREVVVVGAT 

NRPDALDPALRRPGRFDREVVI 

GTPTLKQRKElLQVITSKMPiSS 

HVDLGLLAEMTVGYVGADLTA 

LCREAAMHALLHSEKNQDNPV 

1DEIDFLEAFKNIQPS/LVFEASL 

GLMGIKPVDWEE1GGLEDVKPE 

VKTAH/WSLRQKSGHC/RSCAR 

LPTGLLATLGSGSGSGRATEAV 

SGPAG*KRASIGGSSQRPRRFPT 


4158 


34526 


A 


4199 


266 


370 


AERINSITVFSETLKRFLQASGK 
♦FHRD1HNSRN 


4159 


34527 


A 


4200 


1 


1780 


MGDVNQSVASDFILVGLFSHSG 

SRQLLFSLVAVMFVIGLLGNTV 

LLFLIRVDSRLHTPMYFLLSQLS 

LFDIGCPMVTIPKMASDFLRGE 

GATSYGGGAAQIFFLTLMGVA 

EGVLLVLMSYDRYVAVCQPLQ 

YPVLMRRQVCLLMMGSSWVV 

GVLNASIQTSITLHFPYCASRIV 

DHFFCEVPALLKLSCADTCAYE 

MALSTSGVLILMLPLSLIATSYG 

HVLQAVLSMRSEEARHKAVTT 

CSSHITVVGLFYGAAVFMYMV 

PCAYHSPQQDNVVSLFYSLVTP 

TLNPLIYSLRNPEERSHRGVKL 

NECNQCFKVFSTKSNLTQHKRI 

HTGEKPYDCSQCGKSFSSRSYL 

TIHKRIHNGEKPYECNHCGKAF 

SDPSSLRLHLRIHTGEKPYECNQ 

CFHVFRTSCNLKSHKRIHTGEN 

HHECNQCGKAFSTRSSLTGHNS 

IHTGEKPYECHDCGKTFRKSSY 

LTQHVRTHTGEKPYECNECGK 

S FSSS FS LT VHKRI HTG E K P YEC 

SDCGKAFNNLSAVKKHLRTHT 

GEKPYECNHCGKSFTSNSYLSV 

HKRIHNRWIWYCRNFWRKAL 

IDLSSLR*FERAHTGYISYLLQH 


4160 


34528 


C 


4201 


18 


182 




4161 


34529 


A 


4202 


1 


389 




4162 


34530 


C 


4203 


114 


548 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
* , =Stop codon , /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4163 


34531 


A 


4204 


122 


735 


LRAQQQHN*VLTLHKPACTLST 

TS*K*LHKIRK*LWHLRDRAPFI 

FTSEMEYFITEGGK/NPQHFQDF 

VELCCRAYMIIRKHSQLLLNLLE 

NfNSYNGYVG LLHNJ LQLEREG 

LATKEELQQNFPPLSVSLPFDQS 

INQISEHRSL1FNGQYPYGSCWF 

RQAVCKLIQKYAGEWGWIATA 

ELRAEIDLNVLKFTIQVLSWKV 

QASLQ 


4164 


34532 


A 


4205 


139 


4496 


KMAYSWQTDPNPNESHEKQYE 

HQEFLFVNQPH SSSQVSLGFDQ1 

VDEISGKIPHYESEIDENTFFVPT 

APKWDSTGHSLNEAHQISLNEF 

TSKSRELSWHQVSKAPAIGFSPS 

VLPKPQNTNKECSWGSPIGKHH 

GADDSRFSILAPSFTSLDKINLE 

KELENENHNYH1GFESSIPPTNS 

SFSSDFMPKEENKRSGHVNIVE 

PSLMLLK.GSLQPGMWESTWQK 

N1ES1GCSIQLVEVPQSSNTSLAS 

FCNKVKK 


4165 


34533 


A 


4206 


1 


3150 


MEKPRPLEAPSAWPQDDVQCG 

VTVGMDGAAVRANRTPWPQD 

LEQTK W I E 1KKS A FT WSSQLS L 

NRGFLTCKDENNNAGLLRVSS 

YSSREDQL KN 1 ASDSLFM LPGG 

LCQSPTGTSHCSNQMETQGQGS 

PGGAVRGDKALGPEKARQGCG 

MNGSGKYCKFRVLAIQGKPEC 

LATLMQPDLGDSPGLREMNVV 

EHLRASFPVEQWYWRGGQRGE 

AEGARSSKAENNTSLICNFRLD 

YAPIEKQWDLHFADYFAEDLK 


4166 


34534 


A 


4207 


1 


1203 
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SEQ ID 

NO: 


lu n\J. 
of peptide 
sequence 


Mel 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


^1 » ■ r* tort i 1 1 In lA^aftnn nf lact 

piucicuiiuc lucanun oi lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4167 


34535 


A 


4208 


1 


1470 


MLHSRGFLAEVFGILARHNISV 

DLITTSEVSVALTLDTTGSTSTG 

DTLLTQSLLMELSALCRVEVEE 

GLALVALIGNDLSKACGVGKE 

V FGVLEPFN I RMIC YG ASSKN L 

CFLVPGEDAEQDGTGTSG1GAQ 

KKKMYANNGAIDRXLLFEATF 

VTI EKCCDTNQKG DDTH A LG Q 

PIRGHDKSLAGSFCYACRSEEG 

LSQYRAYDSRGQLIAVKDTQG 

HETRYEYN1AGDLTAVIAPDGS 

RNGTQYDAWGKAVRTTQGG\L 

TRSV\EYD\AAGRVIRLTSENGS 

HTTFRYDVLDRLIQETGFDGRT 

QRYHHDLTGKLIRSEDEGLVTH 

WHYDEADRLTHRTVKGETAER 

WQYDERGWLTDISHISEGHRV 

AVHYRYDEKGRLTGERQTVHH 

PQTEALLWQHETRHAYNAQGL 

ANRCIPDSLPAVEWLTYGSGYL 

AG MKLGDTPL VE YTRDRL H R E 

TLRSFGRYELTTAYTPAGQLQS 

QHLNSLLTYRHANFAL 


4168 


34536 


A 


4209 


757 


907 


RRYCRITVRWQSM/WADNRIA 

VDAHYPYR*CRS\GRVTEICND\ 

L1PKGWIRTDDERTHRYHYDSQ 

HRLVHYTRTQYAEPLVESRYL 

YDPLG RRVA KRV WRR ERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRTRIQTIYQPGSFTPLIR 

VETATAVMDR1LKDHQIVVD1P 

HGEAWLRDDEERPMILIAGGTG 

FSYARSILLTALARNPNRDITIY 

WGGREEQHLYDLCELEALSLK 

HPGLQVVPVVEQPEAGWRGRT 

GTVLTAVLQDHGTLAEHDIYIA 

GRFEMAKIARDLFCSERNARED 

RLFGDAFAFI 


4169 


34537 


B 


4210 


1 


3258 





455 



WO 01/075067 



PCT/US01/08631 



NO: 


of peptide 
sequence 


iVlet 
hod 


CrA ■ |\ Nl/t* 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


WUCICOIIul 1UL4IIIUII IM InM 

codon for last amino acid 
of peptide sequence 


.'\iniiiu dim strquenvc ^ /v* - uiiHnow n, 

*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4170 


34538 


A 


4211 


281 


1571 


CQCPG A ACPTTSCR V 1 PH W A\Y 

DE A DRLT/H RT VN\G ETA ERWQ 

YDER/G WLTD1SH I SEGH R V A/ V 

HYRYDEKGRLTGERQT/VHHPQ 

TEALLWQHETRH/AYNAQGLA 

NRCIPDSL/PAVEWLTYGSGYL 

AGMK/LGDT/PAANLDIR1PYAT 

DPA/GNRLPDPELHPDSTLSM/W 

ADNRJARDAHYLYRY/DRHGRL 

TEKTDLIPEG V/l RTDDERTHR Y 

HYDSQ/HRLVHYTRTQYAEPLV 

E/SRYLYDPLGRRVAKRK/DRTR 

I QTM YQ PG SFTPL/IR V ET ATG E 

QAKTQR/RQLADTLQQSDGED 

GGS\VVFP\PVL\VQML\DR\LESE 

SSADRVRSFISLANQSKCVEHA 

Y*RWQCHLGVCWWSSHQIPAV 

PLTGSVTRWHCHLASSSEAGSV 

AWLPHLSEGHSNRTSSPELLRS 

RMCAWHTLSAQSVHLVSLY1L 

EILALMNSINSL 


4171 


34539 


A 


4212 


311 


788 




4172 


34540 


A 


4213 


29 


395 


RI FHSV l\G V AAHKGG V YKTS VS 

VHL\AQDVAE1T/LLEGNDPQGT 

VS*YQGPGRTLIPLEAALRNIAH 

SLSIPPPKIFAAPTLRHYFALFFC 

GHSLFAPHIELLEAGTVLQLPQ 

GPWSSPTSF 


4173 


34541 


A 


4214 


1 


1033 


MKMPEAIATKEKIDKWDLIKIK 

SFFSTPKETINRVNRH HTEWEDI 

SA1HLSDKGPISY1YKNLTRFTR 

KKQPH Y K VGKGNEQTRI LES HP 

HLLKGLASTPFDSEGVRTERRD 

1IKDGILTQWLLTSYSARKLGLK 

STGHAGGIHNWR1AGQGLSFEQ 

MLKEMGTGLVVPGTAENARSC 

I RAY FY Dl HETLCRQEEM A LS V 

VDDHVREKLIWLRQHQEDMTI 

LLSEVSAACLHCEKTLQQDDCR 

VVLAKQE1TRLLETLQKQQQQF 

TEVADHIQLDASIPVTFTKDNR 

VHIG\PKM\ElRVVTLGIGIvIGAG 

KNLLSLF*V*NRVEFHGSPFPTI 

WFLTWETVGFLK 


4174 


34542 


B 


4215 


414 


1022 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4175 


34543 


A 


4216 


896 


1626 


NATT1RYEHQRVLKAAQYLHQ 

QGITRCNSSSTLTSAAPGRVDSP 

PTSMIVAPAL1IRFACFTASISEL 

CVPPSEKESGVTLRJPITHLMRE 

LTCRLIRDKSATVTGSHTLVVA 

RHCCYAAPGGCCLLANWLKPG 

LFGP1GVLSRRGTSVILPIGGFY 

QWNPM1CPNGVVPMQHG*RRG 

LAQERPLEEWLPVCRDMLNAF 

FLPDAETEAAMTLIEQQWQAII 

AEGLGAQYGDAVPLSLLRDEL 

AQRLDQERISQRFLAGPVNICTL 

MPMRS1PFKVVCLLGMNDGVY 

PRQ L A P LG FDLM SQKPK RG DRS 

RRDDDRYLFLEALISAQQKLYI 

SYIGRSIQDNSERFPSVLVQELI 

DY1GQSHYLPGDEALNCDESEA 

RVKAHLTCLHTRMPFDPQNYQ 

PGERQSYAREWLPAASQAGKA 

HSEFVQPLPFTLPETVPLKRYN 

DSVRAPTCAESRAIFTSTRNNTL 

QLFFNANFRRPWARGLATNVN 

DRRASVDHQIRMFHRIYQRVM 

RATIRKGIRRDVEDPHYSSDAG 

TYLSPNSRQ1SNGNWQSHIGRSP 

SLLLCRTWGLLFTGKLVETRFI 

WPNRGVIPTGNERYIAHRRFLP 

MEPDDMPQWRCPHATWLAEA 

KMFDSLAKAGKYLGQAAKLMI 

GMPDYDNYVEHMRVNHPDQT 

PMTYEEFFRERQDARYGGKGG 


4176 


34544 


A 


4217 


838 


1575 


CFFLSPSPPSSPPSPNRSQTTEEE 

TKRQE/ERERKREEEEEKKGRR 

KETKKRRNRQEGKQHRKEEKE 

GEKQTKQRTETERETKRRRENE 

QAKAHKGTRKRKEEQKKAKA 

ARRRTHKRQNPSRGREGTHPK 

QRQGKEEAWRQNKEEAKQKR 

EEAGRTRR/EDRGRKDDKKERR 

QQQTEKKAKPKAEHGQERTDT 

TTKKARQREGRPSERRRREREE/ 

MSKHDPQNRAEKTNEEKEEGR 

QHER*TQKSSTGI 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4177 


34545 


A 


4218 


1 


692 


MTMALHAEALEMTSQFDQELAA 

KFEADHEMALLMNKDFDRDRE 

EQRRLAEQARREHEERJKREAA 

EQARRDAEAKHKAEIEAAARR 

EAEEKARAELAERQR1EAEQRA 

EREKKETEERARREKEEAVAAE 

RRRQEEAEAARLVEEQRKAEE 

EARRAADKEHRRTVNRR/GLRR 

SDCSGHPRRIRTESSAGDRWRQ 

SAGRAHQILRQT*THTSLTTAS 

KNGAGLSSNSPTRKRS 


4178 


34546 


A 


4219 


3 


1120 




4179 


34547 


A 


4220 


1 


831 


MVKARKIMETPQPAWEMRVRI 

CTVDWSKLNPYIPDDFSLIKSEK 

KYDHPELIVDESNLRVVYAPSR 

YFASEPKADVSLILRNPKAMDS 

ARNQALLEGYFSFTATEDQLEQ 

AKSWYNQMMD/SPEKGKAFEH 

GNMPA\QMLLQ VPYFLRE\ERE 

H*IIITPILHMRKQEQSG*/RNLP 

KAAQLSMMQDLQTLLMAASY 

CSELGHVATQFQGMLACTRNP 

NSWDRNSETSGKAEGF1PMQLG 

DVADPSVRCSSVSSLWGHSSPK 

LLRSVCMANRICVKLQRWT 


4180 


34548 


A 


4221 


1 


1503 




4181 


34549 


A 


4222 


1 


1113 




4182 


34550 


B 


4223 


I 


760 




4183 


34551 


B 


4224 


1 


1755 




4184 


34552 


C 


4225 


1 


4215 




4185 


34553 


A 


4226 




3240 




4186 


34554 


A 


4227 


1989 


2144 




4187 


34555 


A 


4228 




1203 




4188 


34556 


A 


4229 




4767 




4189 


34557 


A 


4230 


31 


512 


EYRKSPDIRPIVIQHGEEAE1TH 

HFR*QELADKTLIFEITHREMQR 

FQPVGTGDIREPVFVFFRWRLT 

NPFNILEHGEPEG1RVDAAVPR 

AV1GGLEDHIGVAVQKLQHKTF 

RYFPFIIQMVKDGVVPEGRPAF 

VHHLSLFLR1KILAHLTHNTQDF 


4190 


34558 


A 


4231 


369 


918 


RPGMSNPWRDLFRTGVDPTND 

RLSALVEWRMMRPGEPPTREA 

AE/SLFENLFFSEDRYDLSAA^G 

RMKFNRSLLREEIE/GSGILSKD 

DIIDVMKKL/IDIRNG/KGEVDDI 

DHLG/NRRIRSVGEMAENQFRV 

/GLVRCTGTVPPFLHQQKCEYH 

L/PQRPVASTLSRYF*HFRLRNF 

SMPRANEIKKGMV 
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5EQ ID 

NO: 


CCA | fx MA. 

of peptide 
sequence 


Met. 
hod 


SbQ ID INU: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4191 


34559 


A 


4232 


3 


1012 


SVVLKIVERVDGYFPSPPLFLGA 

AFGSHVRSRALPDPCVLFRVT1 

YLCVLASVARTFSPLLPVSRKK 

H I TPLG G FQ LH ETH LC LQDC RT 1 

1LRPRLGEFGNKFSQLVDTIDLH 

\NQHGLAHL*KESARGQYSLLL 

LGMVSLCALILILWRVVYRSVT 

CPLADQTQALHRLLDGDIVSPF 

PETAGVRELDTIGRLMDAFRSN 

VHALNRHREQLAAQVKARTAE 

LQELVIEHRQARAEAEKASQAK 

SAFLAAM SHE1RTPLYG I LGT A 

QLLADNPALNAQRDDLRAITDS 

GESLLTILNDILDYSA1EAGG\K 

NVSVQSYVARLEPVAASGWHK 

YPWLN 


4192 


34560 


A 


4233 


1 


502 




4193 


34561 


A 


4234 


1 


653 




4194 


34562 


A 


4235 


2 


300 


YALATPPLSV/1NQWQLALDKG 
QLPTF/VAGLAPQHPQYAAMHE 
SYWPYSALR/EILQRTGMLDGG 
PKITL/PGDDTPTDAVVSPSAVT 
NSHGR*VPTLGGVWGL 


4195 


34563 


C 


4236 


40 


105 




4196 


34564 


A 


4237 


355 


526 




4197 


34565 


A 


4238 


116 


949 


RPGTGRCSAVQLPVLLLRGPHS 

SHTVGTH\MVDLDSGQLCVYP 

GNSDESMPAATQARERLLADT 

AKKKAQIAELQSFVSRFSANA* 

KSRQATSRARQIDKIKLEEVKA 

SSRQNPFIRFEQDKKLFRNALE 

VEGLTKGFDNGPLFKTLNLVLA 

EVGENLPVLGTNGVGKSTL\LK 

TL VG DLHPDSGT VK WS EN A R I 

GYYAQDHEYEFENDLPVFEWM 

SQWKQEGDDEQAVRSILGRLLF 

SQG D I KKP A K V LSGGEKG RM L 

FGKLMMQKPNILIMDEPPTHP 


4198 


34566 


A 


4239 


1 


319 


MVKKMARAPMI\L\ALANPEPEI 
LACRHGRKEVRPDAIICVTPGRS 
DYPNQSETNVIACFPANVHRIPQ 
AASHLRAHQSRIPISLMS1SAKIL 
TYLLANQIQFLVKQH 


4199 


34567 


B 


4240 


263 


1390 




4200 


34568 


A 


4241 


1 


323 




4201 


34569 


A 


4242 


3 


1855 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


4202 


34570 


A 


4243 


2 


964 


LLKHGVSLYIQDKEGLSALDLV 

MKDRPTHVVFKNTDPTDVYTW 

GDNTNFTLGHGSQNSKHHPEL 

VDLFSRSGIYI KQ V V LCKFHS V F 

LSQKGQVYTWGHGPG\GRLGT 

WEMNRHAWVPRLVGRD*MVI1 

VSPSWPAAKDHTVVLTEDGCV 

YTFGLNIFHQLG1IPPPSSCNVPR 

QGLHNRQNRRYPPVPGSAGPTS 

MEPSKIRPTGLKFSLTTQQQSEI 

DLGCSSLCWDYRREPLRLAYW 

FIKKDIAKDTDEETRRHGVSLYI 

QDKEGLSALDLVMKDRPTHVV 

FKNTGSLQFQSIPSCRESQILSEK 

QGDLFREEPMFGS 


4203 


34571 


A 


4244 


1 


725 


FRVDPRVRKHFGLFYAMGIVL 

MMEGVLSAC*HVCPNYSNFQF 

DTSFMYMIAGLCMLKLYQTRH 

PDrNASAYSAYASFAVVIMVTV 

LGVVFGKNDVWFWVIFSAIHV 

LA SLA LSTQ J Y YMGRFK 1 DLG I F 

RRAAMVFYTDCIQQCSRPLYM 

DRMVLLVVGNLVNWSFALFGL 

IYRPRDFASYMLGIFICNLLLYL 

AFYIIMKLRSS*KVLPVPLFCIV 

ATAGMWACVALYFFFQNLSSW 


4204 


34572 


A 


4245 


1 


833 


MKPVWVATLLWMLLLVPRLG 

A A RKG SPEE A SFY YGTFPLG FS 

WGVGSSAYQTEGAWDQDGKG 

PSIWDVFTHSGKGKVLGNETA 

DVACDGYYKVQEDIILLRELHV 

NHYRFSLSWPRLLPTGIRAEQV 

NKKGIEFYSDLIDALLSSNITPIV 

TLHHWDLPQLLQVKYGGWQN 

VSMANYFRDYANLCFEAFGDR 

VKHWITFSDPRAMAEKGYETG 

HHAPGLKLRGTGLYKAAHHII/ 

KAHTL*VCFHAADKG1PETEKK 

RRLN WTYSST WLG RFHNHG RG 


4205 


34573 


A 


4246 


1 


672 


GTQNAVNG/VIIFLSWGDAVKS 

FWIYRGGRKREGPLFHA*Q\FLI 

YTIHRAVGS1INYVIANYKLKFI 

TPGVIDFICTSLIAGILTIKLFLLI 

NQFEKQQIKKGRD1TSARJMSR! 

IfCITIlVGLVLLYGEHFGMSLSG 

LLTFGGIGGLAVGMAGKD1LSN 

FFSGIMLYFDRPFSIGDWIRSPD 

RN I EGTVAEIG WR1TKITTFDN R 

PLYVPNSLFSSISVENPG 



460 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4206 


34574 


A 


4247 . 


1 


347 


PLRPVGQPGPGGAGT/RALRAPP 

LPSSSELCYGPGQPGRWPRCPQ 

FPSLPPHSS*LLHTGHWPCTLGY 

GF1 PILRA APPLPCKCASPVIASC 

TYPLPAAPSLPVLVHTSIKCFCF 

HLQ 


4207 


34575 


A 


4248 


43 


446 


VLPAVPRPGQ/PPCVPAPVQAPE 

PPRPSPGWSQATGSPGPAGAAP 

SWR\GLPAVPGHTAGVLGPGPP 

GQRQPGPGGAGTQLCGPHLFL 

RLLNVAYGPGQPAL/RNVPLQT 

APALTPSPQHLLCPFLSTHLLNA 

SVFIC 


4208 


34576 


A 


4249 


I 


1521 


R1PESRLPTTAFVQAPWARSGSS 

G LRR WEKH AGQQVG WWARGP 

GVRGRQAAGGGAAALTCRGG 

AGSAVRSCAGLPSLASGSAGCR 

LHPSYSFGFKVGS/PTVPAALSS 

*STS/RGREHGGVTVVPVMTQN 

PRS\PDGPARVEDCEAIA*GTG 

WL\QQG IGTRPPGTGLGRA R\G 

APAVPQWNPWKSCQGPGHPNR 

LPSHGPSSGEAGRGW/RGLQ1TP 

QL/PEVTHRRVLPGDHPATEA\G 

GFGTG*PGLPGRVPGPGVGGTY 

QAKALTPLGPVGLLAPASCAQC 

LQQS ADGPG ATG H L* ELAESQC 

RRQPTG\PPGQL A V SG WATVPG 

VPAAPRPFGPAQQPA/SVPTPSY 

WA/GSPGAAAWPESHRR*ACD 

W A W* * VLPA VPRPGQ/PPC VPA 

PVQ\PQSHRGPAHDGARLY*GL 

PQAEQLHPGGGLPAVPGHTAG 

VLGPGPPGQRQPGPGGAGTQL 

CGPHLFLCFLNVAYGPGQPGR 

WPRCPQFPFLPPILSWNIFGVGT 

QKKKKKNQSFLKKKKKK 


4209 


34577 


A 


4250 


167 


582 i 


RSLGLAVTEMVPWVRTMGQK 

LKQRLRLDVGREICRQYPLFCF 

LLLCLSAASLLLNR*RRSAEPGR 

RL/S L/LK VQTPG PCC LTV RRPRS 

CGTGDQWGERAPQRSGLGEHG 

GASRPEAQAGGVGLIASFPEAS 

SPELPFSHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


4210 


34578 


A 


4251 


402 


1465 


DLILSHPTAWFTIKYKPKQLGL 

QEL FPQG H SCA VCG K VKCK RH 

RPSLLLENYQPWLDLKISSKVE\ 

ESLSKDLELVLENFVYPWYRD 

VTDDESFVDELRITLRFFASVLI 

RRIHKVDIPSIYNQETIKSSNESI 

♦KWIVKARQKVKNTEFLQQAA 

LEEYGPELHVALRSRRDELHYL 

RKLTELLFPYILPPKATDCRSLT 

LL1RE1LSGSVFLPSLDFLADPDT 

VN H LLI 1 Fl DDSPA EKATEP A STL 

VPFLQJCFAEPRNKKPSVLKLEL 

KQIREQQDLLFRFMNFLKQEGA 

VHVLXQFCLTVEEFNDRILRPEL 

SNG *NA VSS/WKNCRRFIKHTV 

WMKVLTKLDLIPSLVEE1PR 


4211 


34579 


A 


4252 


1 


1232 


FPGRRFRLVVRLRGAEAASERQ 

VYSVTMKLLLLHPAFQSCLLLT 

LLGLWRTTPEAHASSPGAPAIS 

AASFL*DLIHRYGEGDSLTLQQ 

LKALLNHLDVGVGRGNVSQHV 

QGHRNPTTCFSSGDLFTAHNF\S 

EQLR1GSSELHEFCPTILQQLDS 

RACTSENQEN EEN EQTEEG RPS 

AVEVWGFGFLSVSLINLASLLG 

VLVLPCTEKAFFSRVLTYFIALS 

1GTLLSNALFQL1PERSYKNKAQ 

VDSLPTFLAQAGMLLWRVRIR 

RRVVDPIRESWMLPFTKJPLWG 

YGLLCVTV1SLCSLLGASVVPF 

MKKTFYKRLLLYFIALAIGTLY 

SNALFQLIPENRRKWWQPVHN 

TFGGSTAWHTDKS1EQSIDTLFD 

EVKKESEKETPSLQ1GDLGPQES 

LKTFNNTNSPHH 


4212 


34580 


A 


4253 


3 


924 


VGACTAAARPLPIPQLQPILHHR 

GEKSQLWAHSGSSWGFLAVAA 

VPPSHLCPPLQSRGWKRPP/PLA 

SAGVLPGCCCCACLVSPSLAQP 

AG\LGPKPAAPLGPGPWVSVAP 

CSRPGPCPGTRSPA/P*GHPAMG 

R\GVHEPRVGPAPPEKAIITETG 

AG L AERRGQGLGGGSSFRS AEP 

QGCRSLGPQSPGGDPAHTILRPP 

SQNG DC A EM H AC RL H P A 1 LGT 

HGTGGLA AQSH A PRALLPSCPS 

SQQPADGWCSLHLCLPGLLLAP 

RIHGPSTREGGPGHGTPGPTNP 

ASSG ATRGTRR VRPS V PRSPTL 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*«Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4213 


34581 


A 


4254 


1 


318 


VADPVGAARAGGQPLAGRVW 
PRAGGGHSPRVLGAAGPGPHV 
CTLRLPGTA1RTEPGAPLACAR 
A WPG SSP AG/PECLPTSC* P* EG 
QEPSSHVASLPWGPGVGETQ 


4214 


34582 


A 


4255 


1 


718 


FFFFFFSFLCHLYWVSPTPGPHG 

KLANMANWAPWPS*GLSKLVG 

KHSCPAG*LPGHARAQASGAP 

G/ISPDSSAREA*ECT/PCGPGPA 

APSTRGECPPPSSRPHS/SQQDP 

GRCSFAPAVPQDAGGQGHWCC 

APATGHSAPRGCPPARAAPTGS 

ATPAPPPAACAASSLSMVSAPS 

R*TTGIASSGTSIPETKHQGTPG 

TAPAGT/G PGG STG PKA/PG PA P 

AHPTRLAGTSGHTAPPTCPPAV 


4215 


34583 


A 


4256 


702 


1026 


RSGRTQRAAGVSGSALHQVQS 
WP\HLKISADQRAGLLF*EHPFP 
PS ASSGCLD VSISS YPVGSD* FIN 
GMARANGRWKTFTGLHSGKPL 
GFSDAFCQHHNLIILCWKTW 


4216 


34584 


A 


4257 


170 


1049 


RGSGCSAELVPSSRWRPGSRAG 

AAAGTETPG*PRVYVPAGMGE 

AGGPGAAWARRAAALPGTAA 

GPPRPAARPGAAPARGGPAPGA 

PAQ ALPR/TPTW P A A R* AQRA P 

SPPSWGSVAQPGHPGDLAAGVG 

RGAGGGHSRRGRHHHVRSLAD 

LLQLPGAAEGAGDRGHLPGPD/ 

GERS*AASSFSAAGRAAGTASC 

CSAGGTPPSPCTILSTSSSSLAH 

V A SSS/RRRA EG DTK VS/RG RA E 

GQDSETGREPGVLHRGSGRTQ 

RAAGVSGS/RSAPSPVVATTSRS 

LLTSVQGCFSENILSP 


4217 


34585 


A 


4258 


178 


556 


QSPQEHFHPECGRRDILCQVRQ 

EIRWPNPGEVHHLGLEICPVW1 

LQLHLALRTRA PEHPLQVHRPG 

GGAV*RGVPPPLRLLQACDGPE 

VPAAGRPRPARSSPGQWPPVPA 

AVAPPVTERPPTPSAA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4218 


34586 


A 


4259 


5 


1044 


TG R 1 LDG WHWAKE LR LDCPLG 

DSRRPPFSRVSTEGSPAFLALRL 

PNVTAGS*EVSMLASTETPLVIT 

RPSPG\GHDPGPAPRGAAASPA 

GSPAP*QKSPRPLSAAAPPLLAS 

DPAPPRAAAPPADTESSVQPPA 

APHAGPWRPSAPGPLDVHSPPP 

\PSRG PF VQSS AEPHNRPSPG AT 

RPRP\PPRGAAASPAGSPAP*QK 

SPRPLSAAAPPLLASDPAPPRAA 

APPADTESSVQPPAAPHAGPWT 

LERSWAP*RSLPTP1PVADPLCR 

APLSHRYP*GDCQRSGLCHTSP 

GRASHLPGPGAHKRTPHACWL 

PLECHRRSPHP*THPSG*PGPSP 

QSFFPEFLGSGP 


4219 


34587 


A 


4260 


2 


576 


CL VNSTTRRSFQLRLVP V PKFQ 

PPHMTVR*LFNFGRQLTATTFS/ 

LRKSYAVREAYELQNCPDPPPF 

QNGYMINSDYSVGQSVSFECYP 

GYILIGHPVLTCQHGINRNWNY 

PFPRCDAPCGYNVTSQNGTIYS 

PGFPDEYPILKDCIWLITVPPGH 

G V Y INFTLLHTE A VNDH I A V W 

YENLSSQNICDCDQQF 


4220 


34588 


A 


4261 


1 


837 


MWAGNAWRAALSGVPCGRSA 

QSVLAQLRG1LEGELEG1RGAG 

TWKSERVITSRQGPHIHVDGVS 

GGILNLTSVRFIRGTQSIHKNLE 

AKIARFHQREDAILYPSCCDAN 

AGLFEVLLRPEDAVLSDELNCA 

SHHGICLCKAHKYHYCHLDVA 

Y L ETKLQE AQK H R LFL V ATDG 

AFSMDGDIVPLQKICRLASRYG 

ALVFVDECHATGFLGLTGQGT 

DELLG V MGQ VTI IN STLG KA LG 

GASGGYTTGPGPLVSLL/RAQP 

YLFSNSLPPAVVGCTSKAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4221 


34589 


A 


4262 


1 


2142 


MHLIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLK1TRAIYDKPTA 

N11LNGQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKrNVQKSQAFLYTNMRQTESQ 

IMSEFPFTIATKRI KYLGIQLTRD 

VKDLFKKYKPLLNK1KEDTNK 

WKNIACSW1GRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VG WGKRGGI AL V DIPN VN DKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSR1GR1NIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKL Y YKATVTKTA W Y WYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K.1HSRWIKDLNVRPKTIKTLEEN 

LGNT1QDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGL1SRIYKELKQ1YRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

N RQ M KKCS SSL VI RE MQ1 KTTM 


4222 


34590 


A 


4263 


1 


1989 




4223 


3459! 


A 


4264 


1 


1104 




4224 


34592 


A 


4265 


1 


879 




4225 


34593 


A 


4266 


1 


1659 




4226 


34594 


B 


4267 


1 


1500 




4227 


34595 


B 


4268 


1 


1962 




4228 


34596 


B 


4269 


1 


1716 




4229 


34597 


A 


4270 




1152 




4230 


34598 


A 


4271 | 




4752 




4231 


34599 


A 


4272 




2790 




4232 


34600 


A 


4273 




3477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4233 


34601 


A 


4274 


1 


1007 


MLDASCHRTSDSKFFSFGVQTG 

FLTPELAHLVGPCDRDHMSSPA 

REQNWTENEFDELTEVGFRKW 

V 1TNSSELKEH V LTQSKEA KN L 

EKRAIKQEK£IKG1QLGKEEVK 

LSLFADDMIVYLENPIVSAQNL 

LKLISKFSKVSGYKINVQKSQA 

LLYTNNR\SQIMSELPFTIAMKR 

1KYLGIQLTRDVKDLFKDNYKP 

LLKEIREDTNKWKN1PCSWLGR 

1NIMKMAILPKAIYRFNA1P1KLL 

♦TFFTELEKTTLNF1WNQKRARI 

AKTILSKKNKAGG1TLPDFKLY 

H KAT VTKTA W Y WYQN RY I DQ 

WNRTEASEITPH I YN HLIFDKPE 


4234 


34602 


A 


4275 


737 


2460 


RIKYLR1QLTRDVKDLFKENYK 

SLLNE1KEDTNKWKNIPCSWIG 

RMNI1KMAI/LPKVIYRFNVIPIK 

LPMTFFSELEKSTLKFIWNQKR 

ARJAKTILSQKNKAGG1MLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTEPSEMTPH1YNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

NWLAIGRQLKLDPFLTPYTKIN 

SRW1KDLNVRPKT1KTLEENLG 

NTIQDISMGKDFMSKTPKAMA 

TKAKMDKWDLIKLKSFCTAKE 

TTI R VNRQPTE WEKN FAI YSSD 

KGL1SRIYKQLKQIYKKKTNNPI 

KKWAKDMNRHFSKEDVYAAN 

RHMKKCSSSLAIREMQ1KTIMIY 

HLTPVTMAIIKKSGNNRCWRG 

CGEMGTLL YC W WDCKL VQPL 

WKTLWQFLRDLELGIPFDPAIP 

LLG I YPKD Y KSCC YK DTCTPKL 

ARDDQIHILKQHRRKELETRQK 

QYRAWYEINPFHSVWPVTAGK 

SPRH QLP V WV KTNPQTSP YLQL 

QTRDGEESNENNFGSTILASDFF 

AEIDKLSILQ1HMEMEGTQNSQ 

NNLDKKKTKMEDLHFSISKLLH 

SYSIQDNVISA 


4235 


34603 


A 


4276 


3 


355 


RQPVHLVHELPQQSWGICLNSS 

EQHGALQHSSLHL/RMCSEPWS 

SADPQ*R*TCRNL*LPVRGPPRR 

TDLFSVSSKSTLKEWPLLLMIL 

AELGSYLILSGRREESYFTSLVL 

ISIGDC 


4236 


34604 


B 


4277 


78 


791 
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crA irk 

NO: 


CCA irv MA. 

of peptide 
sequence 


(VICt 

hod 


CCA 111 .V#"V 

in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


|>UCICOIIUC lUCdllUIl Ol IBM 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X°Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4237 


34605 


A 


4278 


1 


3395 


MIISIDTENAFEKIQQPFMLKTL 

NKLG1DGTYLKIIRAIYDKPTAN 

1 ILNGQKL E A FPLKTGTRQGCPL 

SPLLFNIVLEVMARV1RQEKEIK 

GIQLGKEEVKLSLFVDDMIVYL 

ENPIVSAQNLLKLISNLSKVSGY 

KINVQKSQAFSYTNNRQTESQ! 

MNGLPFTTASKRIKYLGIQLTR 

DVKELFKENYKPLLNEKKVDT 

NKWKNIPCSWIGRINMLKMA1L 

P/KELEKTTLKFIWNQKRACIAK 

SILSKKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEII\PHIYNHLIFDKPDKN 

KKWGMGSLFNKWCWENWLA1 

CRKLKLDPFLTPYTK1NSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

DMGKDFMSKTPKAMATKAKID 

KWDLTKLRSFCTAKETTIRVNR 

QPKEWEKIFAIYSSDKGLISRJY 

KJELKRIYK/KKNNPIKKWAKD 

MNRYF*KED1YAANRHMKKCS 

SSLA IREMQI KTTM R/YH LTPVR 

M All KKSGNNR WEMNN ENTWT 

QEGEHHTLG/HC/WWKARRSRS 

CLTWMAAGKKRMRKTLQMT 


4238 


34606 


B 


4279 


1 


20JJ 
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SEQ It) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4239 


34607 


A 


4280 


1 


2661 

i 


MTMNFVADSHTGRNPLASAAG 

AKTGLRPLPRPCGARVWNPPD 

AGGGGVGSLKTSTPLGPLSAAN 

SPVHQGSVPQTRARGGGTLFQE 

VVTSRTLAFRNSLSAFTEVTSG 

TVSGRKGGRSTHLAGRRVSGG 

EGSRKAAAAALAAVAAAPGPV 

RRCSSQSCFSSSGSSHYSARTSP 

VRVRPRRSLSSRSAAGNRAEAT 

ESAMEKTLETVPLERKKREKEQ 

FRKLFIGGLSFETTEESLRNYYE 

QWGKLTDCVVMRDPASKRSRG 

FGFVTFSSMAEVDAAMAARPH 

SI DGRV VEPKRA V AREESGKPG 

AH VTVKJCLF VGG I KEDTEEHH L 

RDYFEEYGKIDTIEIITDRQSGK 

KRGFGFVTFDDHDPVDKIVLQK 

YHTING HN AE VRKALSRQEMQ 

E VQ SSRSG RG DG YGSG RGFG D 

GYNGYGGGPGGGNFGGSPGYG 

GGRGGYGGGGPGYGNQGGGY 

GGGYDNYGGGNYGSGNYNDF 

GN YNQQPSN YG PM KSGNFGG S 

RNMGGPYGGGIWKNTSITERK 

KSRKLDLIQSKKGSRTKEAPQP 

PVASLCMHLGHWSRLMVSPGA 

QLTGKNSHGLSVSSVRKSNVGP 

RRLCAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCTD 

RPHPFLSRPKPPTQISLVLPLKT 

DGALERMPQQL/HIASS/GAKVP 

NPSTQTPPVLLAFFYPFNLPP*N 


4240 


34608 


A 


4281 


i 


908 


MRKVKGKNRQSFKCLPPPSGA 

LQAHGAAAPHGSLLTLHLHLV 

PVSSAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCED 

RPHPFLSWPTWISLALLLKTDG 

ALERMPQQLPSLHPSQGTQSIH 

PDPSSTSSFLLPFQPPTLKRAAFP 

CPPSIVNPAVWDTSTPSVAEHH 

TPIRITLKEPTQFLSQKQYPIPQA 

ALVGLQPIISHLLASHLLRPTDS 

PFNTPILPVKKPNGTYRLVQDL 

RLINQAVLPLVQE/DYSVLLYLP 

LNVTPGLPPATAFSYPPSPGPVA 

RARLASRLHSHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in KSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4241 


34609 


A 


4282 


1 


915 


MPNYVTFTDTKQLISDTPNNQV 

PMNRASMAFDAKCLTGCRFDD 

A1VQFDMTYWPFTVVNDAGRP 

KVQVEYERDKKLLPIGGVFYGS 

DKDEGNCKSLPWEDCYQCCET 

SQNVQDFLFLDVTPLSLDIKTA 

DGVMAVLIKCDATIPTRQTQTF 

TTYSDKPSM/LIAKDKNLLRKFE 

LTGVPPAHHGAHQIEVTFDINA 

KGILNVXTLTDDKGHLSKEDIEP 

MVQETEKYKAEDEKQRDKVSS 

KNSLDPYVFNMKATAEDEKLQ 

VKINNEHKQKILSKCHEIINWL 

DKNQTAEKEEFEHAQQELEKSS 


4242 


34610 


A 


4283 


1 


994 


MHQTKKGNQWHFGMKAHIGV 

DA KSG LTHSL VTTRPN EH DLNQ 

LGNLLHGEEQFVSADAGYQGA 

PQREELAEVDVDWLIAERPGK 

VRTLKQHPRKNKTAiNIEYMKA 

S I RARVEH PFRIIKRQFGF VICA R 

YKGLLKNDNQLAMLFTLANLF 

RADQMIHCTRGEGLITTKIPKAP 

DNGSYCLPSKNDDSEEEDPEMS 

PMVVTKMKEIAEAYLGKTVTN 

AVLTVPAYFNDSQRQAT/KKDA 

RTIAGLNGLR1SNEPTAAA1AYG 

LNQKVGTERNVLIFDLGGSITPR 

IRTPETGSDDAIKSILEQAKKEIE 

SQKGGECDPCRQSLRPPGPAAN 


4243 


34611 


A 


4284 


3 


677 




4244 


34612 


A 


4285 


30 


365 


EEAETVLVGQLKQLSSCLAVH 

KYRPETKQEKKQRLLARAEKK 

AAGKGDVPTKRPPVLRAGVNT 

VTTLVENKKAQLV\CRKMGVP 

YC J 1 KG KARLGRL V H RKTCTT V 

AFTQVN 


4245 


34613 


A 


4286 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFEKR 

PKNFGIGQ\QRLLARAEKKAAG 

KGDVPTKRPPVLRAGVNTVTT 

LVENKKAQLVVIAHDVDPIELV 

VFLPALCRKMGVPYCHKGKAR 

LGRLVHRKTCTTVAFT 


4246 


34614 


C 


4287 


62 


217 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4247 


34615 


A 


4288 


2 


801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPAINQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLAR AEKKA AGKG DVP 

TKRPPVLRAGVNTVTTLVENK 

KA QL V V I A H D V D PIEL V VFLP A 

LACRK.MG V P\YC 1 1 KG KARLG RL 

VHRKTCTT\VAFTQVNSEDKG\ 

ALAKLVEAIRTNYNDRYDEIRR 

HWGGNDLRPK\SVARJAKLEKA 

KAKELATKLG 


4248 


34616 


B 


4289 


1 


273 




4249 


34617 


A 


4290 


1 


441 




4250 


34618 


B 


4291 


47 


482 




4251 


34619 


A 


4292 


1 


762 




4252 


34620 


A 


4293 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

MRDPNTKRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

V1E1MTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SGDGYT4GFGNDGSNFGGGGSY 

NDFGNYNNQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


4253 


34621 


A 


4294 


1 


1674 




4254 


34622 


A 


4295 


1 


506 


KYHTVNGHNCEVRKALSKQEI 

ASASCSQRGRSGSGNFGGDRG 

GGFGGNDNFGRGGNFSGHGGF 

GGSCCGGGYGGSGDGYNGFGN 

DASNFGGGGSA^NEFG/NYNNQ 

SSHFGPLS/GGNFGGRSS/SPLGG 

APASTYVKGPNSQRTQNEGWF 

EG*APWRGDGGARGNKGGGA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4255 


34623 


A 


4296 


1 


1445 


MKCLKF1NHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSETIFKDLFKVPVLKETI 

YYKFYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

VIVFFKTDEHLSARGRRRRS1VK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFI\GG\LSFETT\DESLEEPFSR 

QWGKRYTDSVVMRDPNTKRSR 

G\FGFVTYAT\VEEVDAA\MNA 

RPHKVEWKELLEPKRAWSRED 

SQRPGCPH'LVKKIFVGGIKEDT 

VEEH H LRD YFEQYGK 1 E VIEIMT 

D\RGSGKKRGFAF\VTFD\DHD\S 

VDKIVI\QKYHTVNG\HN\CEV* 

KSPVKSKKMASASSKPKEGRSG 

FWETFGGGSWEVGFGGNVDNF 

GRG\GNFSWSVVAFGGSRG\GG 

GYG\GSGDG\YNGFGNDG\SNF 

G\GGG\SYNDFG\NYNNQ\SSNF 

GPMKGG\NFG\GRSSGPYG\GGG 

QYF\AKPR\NQGGYGGSSSS\SN 


4256 


34624 


A 


4297 


1 


920 


DPGDTPNTASAPNCRSGKGRSS 

SPEHIPPLEKLEDSMQTNPSTNP 

EPGRLAEWLDPEERQQSLQFGL 

QEATSIGKGGQYYIKGTPHGTK 

ESEQQPSALDLPSDRAYPNEKE 

PENQLWRLVIKL1KEAPEKGAY 

LNV1KAVYDKPTNGEKLRAFPL 

RTGTKHRCPLSPLLFNILLEVLA 

RAIRQEKEIKSIQIGKEEVKLSLF 

ADDII1YLESPKYSSRKLQELIKE 

FSKVSRYEINVHKSVALLYTVNS 

NQ A ENQ 1 KN S ASFTI A AKN K 1 K 

Y LG 1 YLTK DA K DG YKEN Y KTL 

MKEIIDDKNKQKY1P 


4257 


34625 


A 


4298 


1 


1194 




4258 


34626 


A 


4299 


3 


1834 




4259 


34627 


A 


4300 


285 


502 




4260 


34628 


B 


4301 


77 


1306 




4261 


34629 


A 


4302 


1 


354 




4262 


34630 


A 


4303 


1 


1182 




4263 


34631 


B 


4304 


I 


1995 




4264 


34632 


B 


4305 


1 


1518 
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SEQ ID 

NO: 


crA in wa. 

of peptide 
sequence 


Met 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4265 


34633 


A 


4306 


I 


918 


MCPVGPWTHPVVISPVSECIVGI 

D1LGSWQNLH1GSLTDITMVHYI 

DDMMLIGSSEQEVANSLDLLV 

RHLHARGCK1NPTK1QGTSTSV 

KFLEFQWCGVCQD1PSKWVLE 

QKALQQVQAAVQAALPLEPYD 

PADPMVLEVSVADGVAVWSL 

WQAPIARIHGSRNQGVEVEVSP 

LTN I PSDPLA KFLFP A PSTLCS A 

GLELLVPEGGTLLPGNTTM1PL 

NWKLRLVPGYFGLLLALSPQA 

KNGVTVLAEV1DPDYQDE1TLL 

FKNGGGEEYARNTGDPLRHLL 

VLPSPM1KVNGK\LQHPNPGRT 


4266 


34634 


B 


4307 


I 


1599 




4267 


34635 


B 


4308 


1 


1569 




4268 


34636 


A 


4309 


3 


422 




4269 


34637 


A 


4310 


1 


1089 




4270 


34638 


A 


4311 


2 


549 


LKMTAMQRPM EKRM MNRJEIIL 

KERLSLTGIDIKILKKRSIMKVE 

SHRGEQISVSSLALQRIKYLG1QI 

TRDVKDLFKENYKPLLNKLKE 

DTNKWRNVPCPRVGRISIVKM 

AILPK/1LKK1CTTLKFIWNQKRA 

HIAKTILSKKNKAGGITLPDFKL 

YYKAT/KTAWCWYQNRDTDQ 

WNRTKPSEI 
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CCA Ml 

oca? U) 
NO: 


olv^ lit iSyji 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4271 


34639 


A 


4312 


371 


3036 


LIAYQPKKVQDQMDSQPNSTR 

VLEVLARAIRQEKEIKGIQLGK/ 

EEVKLSMFADDITAYLENPIVS 

APNLLKLISNFSK/VSGYKINVQ 

KSQAFLYTNKRQTE\QIMSELPF 

TVASKRIKYLGIKLRRDVKDLF 

KENYKPLLNEIKEDTNKWKNIP 

CSW1GR1NIVKMTILPKVIYRFN 

AlPIKLPMTFFAELEKTTLKFIW 

NQKRAHIAKTILSQKNKAGG1M 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNR1EPSEIIPHICKH 

LIFDKPDKNKKWGKDSLFNKW 

CWENWLAICRKLHLDPFLTPYT 

K1NSRWIKDLNVRHKTIKTLEE 

NLGNT1QDIGMGKDFMTKTPK 

AMATKAKIDKWDL1KLKSFCT 

AKETTIRVNRQPTEWEK1FATY 

SSDKGLISR1YNELKQ1YKKKTN 

NPIKKWAICDMNRHFSKED1YA 

AKKHMKKCSSSLAIRETLYNDR 

RIGKLTQTCDETAFQPHVCTISR 

PMLSSPYRSSLTEKWSQDFSKP 

P Y PF LFH KG Y LN PREQDKE V LT 

R A I RQEKERKG IQLG KEEVKLS 

LFADDMIVYLENPIVSAQNPLK 

VVSNFSKVSGYKISVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

IKYLRIQLTRDVKDLFKENCKP 

LLNEIEEDTNKWKN1PCSWIGRI 

N1VKMAILPKVIYRFNAIPIKLP 

MTFFTVLEKTTLKFIWNQKRAH 


4272 


34640 


B 


4313 


1 


1995 




4273 


34641 


A 


4314 


3 


549 




4274 


34642 


A 


4315 


3 


614 


EAYGQTECTGGCTFTLPGDWT 

S\GQF1N1LEMCLELSPCKSFSAD 

SARYVLGHVGVPLACNYVKLE 

DVADMNYFTVNNEGEVCIKGT 

NVFKGYLKDPEKTQEALVDSDG 

WLHTGDIGRWLPDIENHNRLIV 

CTLTNTSWRSHKIIVLKTYQKA 

DDTKTPKETTFQNIMNLFLKEK 

RATAVLIRGGVGETSTDLSKKK 

PAKLLANF 


4275 


34643 


A 


4316 


1 


478 


MKLDLHLSPYTKrNSRWIKDLN 
LRPET1 K I LED1 1 RKTL L DIG LG K 
DFMIKNPKVNATKTKINKWDLI 
K L K\N FCTAKE1 SSRE I REPTEW 
EKIFANSASDKGL1SRJYKELKQ 
IRSTLQLLFGISELPASLFLGFGA 
I M KS KKA S LNTSTA 1 L RQL 1 W 
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SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4276 


34644 


A 


4317 


1 


1125 


MCHG1GAQIIPSHQTVQLDITAF 

LKTVKKNKHKFYPAFIHILARL 

MNAHPEFRMAMKDGF1ENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LA1GG PLESPDRDGG PLESTNR 

DASPESWSCRKSTPRLVAWVS 

AAKVFIRDKLMERRNRRTGRT 

EKAR1WEVTDRTVRTWIGEAV 

AAAAADGGGFRVDLARRSIRK 

DRNARSQNPVHTEGDMNMNIK 

KIVKQATVLTFTTAFLAGGATQ 

AFAKENNQKAYKETYGVSHIT 

RHDMLQ1PKQQQNEKYQVPQF 

DQSTI KNI ESAKGLDV WDS WPL 

QN A DGT V A E YNG YH V V FA LA 

GSPKDADDTSIYMFYQKVGDN 

SID\SWKNAGRVF 


4277 


34645 


B 


4318 _J 


1 


1374 




4278 


34646 


A 


4319 


1 


1293 




4279 


34647 


A 


4320 


1 


1278 




4280 


34648 


A 


4321 


1 


1254 


MNMNIKK1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQ1PKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K VGDN S I DS WKN AGRVFK DSD 

KFDANDPI LKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVXN 

GYYCEES\LFNKA\YYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

A LG 1 1 ELNN D YTLKK VM KPL ITS 

NTVTDEIERANVFKMNGKWYL 

FTDSRGSKMTIDGINSNDIYML 

GYVSNSLTGPYKPLNKTGLVLQ 

MGLDPNDVTFTYSHFAVPQAK 

GNMVVITSYMTNRGFFEDKKA 

TFAPSFLMN1KGNKTSVVKNSIL 

EQGQLTVN 


4281 


34649 


A 


4322 


1 


726 




4282 


34650 


A 


4323 


1 


1050 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4283 


34651 


A 


4324 . 


1 


1185 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKJRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTI FDG DG KTYQN VQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTNLKKVMKPLITSN/TVPQAKG 

NNVVITSYMTNRGFFEDKKATF 

APSFLMN1KGNKTSVVKNS1LE 

QGQLTVN 


4284 


34652 


B 


4325 


1 


867 




4285 


34653 


A 


4326 


1 


495 




4286 


34654 


A 


4327 


3 


1394 


GDMNMN1KKIVKQATVLTFTT 

A/LLAGGATQAFAKENNQKAY 

KETYGVSHITRHDMLQIPKQQQ 

NEK YQ VPQFDQSTI KN1ESA KG 

LD V WDS WPLQN ADGTV AEYN 

GYHVVFALAGSPKDADDTSIY 

MFYQKVGDNSIDSWKNAGRVF 

KDSDKFDANDPILKDQTQEWS 

GSATFTSDGKfRLFYTDYSGKH 

YGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKT1FDGDGKTYQNVQ 

QFIDEGNYTGDPLEAETAVINH 

KKRKNSPRIVQSNDLTEAAYSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEH DG ICEI H V AK Y A El FGLTS A 

EASKD1RQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQYRKPDGSGIVSLK1DWII 

ERYQLPQSYQRTPDFRRRFLQV 

CVNEING 


4287 


34655 


B 


4328 


9 


1004 




4288 


34656 


A 


4329 


1 


768 




4289 


34657 


A 


4330 * 


1 


1308 




4290 


34658 


B 


4331 


58 


753 




4291 


34659 


B 


4332 


1 


409 




4292 


34660 


B 


4333 


1 


921 




4293 


34661 


A 


4334 


1 


1026 




4294 


34662 


B 


4335 


1 


945 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4295 


34663 


A 


4336 


1 


528 


MTM MN I KX I V KQ AT V LTFTT A LL 
AGGATQAFAKENNQKAYKETY 
G VSH ITRHDMLQI PKQQQN EKY 
QVPQFDQSTIKN 1 ESAKGLD V W 
DSWPLQNADGTVAEYNGYHV 
VFALAGSPKDADDTSIYMFY/Q 
K DQTQE WS\G S ATFTS DG K I RLF 
YTDYSGKHYGKQSLDTA\Q*NV 
VKSG 


4296 


34664 


A 


4337 


1 


1701 




4297 


34665 


B 


4338 


97 


1449 




4298 


34666 


A 


4339 


1 


1581 




4299 


34667 


B 


4340 


I 


1539 




4300 


34668 


A 


4341 


87 


1078 


SLPNLDNAAICSSSSSPTRTR*SL 

SEG ATQ\AFAKEKY PH KHTKKR 

SGVFH1TRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGK1RLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKFNGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

C VSSLGTLQGFPAPA WL A LA H P 

VHPLKHKSGGSNRLSAAIWG1K 

RJCPAR 


4301 


34669 


A 


4342 


1 


1344 




4302 


34670 


A 


4343 


1 


1713 ^ 




4303 


34671 


A 


4344 


3 


1918 




4304 


34672 


A 


4345 


254 


1118 


RPPAFAKK*PKAYKET/YGVSHI 

TRHDMLQIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWDSWP 

LQNADGTVAEYNGYHVVFALA 

GSPKD A DDTSIYM F YQK VG DN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGK 

IRLFYTDYSGKHYGKQSLTTAQ 

VNVSKSDDTLKINGVEDHKTIF 

DGDGKTYQNVQQFIDEGNYTS 

G DN HTLRDPH Y VGGTS WE PG V 

FSVSC VFFGQQEG V/HG* DEFLD 

FSYWFQGG* ICL YQKAS*QNTT 

SYKRYTGS 
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SEQ ID 

NO: 


SEQ. ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4305 


34673 


A 


4346 


I 


1952 


MN MN 1 K K I V KQ A TVLTFTTA LL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

N YTSG DNHTLRDPH Y V EDKG H 

KYLVFQDHTGTEEHPQPQ\ERP 

RTQSFTS A FA ERREC IPN VP A DT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTK1TKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTG RTQMK 

PDHSPRPSHRVPQAKGNN V V IT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


4306 


34674 


A 


4347 


1 


1029 




4307 


34675 


A 


4348 


276 


1248 


CVWLGCRGYYPKAYKETYV3V 

SHITRHDMLQIPKQQQNEKYQV 

PQFDQSTIKNIESAKGLDVWDS 

WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DG K I RLF YTDYSG KH YG KQSLT 

TAQQLLQLVQFQEVDTDFDFPE 

EDKKEEFEECLEKFFSTGPARPP 

TKEKVKRRVLIEPGMPLNHIEY 

CNHEIMGKNVYYKHRWVAEH 

YFLLMQYDELQKICYNEFVPSV 

IFLRYKSPGEAAGTCHLKQRRW 

VMPEAAAPVGTGSRYPLTGQL 


4308 


34676 


A 


4349 


I 


242 


MNS1QIPKQQQNEKYQVPQFDQ 
STI K Y I ESPKELD V WDS WPLQN 
ADGTVAEYNGYH VAFALAG/S 
PKDADDTSIYMFYQKI 


4309 


34677 


B j 


4350 


I ! 


2198 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X B Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4310 


34678 


A 


4351 


1 


2796 




4311 


34679 


A 


4352 


2047 


3531 




4312 


34680 


A 


4353 


1 


3336 




4313 


34681 


A 


4354 


I 


1409 


MKRAPVIPKHTLNTQPVEDTSL 

STPAAPMVDSLIARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDLfPSFLLTGQQTPAFGR 

RVSGV1EIADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GGATQAFAKENNQKAAYKETY 

GVSHITRHDMLQIPKQQQTMEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGICHYGKQS 

LTTAQVNVSKSDDTLK1NGVED 

HKTIFDGDGKTYQNVQQFIDGY 

LLEPDGGALQNFQRYTGIQHVH 

RIGMAERMWCDRNRERHTVSS 

SGGNRLPNPGPDRSVRHFPDPR 

FLCPSCATVTPLHELIANKYLSG 

KIGAKKLRKLLIKHVD 


4314 


34682 


A 


4355 


1 


2316 




4315 


34683 


A 


4356 


93 


924 


AQTDAAEKSVSIAQLFQACLSIF 

SSGDV/AGGATQAFAKENMQK 

AYKETYGVSHITRHDMLQIPKQ 

QQNEKYQVPQFDQSTIKNIESA 

KGLDVWDSWPLQNADGTVAE 

YNGYHVVFALAGSPKDADDTS 

IYMFYQKVGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGK1RLFYTDYSG 

KHYGKQSLTTAQVMVSKSNDT 

LKINGVGKYKTIFDGDGKTYQT 

VQQFIDEGNYTSGGHHTLAKDP 

SYNPPLDLSGGNSGYQSQET 
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NO: 


err* in NHV 

of peptide 
sequence 


Met 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4316 


34684 


A 


4357 


1 


3118 


MN MN 1 K K 1 V KQ AT V LTFTTALL 

AGGAfQAFAKENNQKAYKETY 

G VSH ITRH DM LQ 1 PKQQQNEK Y 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

H KTI FDG DG KT YQN VQQF I DEG 

NYTSGDNHTL\RDP\HYVENKG 

HK YLG FETNTGTENG YQG EESL 

FNKAYYGGGTNFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MT1DGINSN DI YM LG SDESPND 

FGNRHLHKERLAVYRWHASFI 

CSGNTMPIVLVDWSDIREQKRL 

MVLRASVALHGRSVTLYEKAF 

PLSEQCSKKAHDQFLADLASIL 

PSNTTPL1VSDAGFKVPWYKSV 

EKLGWYWLSRVRGKVQYADL 

GAENWKP1SNLHDMSSSHSKTL 

GYKRLTKSNPISCQILLYKSRSK 

GRKNQRSTRTHCHHPSPK1YSA 

SAKEPWVLATNLPVEIRTPKQL 

VNIYSKRMQ1EETFRDLKSPAY 

GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQ 


4317 


34685 


A 


4358 


1 


1326 




4318 


34686 


A 


4359 


2140 


4390 




4319 


34687 


B 


4360 


1 


7271 




4320 


34688 


A 


4361 


1 


1729 




4321 


34689 


A 


4362 


5118 


5687 




4322 


34690 


B 


4363 


1 


4726 




4323 


34691 


B 


4364 


1 


3688 




4324 


34692 


A 


4365 


1 


1401 




4325 


34693 


A 


4366 




1932 




4326 


34694 


A 


4367 




1407 




4327 


34695 


A 


4368 




1491 




4328 


34696 


B 


4369 




855 





479 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^^top codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4329 


34697 


A 


4370 


137 


1014 


ASEGKQMLRDFVTTRSALKELL 

KRALNMARNNQYQPLQKHAK 

L* RPSM L * RNC IN * QPG RDT/TN 

KKENFRPISLMNIDAXILNKILA 

NR1QQHIKKLIHMDQVGFIPGM 

QGWFNIHKS1N1IHHIKRTNDKN 

HMIIS1DAEKAFNKIQQPFMLKT 

LNKLGIDGTYLKIIRAIYDRPTA 

NV1LNGQKLEAFPFKTGTRQGC 

PLSPLLFNIVLKVLARAIRQETEI 

KGIQLAKEEVKLSLFADDMIVY 

LENPHSAQNLLKL1SNFSK/VSG 

YKJNVQKSQAFLYTINRQTESQI 


4330 


34698 


A 


4371 


3 


1234 




4331 


34699 


A 


4372 


1 


2850 


MGMGPAKPGMGGNLLVCWLQ 

RPWEKRSIWAEVYRSSRYSHS 

WLPLSRKGCDFSGTCRQTLSIL 

TQPLRQWGLEGIKKPNSWIISEE 

S VSNGGPPLLIPRQTASG VDLQ 

QTPTDLQLRVLTVRRKTNKQK 

GIASTSTKRTSTPKPHLYVT11K 

DQSYIKPQRWGKNIAEKLKILKJ 

RVALSLQRNAAPHQQWNKAG 

RRMSLMSSQKKASEVIESQMN 

EIKGEEKFREKRVKRNEQSLQEI 

WDYVKRPDLRL1GVPD 


4332 


34700 


B 


4373 


16 


701 




4333 


34701 


B 


4374 


1 


3743 




4334 


34702 


A 


4375 


227 


686 . 


KVMLAEYPVFAQLTLTLPPSSA 

SWEPSRGPGPRGIRGSCPEWLA 

SGPG\KAAPGAGVPPPAASFPDP 

PPRLRAPALAVSRGLRRELPSG 

LDWTHCLRTLPSLIVQILQQAA 

LLGLPPAYSDQLQRAGQLHFYS 

GLIKISLVLTTRLSFWGTTE 


4335 


34703 


A 


4376 


216 


644 


VTYSKEKECGEVADSVAKTAL 

EKDGAPRTGDPRPNLGADPPRS 

LVSSAGPQAVRPVKPARQFPPQ 

PPRYSQGPARAAGEEGRGMRPP 

GAGRRLPGPPLPGPEASHSGQL 

PLM/PPGPGPRLGSQEPVSLSRY 

LQTQARMPGPRP 
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SEQ ID 

NO: 


CCA 1 1\ \tf\. 

oty ID iNU: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4336 


34704 


A 


4377 


18 


1023 


QIQHSPLVSPLPSLPPQPLVAEE 

EPPVA/PWPRRLLPATSTSH/PSH 

PLTEPVPPT\SGRGCCLWTKRQ 

QKMCRTTYTSVGRK/CTFPIDS 

GAL RLSDGEM R A LQTPTG PQST 

VEG H TH LQSL/PH H D R VTATPG 

TEPGLRAAGNRRJFYPGP/VTSQ 

VQPQLLCGYGNASRTPAALTPG 

PAPPTQASLPNCGICPHLQMGR 

PTSPC/PPEGGHPSSSLYISLSPPP 

PSAPALRLPPPLP\SAPTAPAL/P/ 

PAAPSAPALRLLRPLPCCSFRPR 

PAAPSAPAPRLLPPLLVCSFRPC 

PAAPSAPAGLLLPPLLCCSGLSP 

RLCCPHSSCSSDPPRLQRKADSS 


4337 


34705 


B 


4378 


1 


984 




4338 


34706 


A 


4379 


332 


847 


VKLLLQDKE1CILCQKTVYPME 

CLVADKQNFHKSCRRCHHCNS 

KLSLGNYASLHGQIYCKPHFKP 

TFQN PKGN Y DEG FG H KA\H KD 

RWNWQKPKADSVDFIPNEEPN 

MCKNIAENTLVPGDRNEHLDA 

GNSEGQRNDLRKLGERGKLKV 

IWPPSKEIPKKTLPFEEELKMSK 


4339 


34707 


A 


4380 


305 


505 


GNLERMLNLGMVKQQKLPAIM 
KTQVLML*AINVPAKPLFPQSG 
GAVRTTHGGKSRLKETGATSD 
TE 


4340 


34708 


A 


4381 


56 


260 


1 VKTQS 1 DG/MGNLRITEKG LKL 
EGDS/EFLQPLYAKEIQSRPGLG 
TQEQSCQTLSSCSSRGQQQHAE 


4341 


34709 


A 


4382 


137 


920 




4342 


34710 


A 


4383 


532 


1680 


LLTTRTSFRSENHRHVGLLLVM 

TDNTRDKEYFGDESKRENEEKT 

VEKSIGEKQATLTTHANIITIRH 

CVKPEPDFSDHLNLLLGRADIT 

GEEM A AQRSSVEKLANGM 1 AL 

VDSLRSRSLEEGDSDPHKRLSG 

AQDIKTTVEEVIADVVEIARELE 

LEV E PE D VTEFLQ A H EKTLTD V 

ELFLINEQIKWFLEMKSTPRED 

AVIIAETITKVLEYDINLVTKQQ 

QGMRQLTP1LKEVLLWVKCHQ 

TA LH ATEKPFIKG R1N PCGKIHT 

CLNLRNCGQLLIREEEEEDKEE 

EEQYEEKEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEDEEEEDKE 

DEEEDKEKEEEEDNKEEEEEED 

KEKEEEEDKE\EKEDKEEEEDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iMet 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4343 


34711 


A 


4384 


3 


495 


EDTGTFR1Y\ESAGAVKKARGF 

LEFVEDFIQVSKNLIGKVIGKNG 

KVIQEIVDKSDMVPVRJEGDSE 

NKLPREDKDDRDSRHQRDSRR 

CPGGRCRSVSGRRGRGGPRGG 

KSSISSVPKDPDSNPYSVLDN/T 

ESDQTA DTDASKSHHSTN RHTR 

SRRRRTDEDAVL 


4344 


34712 


A 


4385 


1 


550 


TESERKDELSDWSLAGEDDRDS 

RHQRDSRRRPGGRGRSVSGGR 

GRGGPRGGKSSISSVLKDPDSN 

PYSLLDNTESDQTADTDASESH 

HSTNRRRRSRRRRTDEDAVLM 

DGMTAESDTASVNENGLAAKDV 

IEEHGPSEKA1NGPT\SASG\DDIS 

KLQRTPGERKRLIP*KKENTQE 

AAVLNGVS 


4345 


34713 


A 


4386 


1 


2063 


MAELTVEVRGSNGAFYKGFIK 

DVHEDSLTVVFENNWQPERQV 

PFNEVRLPPPPDIKKEISEGDEV 

EVYSRANDQEPCGWWLAKVR 

MMKGEFYVIEYAACDATYNEI 

VTFERLRPVNQNKTVKKNTFFK 

CTVDVPEDLREACANENAHKD 

FKKAVGACRJFYHPETTQLMIL 

SASEATVKRVNILSDMHLRS1R 

TKLMLMSRNEEA7XHLECTKQ 

LAAAFHEEFVVREDLMGLAIGT 

HGSNIQQARKVPGVTAIELDED 

TGTFRIYGESADAVKKARGFLE 

FVEDFIQVPRNLVGKVIGKNGK 

V1QELVDKSGVVRVRIEGDNEN 

KLPREDGMVPFVFVGTKESIGN 

VQVLLEYHIAYLKEVEQLRME 

RLQIDEQLRQIGMGFRPSSTRGP 

EKEKGYATDESTVSSVQGSRSY 

SGRGRGRRGPNYTSGYGTNSEL 

SNPSETESERKDELSDWSLAGE 

DDRDSRHQRDSRRRPGGRGRS 

VSGGRGRGGPRGGKSS1SSVQY 

RSN I HNCSTLKRI FL A S DMN I V L 

KDPDSNPYSLLDNTESDQTADT 

DASESHHSTNRRRRSRRRRTDE 

DA V LM DG MTESDTA S VNEN GL 

DDSEKKPQRRNRSRRRRFRGQ 

AE\DRQPAIDF1YKEVEKVVSL 

WQAKDVIEEHGPSEKAINGPTS 

ASGDDlSKLQRTPGEEKfNTLKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


4346 


34714 


A 


4387 


1 


1882 


CGSNMADVTVEVRGSNGAFYK 

GFIKDVHEDSLTVVFENMWQPE 

RQVPFNEVRLPPPPDIKKE1SEG 

DEVEVYSRANDQEPCGWWLA 

KVRMMKGEFYV1EYAACDATY 

NEI VTFERL RP VNQN KTV KKNT 

FFKCTVDVPEDLREACANENA 

HKDFKKAVGACRIFYHPETTQL 

MILSASEATVKRVNILSDMHLR 

SIRTKLMLMSRNEEATKHLECT 

KQLAAAFHEEFVVREDLMGLA 

1GTHG SNIQQ A R K V PG VTA I EL 

DEDTGTFRIYGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIG 

KNGKVIQE1VDKSGVVRVRJEG 

DNENKLPREDGMVPFVFVGTK 

ESIGNVQVLLEYH1AYLKEVEQ 

LRMERLQ1DEQLRQIGSRSYSG 

RGRG RRG PN YTSG YGTN SELSN 

PSETESERKDELSDWSLAGEDN 

RDSRHQRDSRRRPGGRGRSVSG 

GRGRGGPR\GGKSSISSVLKDPD 

SNPYSLLDNT\ESDQTADTDASE 

SHHSTNRRRR/SIRRRRTDVEDA 

VLMNGMTESDTASVNENGLVT 

VADYISRAESQSRQRNLPRETL 

AKMKKEMAKDV1EEHGPSEKA1 

NGPTSASGDDISKLQRTPGEEKI 

NTLKEENTQEAAVLNGVS 


4347 


34715 


A 


4388 


2 


421 


PRVRDSDTEDDSEAEHFESFIHP 

TAMMFTSTINLLQTLCLSAGVH 

AEIMQSEATKTLCGLUKSSPNR 

LVYREQHRSWCTLGFVQSIALT 

LQVCGALSSLQWITLLMKVVE 

GHAPFTATSLQRQ1LAVHLLQA 

VLPSWDK 


4348 


34716 


A 


4389 


269 


417 | 


DLNCKVGSCFEVYSS*KQGIN*I 
KLG DS KT* P* LSG PTSEN L KN SS 
LAE 


4349 


34717 


A 


4390 


1 


516 




4350 


34718 


C 


4391 


1 i 


1527 
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cpo 11) 

NO: 


erf) ir> no- 
of peptide 
sequence 


Met 
hod 


qfo in NO* 

inUSSN 

09/540,217 


l> UllCUllUC 

location of fu st 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4351 


34719 


A 


4392 


200 


1267 


TFSKASRGGNPHSMTKAPSDFR 

KARQTGIPGCSQLCSRYSLEPE 

QSALRLVCIQKLQESSTTCEDFF 

CPLCGRA WA VSTPLTDSPSPG H 

QPAVK*LGLVPFSDTHHPLPFQ 

VLSTDDTSSSSSCSSSCSASSSSP 

/SLLLLLLFLLLLLLLLMLLLKL 

FLLLLLFLL/RPPASPPLLPPALS 

PPL/HCSSSPSAPPASPPPAPPPPP 

APPPSPPPAPPPSAPSSPA PLPPA 

PASPPFSCSSSSCSSSCSSSSFSSC 

SSLSSSAQAEGSLRAPRESSPSL 

DPSAPQRVKVVPPQAGSGHRA 

GGALEMRPRGKKPWLHFRPGL 

RSRLPARSLRSRPAPTRWRLRSS 

G RFTG A ATATATA RT 


4352 


34720 


A 


4393 


1 


2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

A RHQKARSM PLQDQH L AL A I L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSIICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCR>fNEEVTLICKADLENHNK 

DGGFWIV1DEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

L Y ALSD AEDG RG\TL* WLQSS I F 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DHSQAFLQA1ADNNIQDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRIAQK1IRERRKKRIPKKP 

ESTADEEK1GNEESDLEEACI LP 

HSPINVDKRP1AIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

K WG DQDGPPPG LG R V IG ELG E 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

u i LL/L/Onor in IV i_> v i rvuv^nrvo w 

CMLGFVRSIALTPQVCGALSSP 
QWITLLMKVMKGHAPFPAASL 
QRQRWVAVSLPHALVKSGTVP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4353 


34721 


A 


4394 


266 


1110 


WARGGCARNALASGNAIQGGK 

CNPGLFPPSPNRLVYREQHRSW 

CMLGFVRS1ALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQLCPE/HTSCPVLKDFCKSVI 

TDVACSSLJSTLLVFWGGLLHT 

H K E A SES WRE A KSTS Y V A A AR 

EN EEDAKAEPPTPGIKPSDLVRL 

IHYQENSMGETAPM1QI1SHWV 

PPTTHGIYGSTIQDEIRVGVSYP 

G HTD A RG FQLLL V SG D FSIP Y W 

SLSSAYTSVNSSFVESLQSNLLK 

GILLPATIMTDPRTTGHQ 


4354 


34722 


A 


4395 


1 


734 


MVQLSGKRILNSPYLELRCHQN 

MDHLGWVIKKSLNRSEVSWVP 

GLEFPWGPKPFREVIAGPLLRN 

NGQSLESSSLEGSHVGVYFSAH 

WCPPCRSLTRVLVESYRKIKEA 

GQNFXEI I F VS ADRSEESFKQ YFS 

EMPWLAVPYTDEARRSRLNRL 

YGIQAHLFLTANAEDFDTTVQV 

NKIILITYRQNENSLSSLKTGET 

EAQGRLQGSPSNVRGHDPDRH 

A1PLSVNRWNPSKSSPSPAVWS 


4355 


34723 


A 


4396 


195 


1071 


LHEFDSSRDLTSGLGGARTHRR 

LGG PSDAPRGLPAPPPA PPVRPG 

/PRSPGPSAGTAR/DAPRPSVQM 

RAQRPARGSTKDLIETCCAAGQ 

QWAID1MDECLE1PESGTEDNVC 

RTAQRHCCVSYLQEKSCMAGV 

LGAKEGETCGAEDNDSCGISLY 

KASLTCGLQG RC LNPQQASMG 

LFSYDVQSSKKINRSIQEKLGG 

HGVCAATPGGGMRNCGRLRRS 

GQRRGGTDRCEAVLTGLFTRA 

LIREQMGDPHPLDHTGQLAKPL 

EVEKTPARWKYLDTNGEKEEP 

ELRTQCPSLYED 


4356 


34724 


A 


4397 


1 


520 


MMGEKAEKPDTKEKKPKAKK 

ADAGGKRNCRYSRSAMYSRKT 

TSRKKYSAAKSKVEKKKKFLA 

TVTKPVGVDKNSGTQVVKLHK 

MPRYYPTEDVPLKLLSHG/KKK 

PFSQH R/RRV VFLKQL V/SGTG P 

LVLNQVPLRRTHQKFVIATSTKI 

GSSNVKIAKRLTGAYFKKVWK 

PKHQE 


4357 


34725 


C 


4398 


67 


243 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4358 


34726 


A 


4399 


1 


333 


QRSCIENILRAC/VGLPPQNHML 

LEHKM\DAKRVGPVAATYPML 

NKKGPVPAATNGCTGDANGHL 

QEEPPMPTPGPGHTVSRLFLPA 

APHDPTLKAPTNNSAATQPSKN 

KKK 


4359 


34727 


A 


4400 


587 


1013 


G A A SAG RG PGPRA PG L WG RG P 

AAAGASLVPTDHVHLSYNHLG 

NNDGENLSAP/SQFRSKEVSKS 

N V VDD/M VQSN P V L YTPG EE PD 

HATRCWPHPSAGPSAADRAVP 

ARPAGAPATEPHAPGTQNGAP 

GPSLKRVGPVAATYPI 


4360 


34728 


A 


4401 


2 


334 




4361 


34729 


B 


4402 


257 


975 




4362 


34730 


A 


4403 


30 


365 


EEAETVLVGQLKQLSSCLAVH 

KYRPETKQEKKQRLLARAEKK 

AAGKGDVPTKRPPVLRAGVNT 

VTTLVENKKAQLV\CRKMGVP 

YCIIKGKARLGRLVHRKTCTTV 

AFTQVN 


4363 


34731 


C 


4404 


62 


217 




4364 


34732 


A 


4405 


2 


69 




4365 


34733 


A 


4406 


1 


951 


GTRPKMPKGICKAKGKKVAPAP 

AVVKKQEGFRKXW*1PWFEKR 

P\KNFGIGQDIQPQKRPPPLL*K 

WPRQYQACSGQRA1LYKR\LKV 

PPAMKPVSPRALD\RQT\ATQLA 

* A V AHK VQTQRQKQEKKQRLN 

LARADEEGCLAKGDVPNERDP 

PVPSSQEFNPVSPPLVKEQEKLK 

LV VN WHTDNADPH PSL VCLPC/ 

LCPAPVS*KMGGPFTCIIQGKRA 

RLWDRLVPQERPCTTCPPFT\QV 

N\SEDKVRLLAKAGLEA1QGPIY 

N* PDTM El RPSLGVGNVLGVPKS 

VAR1\AKARNRHKAKETATHTG 

LNVTLLSFLYYKKN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4366 


34734 


A 


4407. 


1 


1392 


MPDVSEEQKESVCTGSMMREE 

ESSRKGKVRTAGAKSSSSDRVP 

RLNQEEVESLNRPITGAEIVAIIN 

SLPTKKSPAPDGFTAEFYQRIRJ 

QQPIIRIQQPIKKLIQHDKVGFIP 

GMQGWFN1CKSINVIQHINRTK 

EKNHMIISIDAEKPFDKIQQCFM 

LKTLNKLG1DGTYLKHRA1YHK 

PTAM I ILNGQKLE A FPLKTGTRQ 

GCPLSPLLFN1VLEVLARAIRQE 

KE1KGIQLGKEEVKLSLFADDM 

IIYLENPTVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRIKHLGIQ 

LTRDVKDLFKENYKPLLNE1KE 

DTKKWKN I PCS WAGRISI M KM 

AILPKVIYRFNAIPIKLPMTFFTE 

LEKTTLKF1RNQKRAHIAKSILS 

QKNKAGG1TLPDFKLYYKATV 

TKTAWYWYQNRDIDQCTRTQP 

\SEITPHIYNYLIF 


4367 


34735 


A 


4408 


1 


1947 


MALRRLSHDVSGALLLANGES 

TGNSGGSSGSSPSGGATSGSSQ 

TS1SGDVVEACCSVLSMVCADP 

V YK VY V A AL\QCM LLVTLEDPS 

SHFTRMRRRLM/AYADEVEIAE 

AIQLGVEDTLDGQQDSF\CRHL 

FPTTIWKPQRTVP/LECTIHLEKT 

GKGLCATKLSASSEDISERLASI 

svgpsssi rm i ieqpkpmvq 

TKG RPH SQCLN SS P LSH H SQLM 

FPALSTPSSSTPSVPAGTATDVS 

KHRLQGF1PCRJPSASPQTQRKF 

SLQFHRNCPENKDSDKLSPVFT 

QSRPLPSSMIHRPKPSRPTPGNTS 

KQGDPSKNSMTLDLNSSSKCD 

DSFGCSSNSS/NCCYTXSDETVFT 

PVEEKCRLDVNTELNSSIEDLLE 

ASMPSSDTTVTFKSEVAVLSPE 

KAENDDTYKDDVNHNQKCKE 

KMEAEEEEALAIAMAMSASQD 

ALPIVPQLQVENGEDIIIIQQDM 

TFFRHIIPPIQWIYKKESANLLID 

STGQRLRIADFGAAARLASKGT 

GAGEFQGQLLGT1AFMAPEVLR 

GQQYGRSCDVWSVGCAIIEMA 

CAKPPWNAEKHSNHLALIFKKL 

LDFANTACDGDKESEVEDVET 

DSGNSPEDLRKEIMIGLQYQAEI 

PPYLGEYDGNEKDSPQPKKMT 

GVQNAKEVLST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*^Stop codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


4368 


34736 


A 


4409 


1 


4485 




4369 


34737 


A 


4410 


2 


927 


IDHMIGHKASLNKFKKIEHSSTL 

SGrfNG IKLEINSKRDLQN H ANT 

RK\LNNLLLNEHWVKNEIKMEI 

LKFFELNDHNDTTYQNLWDTA 

KATF\LLRGKFTALNAY1KKTER 

AQTDILRSHVKELEKQEQTKPK 

PSRRKE1TK1REELNEMETNKK 

KIQKINETKSRFFEQINKIDRSLA 

RLAKKRREK1QITSIRNKTGDTT 

TDTTE1QKI1QGYYEHLYAHKLE 

NLEEMDKFLEKYNPPSLNQEEL 

DTLN RTITSNKJEM VI K K LPTKK 

KSPG PNG FTAEF YQTFK\EEL VP 

ILS1LVHKTEKEGTLP 


4370 


34738 


A 


4411 


405 


517 




4371 


34739 


A 


4412 


1 


1197 


MEISELNAKLRSQEKEKQNEIIK 

LQLEKLQHFQEEKNKEIAILRN 

TIRDLEQRLSVGKDSHLKRENE 

QLK1SADLIKEKLKSHEQEYKN 

NIAKLVSEMKIKEEGYKKEISK 

LYQDMQRKGRIKVTCEWTCSE 

RKTEGREPGPVREPTGRSQSAE 

NEGSKTLAE1NTKGTQSPAERIN 

KIDRLLARLTNKRREKVQISSIR 

NKTGDIRTDTTEKQKFMQGYH 

EHLYMHKLENLKEMDKFLEIY 

SPPRLKRED1ETLSRPITISDIEM 

KNLK1PPKLPELINKFSKVSRYK 

1NVHKLVALLYANSDQTDNQIK 

NSTHFTIVAKKAYLGIYLTKDM 

KDLH KENSK/PLLKEI 1 DDTIK W 

KHIPCSWMSTTN1VKMT1LPKTI 

YKFNAII1KIPPSFFAERKKQS 


4372 


34740 


A 


4413 


1 


190 


MIQRKRASJGAPCAWVRKKEE 
EEEEEEEEEEEEEEEEEEEEE\K 
KKKKKKKERTTWLWGNPLT 


4373 


34741 


A 


4414 


303 


429 




4374 


34742 


A 


4415 


123 


252 




4375 


34743 


A 


4416 


1 


156 




4376 


34744 


A 


4417 


3 


351 


EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEENKEEEEEEEEEEEEGEEEE 
LGRLHGGSGKVRGLGFTENQQ 
GSTNRQHQREDNRKSKQKKIN 
NTK PEATESL1 VNG ITITA PA 


4377 


34745 


A 


4418 


1 


192 




4378 


34746 


A 


4419 


3 


259 




4379 


34747 


A 


4420 


1 


279 




4380 


34748 


B 


4421 


1 


708 




4381 


34749 


A 


4422 


3 


269 
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SEQ ID 

NO: 


SEQ l» NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4382 


34750 


A 


4423 


1 


322 


MAG KQG RSEG ASS WRLSSVLQ 

LNSQYFLQGAQQCTFLAATAW 

KKRKEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEXKKKKKKKK 

KKKKKKKKKKKKKKKXKJCKK 

KKKKKKKKJCKKKKKKKKKKK 

KKKKXKENPFSCF 


4383 


34751 


B 


4424 


327 


674 




4384 


34752 


A 


4425 


494 


960 


TRF Y DHA LHL I H RKG STT VRSP 

PPLYFIGESKASALLAISLRWSG 

RSQPRSSVNQIRKAWGFRPRKG 

TEE/DERSGCPSD ALESDDPM A 

YIHFTAEGEVTFKSILFVPTSAP 

RGLFDEYGSKKSDY1KLYVRRV 

FITDDFHDMMPKYLNFVKGVV 


4385 


34753 


A 


4426 


1 


2539 


VGGPRGWRCEDPNPGVGGGGG 

SCDRRGLETHRPHAMRALWVL 

GLCC VLLTFG S VRADDE VDV D 

GT V EED LG KS REG SRTDDE V V 

QREEEAIQLDGLNASQIRELRE 

KSEKFAFQAEVNRMMKLIINSL 

YKNKEIFLRELISNASDALDKIR 

LISLTDENALSGNEELTVKIKCD 

KEKNLLHVTDTGVGMTREELV 

KNLGTIAKSGTSEFLNKMTEAQ 

EDGQSTSELIGQFGVGFYSAFL 

VADKVIVTSKHNNDTQH1WES 

DSNEFSVIADPRGNTLGRGTTIT 

LVLKEEASDYLELDTIKNLVKK 

YSQF INF P 1 Y V WSSKTETVEEPM 

EEEEAAKEEKEESDDEAAVEEE 

EEEKKPKTVKKVEKTVWDWEL 

MN DI KPI WQRPSKE VEEDEYKA 

FYKSFSKESDDPMAYIHFTAEG 

E VTF KAS I L F VPTS A P RG\LFD\D Y 

GSKK\SDY1KLYV\RR\VFITD\DF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VP*NRWDMIKKI/SLDDKYNDT 

FWXKEFGYQHSSLVVIEGPLRJR 

TRLAKLLR\FQSSHHPTD\1TSLD 

QYVERMKEKQDKIYFMAGSSK 

KEAESSPFVERLLKKGYEVIYL 

TEPVDEYCIQALPEFDGKRFQN 

VAKEGVKFDESEKTKESREAVE 

KEFEPLLNWMKDKALKDKIEK 

AVVSQRLTESPCALVASQYGW 
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SKQ ID 

NO: 


btsKl ID riOl 

of peptide 
sequence 


Met 
hod 


bhQ ID INU: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


l\ lICICUlluc lULdltOIl vl laM 

codon for last amino acid 
of peptide sequence 


av in I n o aciu aci|ucnt.c \ /v uiiKiiuwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4386 


34754 


A | 


4427 


2 


622 . 


PARAALGILTSHQSGFLKTSTSK 

mSTAWKMKDITMQSTKQYAC 

LHDLTNKGIGEEIDNEHPWTKP 

VSSENFT\SP\YVWMLDAEDLA 

D1EDTVEWRHRNVESLCVMET 

ASNFSCS\TSGCFSKDIVG\LRTS\ 

ACWQQHCASPAFAYCG\HSFCC 

TGTALRTMSSLPESSAMW*KKJ> 

ARTRLPRGKDLIYFGSEKSDQE 

TGTLLLPVSS 


4387 


34755 


A 


4428 


2 


1421 


QHCSQKDTAELLRGLSLWNHA 

EERQKFFKYSVDEKSDKEAEVS 

EHSTGITHLPPEVMLSIFSYLNP 

QELCRCSQVSMKWSQLTKTGS 

LWKHLYPVHWARGDWYSGPA 

TE L\DT\EPDDE WVKN R\KDESR 

AFH E WDEDADIDESEES AEESI 

AIS!AQMEKRLLHGLIH\NVLPY 

VGTSVKTLVLAYSSAVSSKMV 

RQILELCPNLEHLDLTQTDISDS 

AFDSWSWLGCCQSLRHLDLSG 

CEKITDVALEKISRALGNSGHL 

HQSGFLKTSTSKITSTAWKNKD 

ITMQSTKQYACLHDLTNKGIGE 

E1DNEHPWTKPVSSENFTSPYV 

WMLDAEDLADIEDTVEWRHR 

NVESLCVMETASNFSCSTSGCF 

NHRPWSQNEYEQLNYAKQLKE 

RLEAFTRDFLPHMKEEEEVFQP 

MLMEYFTYEELKDIKKKVIAQ 

HCSQKDTAELLRGLSLWNHAE 

ERQKFFKYSVDEKSDKEAEVS 


4388 


34756 


B 


4429 


70 


348 




4389 


34757 


A 


4430 


2 


371 




4390 


34758 


A 


4431 


1 


907 


MGHRINIVCKIDAPCARQTRTF 

H P V V KT V EDCG R YPS ViEFG K Y 

EIQTWYSSPYPQE Y A RN LA KJEG 

KMG EREM S F VQQLQPM SG RCS 

LF\RELSSCTYLLNTQPP/AVS1H 

FLAVWIILLVDGNMSKIYCQNL 

CLLAKLFLDHKTLYYDVEPFLF 

YVLTKNDEKGCHLVGYFSKWT 

VLQGQWQVQGIAHFSRALTYLI 

CFSFPQEKLCQQKYNVSCIMIM 

PQHQRQG FGRFLIDFIbr PRLTIG 

ASFTQLRKQSMSNST\EIPLLGD 

NGKSSPTFHWQSLTSSPNAHFS 

LEAQLSILGHLFQSP 
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NO: 


cca in ma. 

of peptide 
sequence 


{Viet 
hod 


cca in Mrt- 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


A m2m t\ apiil t*nn^nrr / Ysl InLnnivn 

Amino aciti scqucim. \ a uiiKiiywn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4391 


34759 


A 


4432 


1 


3468 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEEC1TRITNKRNFKP 

TKIKRDKEGHYIMVKGSIQQEE 

LTILNIYAPTGAPRF1KQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHSKSTEYRFFSAPH 

HTYSKIDHLLGSKAFLSKCKRT 

EHTNYLSDHSAiKLELRIKNLTQ 

NRSTTWKLNN 


4392 


34760 


A 


4433 


3 


1900 


FNKCMTLKFRLICNFSRJNKJDTP 

LARL1KKKREKNRIDTIKNDKG 

DITSNPTE1QSTIREYYKHLYTN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSElMAirNSLPT 

FCKSPG PDG FTA KF YQRYKEEL V 

PFLLKLFQS1EKEG1LPNSFYEAS 

IILIPKPGRDTTKNENFRPISLMN 

IDAKILNKILANRJQQHIKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

IQHISRTKDKNHMNS1DAEKAF 

DKIQQPFMLKTLNKLG\1KYLGI 

QLTRDVKDLFKERS/YEPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWNQKRALIAKSI 

LSQKN KAGG 1TLPDFKL Y YK AT 

VTKTAWYWYQNRDIDQWNRT 

EPSEITLHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDYMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEKIFATYSSDKGLISRIYN 

ELKQIYKKKTNNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AIIKKSGNN 


4393 


34761 


A 


4434 


2 


1932 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4394 


34762 


A 


4435 


1 


2571 


MKAEIKM FFETN EN K DTTYQN 

LWNTFKAMCRGKFIALNAHKR 

KQERSNTDTLTSQLKELKKQEQ 

THSKPSRRQEITKIRAEMKEIET 

QKTLQKIKESRTWFFEKINKIDR 

LL ARLTKKKREKNQID A 1 KNDK 

GDITTDPTEIQTTIRJEYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSE1EAIINSLP 

T/KKCPGPDGFTAEFYRRKRG\I 

LPNSFYEASI1LIPKPGTDTTKKE 

NFRPISLMNIDVKILNKILANRI 

QQHIKKL I H HDQ VG FI PGMQG 

WFNIRKS1N1IQHINRAKDKNH 

MIISIDAEKAFDKIQQCFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

IILNGQKLEVFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

GIQLGN EEVKLSLF ADDM I V YL 

ENPIISAPNLLKLINNFSKGSAY 

KIKVQKSQAFLYTNNRQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRINIMKMAILPK 

VIYRFNAILIKLPMTFFTELEKST 

LKFIWNQKRARIAKS1LSQKNK 

AGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNGTEPSEIM 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRW1KDLHVRPKTI 

KTLENLGNTIQDIGMGKDFMSK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4395 


34763 


A 


4436 


1 


1965 


MTLESEQTFVYAVTATQTGAK 

EGTRMSKSNVAGQQGDSGEKA 

LQKTYQKILREKESALEAKYQA 

MERAATFEHDRDKVKRQFK1F 

RETKENEIQDLLRAKRELESKL 

QRLQ AQG IQ VFDPG ESDS DDNC 

TDVTAAGTQCEYWTGGALGSE 

PSIG SMIQLQQSFRG PEF AHSSI D 

VEGPFANVNRDDWDIAVASLL 

QVTPLFSHSLWSNTVRCYLIYT 

DETQPEMDLFLKDYSPKLKRM 

CETMGYFFHAVYFPIDVENQYL 

TVRKWEIEKSSLV1LFIHLTLPRJ 

KYLGIQLTRDVKDLFKENYKPL 

LNEIKEDTNKWKMLCSWTGR 

NNVMKMATLPKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQKR 

AHIAKTILSEKNKAGGIMLPDF 

KLYFKATVTKAAWYWCQNRD 

IDQWNRTEASEITPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1KDLNVRPKTI KTLEENLG 

NAIQDIGMGKDFMTKTPKAMA 

TKAKIDKWDLITCLKSFCMAKET 

PIGVNRQLTEWEKIFA1YPSDKG 

LISRIYKELKQTYKKKTNNPIEK 

LAKEMNRHLSKJEDIYAANRHK 

KKCSSSL V 1 REMQIKTT/MRYH L 

TP VRM A 1 1 K KSGNNRC WRGCG 


4396 


34764 


A 


4437 


300 


476 


PDLSL WLPLTFFPSFQL W* I*QL 

CVLELLFSRSIFVAFSVFPEFES 

WPALLGWGSSPG 
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5I>V 

NO: 


crn in no. 
of peptide 
sequence 


{Viet 
hod 


Oty ll> t>\Jl 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino ncid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


4397 


34765 


A 


4438 


413 


1689 


QKLYKPERIKYLGIQLTRDVKD 

LFKENY/KLNEIKEDTNKRKNlP 

CSWVGRJNILKMAILQKVIYRF 

NAIPIELP1TFFTKLEKTTLRFIW 

NKKRVH1AKS1PSKKNKAGGIM 

LPDFKLYYKATITKTAWYLYQ 

NRD1DQWNRTEALGITPHIYNH 

L IFDK PDKN KQRG K DSLFNK W 

CWENWLVICRKLKLDAFLTPY 

TKINSRW1KDLNIRPKTIKTLEE 

N LGNTI QG IG M G KDFMTKTPK 

AMATKAK1DKRDL1KLKSFCTA 

KETNIRVNRQPIEWEKIFAIYRS 

DKGLISRIYKELKQIYKKKTNN 

SIKKWAKDMNRHFSKEDIYAA 

NRHEKKWSPSLVTREMQIKT1M 

RYHLTPVRIMTIKMSGNNRCW 

RGYGEIGMLLHCWWECKLVQ 

ALWKTVWRFLKDLELEIPFDPV 

IPLLGIYPKDYT 


4398 


34766 


A 


4439 


3 


2404 




4399 


34767 


A 


4440 


1 


1572 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTRINSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

AI EDQTNEINNGENGTKLENTL 

QDI1QENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKVLEVLARAI 

SQEKEIKCTQLGKEEVKLSLFA 

DDM1VCLENPVVSDHNVLKLIS 

NFSKVSVYKTNVQKSHAFLYTN 

NRQTESQIMSELPFTITTKRIKY 

LGIQLTRAVKDFFKEKYKPLLN 

EIKKDTNKWKNIPCSCIGRINIM 

KMAIVPKVIYGFNAIPIKLPRTF 

FTE L EKTTLKF1 W K KKG A KTI LS 

IKNKAGGIMLPDFKLYYKATVT 

K 1 A WYWYQN RY1NQRN RTETS 

EITSHIYNHL/IFDKPDKNKKWG 

KDSLFNKWCWENWL 


4400 


34768 


B 


4441 


1 


1558 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4401 


34769 


A 


4442 


837 


4329 . 


TWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YTFF/LAPHHTYSK1DH1VGSKA 

LLSKCKRTEI1TNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


4402 


34770 


A 


4443 


1 


816 


MRRDYPVKAFTSRKREQHVQK 

VPSKKSRQVQRTERRFLETTPD 

LLYQKEKDLLLISSSKKQPRPG1 

ERHYMMTQGSIHQEDVAILK/V 

YTSNKRASKYIQQ/TLLEIKGKI/ 

AHPQ1VGDFNTPTSTIDRT1RQQI 

SIEFYDTIKQWDLTDTCRTGHPI 

TEYIFCSGAHLTFTK1NH1QGPK 

RILKRFKRIE1IECVLVLKGCQA 

KNRKKEEDLQTYWMLNIYGPH 

YRSGSYAA1HRQETICSGQLSQ 

ALRDRFAMNAKLLLSLAAHLW 

VIKLDFM 


4403 


34771 


A 


4444 


87 


307 




4404 


34772 


A 


4445 


1 


534 


MEESRGAKPPPALLPGDATLPP 

GSLGSARHPPEP/RPVPGP/PPHQ 

TCPGPSACSSRRPEPRSSPGSPA 

RAPPAPPPPAAPAPRCEPPLWLL 

LRVPCPGRSGWSWMTT*I/SERP 

VQKRARSGPQPRLPPCLLPLSPP 

TA PDRATA V AT\PP V LG PMS S W 

SPRRAGGPTRPCTALQALSIPA 


4405 


34773 


A 


4446 


164 


660 


YPSGRRLREPADVADAWDGME 

ESRG AKPPPALLPG DATLPPVA P 

SGQLGTRPSPPSSRPSPHQTCPG 

PSACSSRRPEPRSSPGSPARAPP 

APPPPAAPAPRA/SPRRPLPAPRS 

ASVPAFSAPPSQWPEVGPSPCA 

LRRAMPRGPGPPPEPRLVAEPG 

EDAAPTAGR 


4406 


34774 


A 


4447 


1 


417 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


4407 


34775 


A 


4448 . 


1 


1802 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQTYQVIPEVIKNFIQYFHKTVS 

DLIDQKVYELQASRVSSDVIDQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRH1YAKVSGGPSLEQ 

RFES Y YN YCNLF1M Y 1 LN ADGPA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEE1DFLRSNP 

Kl WN VHSVLN VLHSLVDKSN IN 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLEN1ELNKKSMYS 

RVPECQVTTYYYVGFAYLMMR 

RYQD A I R V F ANI LL Y 1 QRTK S M 

FQRTTYKYEMINKQNEQMHAL 

LAIALTMYPMRJDESIHLQLREK 

YG\DKMLRMQKGDPQVYEELF 

SYSCPKFIASPVVPNYDNVHPN 

YH KE\PFLQ\QLKGVF* * SSSQQ 

AQLS/TPIRSFLKLYTATMPWAK 

LAGFPGPSQSQEF\RIPGFFVFKQ 

QDERTSVWTQRVFSAPGW*NF 

SQASEVDF\Y1\DKDMI\HIADTK 

VA\RRYG\DFFIRQI\HKF\EELNR 

TLKEGWGQRPWMIFHTHFREP 

GFECIIGQGSVFC 
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SEQ ID 
NO: 


SFO ID NO* 
of peptide 
sequence 


Met 
hod 


SKO ID NO* 
in USSN 
09/540,217 


N iirl^AtiHi* 

1 ' IHIvUllUC 

location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ariil cpnuence i X s Unknn\vn 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4408 


34776 


A 


4449 


1 


1722 . 


MNIKAKILNK1LANRJQQHIKKL 

IHHDHVSF1PRMQGWFNIHKPIN 

VIHHINRTNDKNHMIIS1DAEKA 

FDKIQHPFTLKTLNKLDDMTVY 

LENPIVSAQN LLKLISN FSKVSG 

YK1NVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGR1MVVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSIVLSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRDIDQWNRTE\PSEI 

MP H I YNHLTFDKPD KN K.Q WG K 

DSLFNKWCWENWLA1CRKLKL 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNTVQD1GMCKD 

FMTKTPKAMATKAKIDKWDLI 

KLKSFCTSKETIIRVNRQPTEWE 

KMFAIYPSDEGLISRJCKE/LFKQ 

IYKKKNHPIKKWAKDMNRHFS 

KED1YVANKHMKKSLSSLV1RE 

MQIKTTMRHHLTPVRMTIIKKS 

GNNRFWRGCGETGMLLHCWW 

ECKLVQPL*KIVW*FLKDLESEI 

PSDSAIPLGGIHPKAYKSFYY 


4409 


34777 


A 


4450 


1050 


1147 


PGEWHGQGSPRCWR*PLPQRC 
GHLLSCRWRTP 


4410 


34778 


A 


4451 


1 


614 


MEELVDEGLVKALGVSNFSHF 

Q1EKLLNKPGLKYKPVTNQNSL 

GTMQNRAGFPRDEDCLLLQVE 

CH P YLTQEKL IQ YC H SKG ITVT 

A YSPLGSPDRP WA KPEDPSLLE 

DPKIKEIAAKHKKTAAQVLIRF 

HIQRNVIVIPKSVTPARIVENIQN 

TEHYKYCGLCVGPNLEKNLYP 

VDRM/WKNSCGQFVL*ISSHLE 

DYPFNAEY 


4411 


34779 


A 


4452 


2 


240 


WMELESLSHFQIEKLLN/KPGL 
KYKPVTNQ VNSIQFKGSILEEG 1 

\ /xi n 4/* > r\r\cc \ a \ i \ /c a nrr\nn\/r , A 
VNMuUUboMriVbArbDrPVGQ 

DVEAEDSDTDDPDPV ! 


4412 


34780 


A 


4453 


1 


1019 




4413 


34781 


A 


4454 


I 


2028 
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SEQ ID 

NO: 


of peptide 
sequence 


Met 
hod 


crA irv ma, 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4414 


34782 


A 


4455. 


3 


1045 


DFTSENFSAAWYLIENHSNTSF 

EQLKMAVTNLKRQANKKSEGS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADST\RNALNVL\QRFKFLFN 

LPLNIERNIQKGDYDVVINDYE 

K\AKSLFG\KTEVQVF\KKYYAE 

V\EPRV£ALRELLL\DKLLETPST 

LHDQKRYIRYLSDLHASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVQVLDSQFSGSALRRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIKMMCL 

GNSEKDWPKFRGVGEDAGLLA 

ARECGALLV1RHLINAVRAIVP 

NKSNNEI I L VLQHFDNC VDKATV 

QAFMEGSASEVLKEWTVTGKK 

KLLLQGEEELARLPFITGGSGSC 

YSSSTLAVEEECRVLA 


4416 


34784 


A 


4457 


1 


276 


MEDEMEGLTEAGFRRWVTTNS 

AELKEHVLTQCKEAKNLDKRL 

EELLSRITSLERDISDQME/RELC 

EAYTS1NSQINQAEERISEFEDH 

LAEI 


4417 


34785 


A 


4458 


3 


361 


EMVHRKKKAVHRTATADDKK 

LQFSLKKLEVNNVSGIEEVNMF 

TNQGTVIHFNXAEMPANSFTITG 

HAETKQLMEMLPSILNQLGAH 

CLTSLRRLAEALPKQSVNGKAP 

LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKFPEGARQGGTGQR 

RRRKAMRRTGAPAQADSRGRG 

RARGGCPGGEATLSQPPPRGGT 

RGQEPQMKETI MNQEKTRHTC 

RAQWRIGGKGTARRKKKVVH 

RG A AS/A DDKKLQF\S LKKVLG V 

NNISGIE\EVNM\FTN\QGTSGST 

FNMP*KFQGISWPANTFHHLQG 

HAEDKGS*QEMLAQHLKPSLG 

ADSLTSLRRLAEALPKQSVDGK 

APLATGEDDDDE\VPDLV\ENF* 

* R L PRN E ANLN L SQLLKI K P 


4420 


34788 


A 


4461 


1 


1527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( «\=Unknown, 
*=»Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4421 


34789 


A 


4462 


8 


327 . 


LI WQLTFTKTI KS/CEEYGK 1 VST 
KA ILDKNTNQCKGMCKG I RTL 
KSCLCYLINGSSIVEVQKRLAY 
AGTLEPSLVHQVYSELSYYKLP 
GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEG RE K WRG RRKDG RKEG R 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KG TEG KGT EG KG KERKG K EG K 
GKERKGKERKGKERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERKGKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


I 


1344 




4424 


34792 


A 


4465 


3 


373 




4425 


34793 


A 


4466 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTS1YRSEV 

FC AH RH LHPPQL VC ARGH 1 GSA 

H L S V DRG SLI WE VL EST V W A RT 

NEWSPVTRTVLISALASTH1PQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 


4426 


34794 


A 


4467 


3 


415 




4427 


34795 


A 


4468 


396 


676 


LCFPYAERPDLQFLC* DLCARSP 
Y LLQ AQKYLQEF* A 1 PHLDQQT 
EPPDPS VSF Y LLDCTLNCTAQH 
KTC*KKSIGL*EQNQQTLSSIPY 
SHT 


4428 


34796 


A 


4469 


1 


858 


M E WEDNLPLELGRT V AKLLSD 

HSQTPLGIQMFLLFSLSLRKSPL 

VCLSYLFNFRFTLESEVQHLSG 

A ITLT A WPKI PFLG I RE A KSPRS 

ENTRLATILEAGHRHLGTSVSK 

DHPVTFWRPRRDLQSDLKQIKI 

DLGKFSDNPDGYIDVLQELGQS 

FDLTWRDIMLLLNQTLTPNERS 

ATITAAREFGDLWYISQVVAAV 

AGLVSEAVKUQG\LTVWT/SHD 

VNG1LTAKGDLWLSDNHLLKY 

QALLLEGPVLRLRTCATLNPAT 

FLPDNEEKIEHMCQQV1AQTYA 


4429 


34797 


A 


4470 


918 


1939 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4430 


34798 


A 


4471 


3 


2693 


PQVCLTIESQEVNCLLDAG AA F 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVKAGAII 

HLN1GEGTPICRLLFEEGISPEV 

W ATEGQ YGQ A KN A HF V Q V K L 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILG VQKPKRQ WRLVQDLRI IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFCIPVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQ ATQALLN F LTTCG YK VSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

G FLGITGFCR1 WI PR YG K I ARPL 

YTLIKETQKANTHLVRWTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKKAT*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAAIAVLI 

SKAVKMIQ*RDLTVWTSHDVN 

G1LTAKGDLWLSDNHLLKYQA 

LLLEGPMLRLCTCAALNLDTFL 

PHNEEKIEHNCQQVIAQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVG YA VVSDNG ILES 

NPLTPGTSAQLAEL1ALTWALE 

LGEGKRVNIYTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERR\CDGLQD 

CGDGSDEAGCPDLACGRRLGSF 

YGSFASPDLFGAARGPSD1HCT 

WLVDTQDSRRVLLQLELRLGY 

DDYVQVYEGLGERGDRLLQTL 

SYRSNHRPVSLEAAQGRLTVA 

YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRFAVFTGAFHALSFLLSFVV 

LCCTYLKGLKVARFHCKRJDV/ 

M H H A DA RA AGG PA PQC AGTLS 

\EEQKRRRQRATKKISTFIGTFL 

VCFAPYVITRLVELFSTVP1GSH 

WGVLSKCLAYSKAASDPFVYS 

LLRHQYRKSCKEILNRLLHRRSI 

HSSGLTGDSHSQNILPVSE 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
**=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4435 


34803 


A 


4476 


1 


332 


ERGRQEMSAKLRPPAEPPCVPA 

RJSP*RPS*RQ*MERRCPPWRCS 

PMPC/CFFREHALQVRCGPTSA 

DCGRDPLFSPHPKPLPHPVPD1G 

WVATAGAQRSSSPVPSSLFVW 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALTTALM 

PPDN R FG ENTP A APANG HC A P\ 

EPDITLVQDHSELPIGAAATMA 

HEIGHSLGLSHDPDGCCVEAAA 

ESGGCVMAAAT/GVRGHPFPRV 

FS/SCSRRQLRAFFRKGGGACLS 

NAPD/TRTPGAAALCGNGFVEA 

GEEC YC VS\GQECRDLCCFA rfN 

CSLRPGAQCAHGDCCVRCLVR/ 

CMEGSGSHQLPRLVPGGDSAEI 

LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNLVFL 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKKIHTREYSYKCE 

ECGKAFNWSSTLTKHKIIHTGE 

KPYKCEECGKAFNRSSNLTKH 

KIIHTGEKPYKCEECG\KAFNRS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFSILNKHKR1HMGR 


4438 


34806 


A 


4479 


1 


588 


MLGKVQQQEQT1AKDLVVTKY 

KMCGGT/DIANRVLRSLVEASS 

S\GGQDYILKEGDLVKIDLGVH 

VDGFIANVTHTFVVDVAQGTQ 

VTGRKGDVIKAAQLCVEAALC 

LVKPGNQN1QVREAWSKVALS 

FNCMPIEGMLSHQLKQHV1DGE 

KNIIQNPTDQQKKDHEKAEFEV 

HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKTIIQNPTDQQKKDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

KLLFQAKDAGQRTTIYKRDPSK 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540\217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 

LARAFARPLLEDRGDSDHSLW 

LGRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQTIVD/DSLVVT 

KYKMGGD1ANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGKI 

FKKEKEMKKGIAFPTSISWNNC 

VCHFSP/L*KSDQDYILKEGDLV 

KIDLGVHWDGF1ANVAHTFVV 

DVAQGTQVTGRKVADV1KAAH 

L\CAEAA\LRLVKPGNQNTQVT\ 

EAWNKVAHSF\NCTPI\EGMLSH 

SLKQHVIDGEKP*FQNPTDKQK\ 

RAHEKADFEVH\DVYAVEGLV 

KPQERARPKDAGQRTTIYKRDP 

SKQYGLKMKTSRAFFSEVERRF 

DA M PFTLRA FEDEKKARMG V\ 

VECAKHEL/VWQPFNVLYSGRE 

GDFVCPVLNFTVIALMPNGPML 

ITSGPFEPDLYKSQMEVQ\DAEL 

KALLQSSASRKTQKKXKKKAS 

KTAENATSGETLEENEAGD 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


34811 


A 


4484 


1 


1312 


MSSKGSVVLAYSGGLDTSCILV 

WLKEQGYDVIAYLANIGQKED 

FEEARKXALKLGAKKVFIEDVS 

REFVEEF1WPAIQSSALYEDRYL 

LGTFF\ARPCIARKQVEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAPXQIKVIAPWOIMPEFYNR 

FKGRNDLMEYAK\QHGIPIPVTP 

KNPWSMDENLMHISYEAG1LE 

NPK.NQAPPGLYTKTQDPAKAP 

NTPDILEIEFMCKGVPVEGGPTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRGILRRPQAG\TILYHAHLDIE 

AFTMGGDRAQ1PNQGLGFEFVE 

LG V Y R FSGTA PECEL VGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

SLG PE VPHCSLYNE\ELVKHGT 

CQGDYE\PN*LPPGFIQTSISLKA 

EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 
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SEQ ID 

NO: 


SbQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 . 


KTTTLEDNLGNTIQDIGPGKDF 

MMK1PKANATK1K1DEWDL1KL 

KSFCTAKATTKRVNKHDESLRS 

HYE*WGMLTDCVVMRDPNTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSRED 

SQRPGAHLTVKKIFVGG1KEDT 

GGFAFVTFDDHDSVDKJVIPKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRGRSGRGGGFGGNENFG 

CGG1MFSGHGGFGGSHDGGGYG 

G SG DG YNG FGNDGG YPGGGPG 

YSGGSRGYGSGGQGCGNQDSG 

YGRSGSYDSCNKGGRGGFGSG 

SGSNFGGGGSYNDFGNYNNQY 

SN FG PM KG GN F/GG RRSG P* GD 

GGQYFAK.PPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 


3 


333 




4448 


34816 


A 


4489 


1 


1676 


MRDPNTKRSRGFGFVTYATVE 

EVDAAMNTTPHKVDGRVVEPK 

RAVSREDSQRPGAHLTVKX1FV 

GGIKEDTEEHHLRDYFEQYGKI 

EVIE1MTDRGSGKKRGFAFVTF 

DDHDSVDKIVIQKYHTVKGHN 

CEVRKALPKQEMASASSSQRG 

RRGSGNFGGGRGDGFGGNDNF 

GRGGNFSGRGGFGGSCGGGGY 

GG SGDG YNG FGN DG SNF* G\GG 

SYNDSGNYNNQSSKFEPMKGG 

NFGGRSSGPYGGGGQYFAKPQ 

NQAARCVAARWLFRTEARLVF 

LQKFPPWAVVEVVTVIVAAPA 

AATATTRDGGGCSRNCNIPEVF 

PELLGCPNRRGPPGGVREKQQQ 

TNSKSTRRQE1TKTIAELKEIETR 

KTLQKINESRSWFYEKINKVDR 

LLDRLIKKKREKSQIDA1KNDIG 

D1VTDPAEIQTTIKEYYICRLYAN 

ELENLEEMDKFLATYSLHSLNQ 

EEVESLNKPVTSSEVEAVTNSL 

PTKKSPGPDGFTVLLEVLAPAIR 

QEKE1KH1PIGREEVKLSLFADD 

VIVYLENPIVSAQNLLKLISNFS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 


MKCLKFrNHKElLEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSETIFKDLFKVPVLKETl 

YYKFYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNMKKTHQF 

VI VFFKTDEH LS A RG RRRRS I V K 

VSLLPAVIGLKSKFLKKPDQLR 

KLFMGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATWEEVDAAMNARPH 

KVD\GRV\AEPKRAVSREDSQRP 

GAH1/TLVKKIFVGGIKEDTEEH 

HLRDDYFEEIILNSMEKIEVMEI 

MTVDRGSGKKRGFAFWTFDDH 

DSVDKIVI\QKYHT/VGNGHNCE 

VNRKALSKQEDG * VLHPAQRGN 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGT\RG\ 

GGGYGWQWGMAYNGFGNDGN 

SNFGGGG\SYNDFG\NYNNQ\SS 

NFGPM KGGNFG\G RSSG P YG\G 

GGQYF\AKPR\NQGGYGGSSSS\ 


4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILA1STLLKIITGELL 

QSFGDGLLWNLVIGIRGIDGLSP 

KVRKVLQLLRLRQIFN/GTFVK 

LIKVTVNMLRTVEPY1AWGYPN 

LKSVNELIYKHGYGKISKKRIA 

LTDNVLIARSLGKYGIICMEDLI 

YE1YTVGKRFKEANNFLWPFKL 


4451 


34819 


A 


4492 


I 


1983 




4452 


34820 


A 


4493 


1 


1527 




4453 


34821 


B 


4494 


1 


2211 




4454 


34822 


A 


4495 


1 


2478 




4455 


34823 


A 


4496 


2 


1544 




4456 


34824 


B 


4497 


1 


2151 




4457 


34825 


A 


4498 


1 


744 




4458 


34826 


B 


4499 


1 


2172 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4459 


34827 


A 


4500 


1 


2535 . 


MKSGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNL1QNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

RE1VPVYEVLSVITGLQIQVFSG 

KEADSV1KRSIGWGPFFKPRTK 

DKNHM1ISIDAEKAFDKIQQHF 

MLKTLSKLG1DGTYLKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKG I QLGKEE VKLSLF A DD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKJNVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFKENYKPLLNE1K 

EDTNK WKNIPCS W VG RINI VK 

MA1LPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWYQKRARJTKSI 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKTIKTLEENLGIT1QDIGMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


4501 


1 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possi We nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


ENKDTTYQNLWDAFKAWCRG 

KFIALNAHKRKQEKSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KJRAELKEIDTQKTLQKINESRS 

WFFERINK 1 DRPLARLIKKKREK 

NQTDTIKNCKGDITTDPTEIQTT 

IRJEYYKHLYANKLENLEEMDK 

FLNTYTLPRLNQEEVESLNRPIT 

GAE1VA1ISSLPT/K/KSPGPDGFT 

AEFYQRYKEE/LEKEGILPNSFY 

EASI1LIPKPGRDATKKENFRPIS 

LMNIDAK1LNKILAKRIQQHIKK 

LIHHDQVGFIPGMQGWFNIRKS 

INVIQHINRTKDKNHMUSIDAE 

KAFDKIQQRFLLKTLNKLGIDG 

TYFKI1RAIYDKPTAN1ILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDM1VYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

Q AFL YTNNTQTESQI MSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKDDTNKWKNIPCS 

WVGRIN1VKMA1LPKLPMTFFT 

ELEKVTTLKFIWNQKRACIAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY W YQNRD 1 DQWN RT 

EPSEIMPPIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGIT1QDIGL 

GKDFMSKTPKAMATKAK1DK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAK1LNKILPNQIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIILIDAEK 

SFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLE 

VFTLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKQISNFSK1SGYKI1MVQKSQA 

FLYTNNRQTESQIMSEIPFTIAL 

KR1KYLGIQLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 




4468 


34836 


A 


4509 


525 


673 


RDSWGTCPVSGAGKVDWPPSS 
* H H R* HQQWCCGM PHQLSTKE 
N1S1KDHLTK£KRKGGAV*R!I 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVKQYISKM 

1EDSGPGMKVLLMDKETTGIVS 

MVYTQSEILQKEVYLFER1DSQ 

NREIMKHLKAICFLRPTKENVD 

YHQELRRPKYTIYF1YFSNVI\SK 

SDVEVIGLKLIEQEVVAEVQEF 

YGDY1AVNPHLFSLN1LGCCQG 

RNWDPAQLSRTTQGLTALLLSL 

KJCCPMIRYQLSSEAAKRLAECV 

KQViTKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLGINNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSMIKNLMEDFQKKKPKE 

QQKLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLEVSEVEQELACQNDHSS 

ALQN1KRLLQNPKVTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVAITK 

QF L KG L KG VGM V\ YTQLQ PF\L 

HVETLDH L 1 KG RLKENL YP YLGP 

STLRDRPQDIIVFVIGGATYEEA 

LTV YN LN RTTPG VRI VLGGTTV 

HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


4511 


1 


1335 


MAPVTMMGYRSGKMGILADV 

QLQVGPPGPWLHLVV1APVPEC 

ITG1GIFSSWGSPDVGPLLYDIR 

AIMWG SL APAENT WI LGNNHR 

RFLAQLKPRVIMQDFSNV1SKS 

DVKSLAEADEQEVVAEVQQVI 

TKEYELFEFRRTEVPPLLLILDR 

CDDAITPLLNQWTYQAMVHEL 

LGINNNRIDLSRVPGISKDLREV 

WSSAEIDEFYANNMYLNFAEIG 

SN I KIM LM EDFQKKKPKEQQKL 

ESIADMKAFVENYPQFKKMSG\ 

TVSK\HVTVVG\ELSRL\VSERN 

L A G RFSE VE A RN WAGQN DHS\ 

S A LQN 1 KRLLQN PK VTEFDA AR 

LVML\YA\LHYERHSSNSLP\GL\ 

MMDLRN\KGVFWRKYSKARVL 

AVVEYGGKRVRGSDLFSPKDA 

VA1TKQFLKGLKQQEIVNCVLA 

A AN V Y 1 KQLPLS1QPS ASLNGCI 

SLEKKPLVSTQRN 


4471 


34839 


A 


4512 


1 


816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4474 


34842 


A 


4515 


170 


373 


HSPRGSTASF/CEVSETKNPPIPD 
TPATREAEGLRSRLAVYSTRDS 
PCVACSGSYTQAQGSLGRKFQ 
DP 


4475 


34843 


A- 


4516 


262 


358 




4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHD*NTKSNGTKSNGNKSQN* 
Q\WDL1NLKSFCTAKETT1RVNR 
QPTEWEKIFTIYPSDKGLISRi 


4477 


34845 


A 


4518 


801 


944 


DQEPTNSRH1LATQMGPSPITKQ 
SNPGV**KECGFSCSPRVWRYL 

vs 


4478 


34846 


B 


4519 


85 


660 




4479 


34847 


A 


4520 


693 


827 




4480 


34848 


A 


4521 


272 


339 




448! 


34849 


C 


4522 


532 


2754 




4482 


34850 


B 


4523 


I 


519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRFALYKRP 

KANGVKPSTVHVISTPQASKAI 

SCKGQHSISYTLSRNQTVVVEY 

TH DKDTDM FQVGRSTESP1 DFV 

VTDTI SG SQNTD E A Q I TQST1 SR 

FACRIVCDRNEPYTARIFAAGF 

DSSKNIFLGEKAAKWXNPDGH 

MDGLTTNGVLVMHPRGGFTEE 

SQPGVWREISVCGDVYTLRETR 

S AQQRG K LG LQTG DMA ENT/T 

VHALPSNCMVWRRSQTRQQIS 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTAIFAGAARAADN 

KKCAGARRALGRARGCSATAR 

PRRRRRRPRGLAPPRPARPPPG 

GMSYKPNLAAHMPAAALNAA 

GSVHSPSTSMATSSQYRQLLSD 

YGPPSLGYTQGTGNSQVPQSKY 

A E LL Al I EELGKE I RPT Y AG SKSS 

\M ERLXKRG IIH A RG L VR ECLAE 

TERNARS 


4488 


34856 


A 


4529 


r 


653 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPMLRAPFHSQSRR1LIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPM PRV A AGS A H HQQAG PTAA 

AQHRTPVALFSPPLSLVYGQQQ 

RKESETPT V PTPP A RA RG WTET 

GVEHVPAYNRTRAPEKCDI/SV 

PSPHSSPDAETSHPRHISPCPG 
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orA i n 

br^yj ID 
NO: 


of peptide 
sequence 


[VlCt 

hod 


inUSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


niucieoiiQc luvaiiun oi insi 
codon for last amino acid 
of peptide sequence 


A minn noi/t Cf»nilPnrP / X. — 1 i II If 11 AlVM 

/\niinO BCIU sci|ucm.t \ /» unniiunll, 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDAKGKJCVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQ\QRLLARAEKKAAG 
KG D V PTKRPP V L RAG VNTVTT 
LV ENKKAQLV VI A H DVDP1 EL V 
VFLPALCRKMGVPYCIIKGKAR 
LG RL VH R KTCTTV A FT 


4490 


34858 


A 


453! 


1 


2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

LVSIELMFCFGLGYFFIPMQEW 

PNTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARNRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRTILTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RGLWNAQRQLALEEQHERESS 

GDEETL A LLKRQG LLQQPEQ A P 

FTSRMGLLLVFPLIQSQSRTDPS 

LCNITAEVLLNCLRDCQPLSLT 

KEPADCLNGIETLLCSWLEETS 

DTGRHIPHKQKENAAAALVAL 

AC ARGF V YCRN EE L E PG WV A F 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQVCQV VPM P AN H L PIG 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKR\D1QPKRELT 

YF VKW/PRY VRLQQQRA I L YKQ 

LKVPPAINQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

QAEKKAAGKGGVPTKRPPALR 

AGVNT1TTLVENKKAQLVVIAH 

DVDSIELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQVNLEDKGALAKLVEGIRTN 

DNDRYDEICCHWGGNILGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 j 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 

KQEAKKVVNPLFEKRPKNFGT 

GQDIQPKRDLTHFVKWPCYIRL 

QQQRTILYKWLKVPPEFNQFTQ 

APDSQTATLL L KL A H/K YRP ET 

NQEKKQRLLARAKKKAAGKG 

Dl PXTKSPPVLRAG V NTITTLVE 

NKKAQLVVIAHDVDPIKLVVFL 

PVLCHK/MGVPYC1IKG1CARLG 

HLVHRKTCTTVTFTQVNSEDK 



509 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4493 


34861 


A 


4534 . 


1 


931 


KSIQKGLKMCLSSSLLPPSKMP 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNPLFEKRP\KNFGIGQ 

DIQP\KRDFTRFVKWPRLLSGC 

MR\KRAILYKAG*KLPPA\INQF 

HPGPWDPANKLLQLL*AWAHK 

\YRP\ETKAKRKKQRL\LARA\E 

KKAA\GKGDVPNERDPPV\LRA\ 

GVNTVTHLWWRNKKAPAWVV 

IATRRW1PFEL\VVFLPAL\CREK 

WGSPYCI!KGKARLGR\LVH\RR 

PCT\TVGFHTR*NSICDKRRLLA* 

AGLEAIRTQFTIDQIRWRSGRH\ 

WG\GNVLG\PKSVARIRQASKR 

QRLKELATKLG 


4494 


34862 


A 


4535 


3 


227 




4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 


3 


468 




4499 


34867 


A 


4540 


2 


790 


PRGRNRRRKTFQERRMTLNESP 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WR MT V D YCKLNQ V VTA I AAA 1 

PDVVSLLEQINTSPDTWYAAIP 

LANALFSIPVHKGY1NSLALCH 

NVIWRELDCFSLPRDTTLVHYT 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRV1 

RKAA/SFEWGPEQEKALQQVQ 

AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 

ISPTRSNLPSAATPVIAQWA/HE 

QSGHGGRDGGYTWAQQHGLA 

FTNTDLATVNAKIGFAYPVCDA 

SAKTT1RGLLECL1RCDGIPHSIA 

SDQ ARI H RSRNQE VE VE V A PLT 

ITPSDPLAKFLLSVPVTLRSAGL 

E V L VPG EGML PPGNTRTI PLN W 

KLRLPPGHFGLLLTLSQEAKNG 

VTVLAGVIDLDYQDEISLLLHN 

GGKKEYARNTGDPLGRLLVLP 

CPVIKINGKLQQPNPGGTTNGS 

DPSGMKV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4502 


34870 


A 


4543 


3 


367 


DLWPFTRVTVH/WGKANDQTF 
QGLLDTGSELTLIPGYPKRHCC 
PPVKVRVYGGQTDGSWRMTV 
GYHKLNQVVTPIAAAVPDVVS 
LLEQINTTPA1KWVVHSSIPSSN 
GSGVYVIRLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 


1 


681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVEIY1 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PDVVSLLEQ1NTSPDTWYAAID 

LANALFSIPVHKGYINSLALCH 

N VI WRELDCFSLPRDTTLVHY1 

DDIMLIGS1KFLGVQWCGACRD 

IPSKDPADPMVLEVSVADRDAV 

WSIWQAL1DESQQRPLGFWSKS 

LPSSADNYSPFERQLLAYYWAL 

VETERSTMGHQVTMLPELPVM 

NWVLSDPSSHK/ANGLAGWSG 

TGKKHDWKIGDKEIWRRGMW 

MDLSEWSK/D/VK1FVSHVSAH 

QRVTSAEEEFNNQVDRMTRSM 

DTTQPLYPTTPVIAQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQTFRKLLDTGSELMLI 

PLRVV1PTTSLFNSPIWPVQKTD 

GSGRMRVDYHKLNQVMTPTA 

AAVPDVVSLFEP1NTFLGTWYA 

AIDLANALFS1PVCKAHQKQFA 

FSWQGQQYTFTVLPQRYINCLA 

LCHNLIQRDLDH FLLPQGITLV 

HYIDSGPFIK*PEAASFEWGPEQ 

EKALQQVQAAVQAALSIGPYD 

PADPMVLEVSVADGDAVWSL 

WQAPKGESQ WRPLGF WSKA LP 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGKIFV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

WAHEQSGHGGRNEGYAWTQQ 

HGLPLTKADLTTATAECPICQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDY I EPLPS W1CRQRFLLTG 1 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHSIASLYRER 

GTHFTDKEVQQWAHAH 



511 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID (NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4508 


34876 


A 


4549 


2 


1602 


NLSPJ LPQDL WPFTR VTVH WG K 

GNDQTFQGLQDTGSELMLIPGD 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPECIIDIDILNSWQTnPHIDSLTG 

RVKAIMVGKAKWKPFEPLLPIK 

IVNQKQYRIPGGIAE1SATIKDL 

KDAGVVIPITLPFNSPFWPVKKT 

DGSWRMKVVYCKLNQVVTPIT 

AAVPDV/VVSLLEQINTSPGTW 

Y A A 1 DL AN A I FS IP VH K A H QKQ 

FAFSWQGHQNTFTVFTILLHIH 

KVGHAQQHS11KWKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TS A A LPSLPRP A PM A S WG VL Y 

DQLTEEEKTRAWFTDGSARYA 

GTTQK WT A A A LQPLS RTS L KG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKHDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQ WVISAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 
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CCA If\ 

NO: 


ot,\2 lit NO: 
of peptide 
sequence 


Mel 
hod 


inUSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of litst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X—Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


4509 


34877 


A 


4550 


1 


1891 


MLSSTQNAGGSYQRVRGALDT 

QE WK WGEVSPRTLN V DG RA L 

VSVANTHGTDRPAYTLNPQSR 

DQRSGVITLGYKRPLEREDLFE 

LKESDSFCTACPIFEKQWRKEV 

LRNQERQKVKALNKLDEALCP 

GHLTQSTDSNANLFQKQPHRHT 

QTSGRWQI1IFCEHSSDFGWNG 

YGYAVALLVVVFLQTL1LQQY 

QRFNMLTSAKVKTAVNGLIYK 

KLGWSGKVSWLILHDVGHGIM 

EGY1AWGKGSDVRITWEKKST 

EMRTRPAQKMALLLSNVSRQK 

FSTGEIINLMSATHGLDSKPQSP 

L VCPFSN PNGRJ SPL A RAGL A D 

HYRVTHLQILKLYAWEPSYKN 

KIIKIRDQELEFQKSARYLTVFS 

MLTLTCIPFLTK1SLGRLEDFLN 

TEELLPQSIETNYTGDHA1GFTD 

ASFSWDKTGMPVLKESIRIRIEQ 

VLNQLSLFETVDYPGSVAYVSQ 

QAW1QNCILQENILFGSIMKKEF 

YEQVLEACALLPDLEQLPKGD 

QTEIGERAVNISGGQQHRVSLA 

RAVYSGADVYLLDDPLSA1DV 

HVGKQLFEKVIGSLGLLKNRTH 

ILVTHNLTLLPQMNL1VVMKSG 

RIAQMGIYQELLCKTKNLTN\FT 

KSSVNKKKVGEWEESGRGS 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGL1YKKVSLAT 

LC V YFLLDERI I LT A PK V FTSM S 

LFN1LRIPLFELPSVISAVVQTK1 

SLGRLEDFLNTEELLPQSIETNY 

TGDHAIGFTDASFSWDKTGMP 

VL/NRGSEAYVSQQAWIQNCIL 

QENILFGSIMKICEFYEQVLEAC 

ALLPDLEQLPKGDQTE1GERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHA1GFTDASFSWDK 

TGMPVLKESSVAYVSQQAWIQ 

NCILQENILFGSIMKKEFYEQVL 

EACALLPDLEQLPKGDQTEIGE 

R/GKETAVN1SGGQQHRVSLAR 

AVYSGADVYLLDDPLSAIDVH 

VGKQLFEKVIGSLGLLKNRTSH 

SVCHYTLLAVPHLLEVQ1LTGN 

F IQS LG FN YHE YANN SN A Y I VN 

LDLFPGFQTCVYKLLSPIRCLIC 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT*EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 


*> 

i 


515 
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SEQ ID 

NO: 


CPA II\ !KJf\ . 

SLQ ID INU: 
or peptide 
sequence 


Met 
hod 


bLQ 1U FNU: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4514 


34882 


A 


4555 


1 


852 


M PCTTS G LDK V PTS KKA LTR Y 

GYGSLTLDFSGS1IPCKMCLSPS 

TRIV RPSQPRGTEDPDETG DTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSEDINPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPVTKLKSRQTPGGE 

VDSVTCEEKTEXjPWRKTVDYC 

KLNQVVTPIAALVPDMVSLLV 

QIMTSSDTSYAAIDLAKAFFS1P 

V Y KAHQKQFIFS WQ AQQ YTFT 

VLPQGYIISPALCHNLIRR/DLD 

HFLLPQDITLVHY1DDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 

SRSRTSRMAPS\ASRAPLK*ELE 

PRQAQVAQPPA\AAPPSAVGSS\ 

AAAPRQPG/LFMAQMATTAAG 

VA\VGFCCGGHTLGHGI\TGGLS 

VGGKLIA*ALRRP*HQFNQGSF 

RGTQAKHSKQQPALPLLWR1KT 

SFREVVPPEPRVTIQGFCGGFPM 

RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTVIRSGIAY1LHLKSYDVNIQT 

GSNACNQPTHPNGDCSHFCFPV 

PNFQRVCGCPYGMRLASNHLT 

CEG D PTN EPPTEQCGLFS FPC K 

NGRCVPNYYLCDGVDDCHDNS 

DEQLCGTLNNTCSSSAFTCGHG 

EC1PAHWRCDKRNDCVDGSDE 

HMCPTHAPASCLDTQYTCDNH 

QCISKNWVCDTDNDCGDGSDE 

KNCILNCTASQFKCASGDKCIG 

VTNRCDGVFDCSDNSDEAGCP 

TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATG RCCCG L APGFPLC WVL Y P 

GGRGSA\CPEPHVLRTGSPLQRE 

QRTNGRTDLSSLLPNLNFDSPP 

RCKHKNQLAITLRKRIRKLATS 

LFSSTIFRISGTSVIISAPGAGLPL 

PALFPTRCQPKFSRSIDPTGKAV 

QTADIRLSARATLWLGGSIEESP 

VLCSTLRLLLRRLPPPLTWTSPN 

RPTQPCTAQTQTNQSVG I AAPS 

A1RVIYPESVVLNAVIYLPGDPE 

VSGLPRAFKRRFSVEVRLDCGT 

FKLLLVYCTHPGDKKVNTCKT 

GALVAF 


4519 


34887 


C 


4560 


192 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID tNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aciu sequence \ A-unKnown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4522 


34890 


B 


4563 


58 


1282 




4523 


34891 


B i 


4564 


1 


684 




4524 


34892 


A ! 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

KKVTSEGYITPVEIYDYRQYCY 

ALQRPIATTQIDDVRDGHTTRL 

AKLEKQEQTHSKASRRQEI1KIR 

AEPKEIETQKTLQKINESRSWFF 

EKIMKIDRLLARLIKKKREKNQI 

DA1KNDKGDITTNPTEIQTTIRE 

YYKHLYANKLENLEEMDKFLH 

TYILPRLNQEEVESLNRPITGSEI 

EAIJNSLPTKKSPGPDGFTADFY 

Q\MLEVLARAIMQEKE1KGIQL 

GKEEVKLSLFADYMIVYLENAI 

ISAQNLLKLI/SNFSKVSGYKFNV 

QK SQ AFL Y INN RQTESQ 1 M SER 

PFTI ASKRIK YLG IQLTRD VKNL 

FKENYKPLLNEIKEDTNKWKK1 

PCSWVGR1NIVKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTTLKF1 

WNQKRACITKSILSQKNKAGGI 

MLPEFK1A7YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCD1NRKDEKGGKEKKDRS 

KSKSLM DTLK RQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWPLRPTNSEETC1KME\PSPP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDYIQYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQNLVVA 

PE1FVDQSMNGLLTGTTGVMLQ 

SPRVGPHHVPPLSPLLPPMQNN 

QIQRNFSGLTGTEAHMAESMLC 

HLNFDFNSAPGVARVYVSVQSS 

GPMVVTSLTEELKR\LAKQGWL 

WPPLKSVRRCVLARRSLYTKQL 

NQEEGTELNLGSSCLLC 


4526 


34894 


A 


4567 


364 


661 


PFHFTCFSCKVYFADPGSAARS 
VPGSPSAVCAQCILCTGHCAVC 
PGLGEHHSSGRTLMKTKLHSK 
K LKPC YLLC* SKN * KTQGGSPK 
S*NVNKYLVTLI 


4527 


34895 


A 


4568 


53 


470 


C1SII1LPGPSAKTLSPVLSLSSPY 

TASFQPTFVRTFSHQTTYLSLGS 

VPVAQLKCSAGQQRGELLCRR 

GVWGSW1SVSHFTEIATLPAAC 

LEDGE\DFNLGGILDSSKYL*SIQ 

KTNTHR1VDGKVVSETN1TDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 1 
location or first 
coUon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4528 


34896 


A 


4569 


1 


1635 


MGWTCKJLFLVAAATGAHFLV 

QLVQSGAEVKKPGASVKVSCK 

ASGYTFTYCYLHWREPVSFICG 

RCI L LTL LLG DCL WG EG A WTQ 

GDVLQPSDRASFLAMGVNTTG 

QQVGDLSGDFPNSVGKACKCR 

EFHTLTPLAHTSSTTHETFPGMS 

HI A LELSQGSSLLQCLEAQTQG 

QRQELTVSANEQPESRGHGCVL 

LCETQSEGKSVRAQAQTSLKGS 

QKRLGGARTLCTGLSPGQRKQ 

ERSKIDTLTSQLKELEKQEQTYS 

KASRRQEITKIRAELKEIETQKT 

LQK1NESRSWFFEK1YKIDRPLA 

RLIKKKREKNQIDAIKNGKGDI 

TTDPTE1QTTLRQ Y YKHL Y AN K 

LENLEGMDKFLDAYTLPRLNQ 

EEVESLNRPITGPEIEAIIN/STPT 

KKSPGPDRFTAEFYQ\RSDVLA 

RAIRQKKEIKCIQLGKEEVKLSL 

FADDMIVYLEIPIISAQNLLFCL1S 

NFSKVSGYK1SVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTKDVKDLFKDNCKPLLN 

EIKEDTNKWKN1PCS 


4529 


34897 


B 


4570 


1 


429 




4530 


34898 


A 


4571 


1 


897 


MDLNYTLEQMDLTDIYRTFHPT 

TTE YTF YSTGHGTFS KTDD VIG 

HKMSLDKFKX1EMISNTVSDHS 

GIKLEINSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIKKLF 

ELN DNN DTTYHN L WDRA K V V 1 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIISIDAEKAFDKIQH 

PFMIKTLSKISIRGTYLNLIKDIY 

DKPTAN1MLNGEKLKAFTLRTG 

TVRMNQGCPLPSLLFNIA^LEVL 

ARAIRQEKEIKGIQIGKEEVKVS 

LFADYVIVYFENPTDSSRKLLEL 

IKEFSSFWIQD 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VC H LEPG E RCG PSRGCRA VG V 

QTEKMQTAGALFISPALIRCCT 

RGL1RPVSASFLNSPV1MSSKQPS 

YSNFPLQVARREFQTSVVSRDI 

DTAAKFIGVAGSATVGVADSGA 

GIGAVFGSLilVYARKLSLKQQL 

LF Y A 1 LG F\A LSEG M\G LFCLM V 

AFL1LFAM 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 

HSACSLQAHGGPISTSLNPHSKP 

RGRVSPPPGKRQQECRARPGRS 

PELAGPPPANVQETSQKNACAS 

RLS£PPGEGP\EPAAHPQPHRGS 

SSGPCSRGGYRQPLFPGPAASG 

VPASGSV/RSRJPGAPQGVALAR 

RGPQG SPSPAPRFFP ATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 


3 


331 


LAPAPSAAWRTGLKALTPSST 
WMLCASE\HHVGSGCVGDHLA 
GCRQEKTLPCQRWCVFCRRRR 
ARSLQAQCGFSLTPALELLP V PF 
LKLLCPGPPRRRRICRILPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


G PPSRV DDF V A A A A A A V APV V 

LYACPRHSPIPPWSIRGRRVVVT 

GFGPFGEHTVNANWIAVQELE 

KLGLGDSVDLHVYEIPVEYQTV 

QRLI PA L WEKH SPQLW VH VG V 

SGMATTVTLEKCGKNKGYKGL 

DNCRFCPGSQCCVEDGPESIDSI 

IDMDAVCKRVTTLGQCI 


4539 


34907 


A 


4580 


1 


285 


MAPGALPALGEEEGPGASGLSA 
ELGHLSAGSRAFRETSVDSALD 
TPFPAGTFVRLEFKLRQTEXSGR 
RKDWKKPKCKVQPERRKQKCL 
TCVKLEC 


4540 


34908 


B 


4581 


i ~^ 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVMWLPGALWNS 

AVVSAPVGEEWALAGTGNQGL 

QDIQGMHCPEEGISQIHGRDHR 

NAKDSHTGVWCSCTLGIISTIIIR 

PKCRFSIDRSDSDYLPTSSCRRD 

PGGAEPCQDRPRVEQLCSVLAN 

RSGPLAKCHWYESPVSYTQVC 

VSDLCQYGTGNRMLCTMLEAY 

VQLCALRCALPARVASQPGMQ 

LR V ACPANS Y Y DSCG PPFPATC 

ASLNSSAPCTLQCTVSCFCLEGF 

A LE AG\SS VPHACCGCH LQG RY 

I/APGPWPSATGMRAPCPTRRC 

VSLTSASMARATACCAPCWRP 

TSNSAPCAARCLPAWRASLGCS 

YVWRVQPTATMTPVGHPSRPP 

VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


1 


208 




4543 


34911 


A 


4584 


2 


230 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoc! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \«possible nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 

VPPRDARQLRTCGLAGTLHLST 

SCGHPTGAWRGALGSQWNGH 

NPVQDHLQEAQPWFLEFDRG* 

RCFWRMATSFPRYPTWDDY*R 

LPCCRCLPQCKKPAETTGCLPIS 

GEKTHGGVGDLLGEAPARLRQ 

WASQRQPATDLPA*ASRGRPA* 

GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGG 1 RLGLAKLGCPTA W IN P 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEE1LPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVV\YTEVLPLY 

HVMGLVVGILGCLDLGTSLAS 

YG LRV YFIL WS VLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERJCKKKK\KKJCEEEEGEEE 

GGGMGEKXKKEEEEEGEEEGE 

KEREKERVEKERKKKKEERKEK 

ERERKKKRERKKEKERERKEG 

EGERERKSTECTSSSYI/IKKLVV 

KQPQAAPSGEIPEEGIAVLGGDS 

SMPVIVPEDLPVGQDVEVEDSD 

INDPDSLILVSSQAGGGGVITAY 

CNLEHLGSSDPPT 


4547 


34915 


A 


4588 


1 


297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 

PVDDFMELGRS1PDTQL/DAVIE 

SQKANQC A V L I YT/SGTTG I PKG 

VMLSHDNITWIAGAVTKDFK/P 

TDKHETV VSYLPLSH I/AAQMM 

DI WVPI KIGAL/I YFAQADALK V 

RLSKDLGSDFILLGSPVGLRPST 

KRLPVLSKLGHTYRRVVWVEE 

SSGPHTISNQNMYRLQGPMMK 

LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


MVTQKLPNAQENLKHAERQAA 

GCCPGRSHIFQHVGPGASESLR 

GEGCSTHPEAQGAQERGEQWK 

KDQHWCLASHTDVTQQWGRH 

I VQEGGTH RG PS A VLS L RTA LD 

EG/ARGGCSHPITAQLPLQLRHL 

PRPPPAPAR\PSPAPPAATSPPT\P 

PPAPARXSSPAPPAATSPPTASSG 

ACAALPQLPLQLRHLPRPPPAP 

AR\SSPAPPAAMSPP\RPPAPARP 

RLRRSTACATALRPGERGSAAA 

QPGARSETSFCRLG/AAAAVLD 

PAF1SSQALACPVVGVI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* JSt Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4550 


34918 


A 


4591 




377 • 




4551 


34919 


B 


4592 


1 


1632 




4552 


34920 


A 


4593 


1 


1224 


MDGTNRFYLYVWETERQQDV 

EHVARCILCYDKCRPDPECPAG 

TPGPQEVDVDLVFVVDSSYGV 

DADVYRGSLSLADAALEDLEV 

AEQPGASHRGARVALVTHTTP 

1M F\G RG FH LTT YG1M R KQMQRH 

VREASARPLQGTAPPGHALEW 

TLENVLLAAPRPRKAQVLFAIV 

ASETSSWDREKLWTLSLEAKC 

KG ITLF VL A LG PG VGTHEL AEL 

AELVSAPSEQHLLRLQGVSEPE 

VNYAQGFTRAFLNLLKSEQSPG 

TGAPWVEWGEGFTEPGIWACR 

WTNQYPPPELTEECGGLHRGD 

TVLQLVTPVNRFMYAAKENSL 

KRKT1CANFHLAVELELDESYFR 

AYYEGTLYEVSALPLQRSNELL 

QKWSLFHGSNGRRVSGSHPEV 

ALQQGGTGLPAVLVWQLWRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQIVTFTVYPDTERDRETR 
NLADLKQIKIDLGKFSDNPDGY 
IDILRGLRQSFDLTW\RD1MLLL 
NQTLAPN 


4554 


34922 


B 


4595 


1 


735 




4555 


34923 


A 


4596 


70 


624 


PTAMVEEGIAAGGVMDVNTAV 
QEVLKTALIHDGLARGIREAAK 
A L DKY V YQSQ YCGFLQPDQKJL 
ATQGKKGMGVHGVKRKSS*M 
AS V LPGNLRKRRQ A H\LCVL A S 
NCDEPMYVKLVEALCAEHQIN 
LIKVDDNKKLGEWVGL\CKIDR 
EGKPRKVVGCSCVVVKDYGKE 
SQ AKD V I EE Y FKCKK 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 

AECKALCGERILTDGSDVSRPTI 

AAGGVTDVNTALQEVVLKTALI 

HDGLAR\GISRTWPKAL\DKRQ 

AH\LCVLASNC\DEPMYV\KL\V 

EALCAEHQIMLI\KV\DDNQET* 

EKWV\GLCKI\DREG\KPRE*WL 

VGS*CSSLRTIGKESQAKDVIEE 

YFKCKK 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK/YDKESEKYYSJLEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLrNLFSKRLLCAFLPAQLTPY 
SFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4558 


34926 


A 


4599 


1 


1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSNI*A 

*S*P/EGTSAQLAELLALTLALE 

LGNGKR1NVYTDSKYAYLILHD 

HAA1WKERAFLTSGGTPIKYHK 

EIMELLHTVQKPKEVAVLHCQS 

HQKESSPLEDTTTAGPLLHPYP 

AGSSPERSSPSSQQLLGDLFRGII 


4560 


34928 


A 


4601 


1 


2630 


MEQANHPVRLINVVCKDTLKK1 

VQQETSCPLTH V H Y AE A I TG RC 

TAPEDKGSLDQKPPTDDPTGCP 

WQVPAHVITLTETWVCLTIEGQ 

EIDFLLDTGVQKPNGQWRLVQ 

DLIPIKEAV1PLYPVVPNPYTLIS 

QIPEKAEWFMALDLKDAFFCIS 

LHSDSQFLFAFEDPTNHTSKITR 

TVLPQGFRDSPPLFGQALAQDL 

GHFSSPGTLVFQYVDDLILATSS 

EASCQQATLDLLNFLANQGKV 

VPNLWGKLPLNTTRKSWSYCT 

QCKNPRRWQSYTAKAIKKQLA 

EAGPVTA1LLLLIFGPCIFNLLIK 

FVSSRJEAIMLQMVLQMEPQMS 

STNNFYQGPLDRCTDPLSGLES 

SPRCSEAPCLMSQWTGDIEYDL 

LLPP1PHQTTLCDLQNLKGIFSR 

YHRKWYGEILALLTPTANVCG 

HSQVPHACSIYHDPVTWNPQG 

LLPKSLYGVTKWGDKEHFEWG 

SQQQRAFYELKVKKLMSAPALG 

LPDLTKLFTLHVSDREKKMAV 

RVLTQTMGPWLGPVAYLSKQL 

DG VSKS WPPCLRALAATALLA 

REVDKLTLGQNLNJKAPHAVV 

TLIVfNTKGHHWLMNARlTRYQS 

LLCDKPHIT1EVCNTLNPTTLLL 

VSESPVEHNCVEVLDSV YSSRP 

NLRDHPWTSVDWELYVDGSSF 

INPQGESVWGIIQGKRPIKLWG 

KRRKVS ARDL A 1 IGGSVEAPKL 


4561 


34929 


A 


4602 


1 


506 


FLALTSRFLFVLLNEETRSHLEK 

SLCWKVSPHIKMDLLQWIQSK 

AQSDGSTLQQGSLEFFSCLYEIQ 

EEEFIQQALSHFQVIVVSNIASK 

MEHMNASSFCLKRCRSAQVLHL 

YGATYSADGEDRARCSAGAHT 

LLVQLPERTVLLDAYSEHLAAA 

LCTNPNLIELSLYR 


4562 


34930 


A 


4603 


3 


381 




4563 


34931 


A 


4604 


3 


483 




4564 


34932 


A 


4605 


3 


410 
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SEQ ID 

NO: 


CPA t rv Klf\. 

SEv? ID INO; 
of peptide 
sequence 


Met 
hod 


bEvJ ID INO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
Nll/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 


4566 


34934 


A 


4607 


2 


481 


LA PL V KE1 HDN FG MG EG LM TT 
GHAITATHKTADGPSGKLWRD\ 
G RG A HQN 1 1 P ASTG A A K A VGK 
VMPELNGKLTGVAFRVPTANV 
SVVDLTCRRQKPAKYDD1GKV 
VRQA PEGPLKGI LG YTEHQV VS 
SDFNSDTHSSTFDAGAG1ALND 
HFATLSPPPH 


4567 


34935 


B 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSR1FFCVA 

SRATSLRTPMGKVKVGVNGFG 

R1GRLVTRAAFNSGKVD1VAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITIFQ 

ER\YPSK1NWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAKLRVl 

ISAPSA\D\APMFVMGVNHEKY 

DNSLK1ISNA\SCTTNCL\APLVA 

KV1HDNFG\IV\EGLMTTVH\AIT\ 

ATQKTV\DGPSGK\LWALMGPR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKRVNGWDL\TCRL\EKPCPK 

YD*HQGRVVFCAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFDAWGLAFALQRTHFCSKL 

IFLG1DNGILGYSNQGGWDLHG 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVM1TMGRTTQRRM 
LES/SQQFWPCHLH*KLVPSCLQ 
LGCLVFHFRRER 


4570 


34938 


A 


4611 


153 


495 


QHAAECKAHAGLPGLPLPARK 

LASRHGAPRWRQSGVGPGGKV 

ENYGRRRLVPGTRHPQSLSHKP 

AKKIDVARVTFDLYKLNPQDFI 

GCLNMKATFYDTYSLSYDLHC 

CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESDNNLTQGTS1 4 QGTRH PQSLF 

PLSPAKKI*CGPVLTFLTCYKLN 

PQGLSLGCLN1EGRFFMDYVIPF 

PI DLA LLLG A KR1 M KG\TLH W A 

LFSMQTTGPRAA^FTSCYLQQL 

LDATEDGHPPKGKASSL1PTCL 

K1LQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 


1 


2253 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LA RSG MGFYRRG LLGEVKGRV 
EGNRMWHV1VRTSPNHRYTFT 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 




4577 


34945 


A 


4618 


944 


1257 


RLPFSPRSVGPTPQAPRLLCNG 

WRQLPTTFFTELEKTTLKFIWN 

QKRALIAKTl/LKPKNKAGGITL 

PDFKLYYKATVTKTARFLLYK 

VSQIDNTDLFDPVKIKFE 


4578 


34946 


A 


4619 


I 


1370 


MN I D AK1 UN KJ L AN RIQQH1KKL 

1HHDQVGFIPGMQGWFNIRKSM 

NVIQH1NRTKDKNHMIIS1DAEK 

AFDKIQQPFMLNTLNKLGIDGM 

YLKIIRAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIIYLENPIVSAQN 

LLKLIGNFSKVSEYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SIRIKYLGI*\LTRGVKDLFRENY 

KPLLNKIKEDTNKWKNIPCSWV 

GRN\NIMKMAIL\PKVIYRFNAIP 

IKLPMTFFTELEKNTTLKFIWNQ 

KRARJAKSILRQKNKAGG1TLP 

DFKLYYKATVTKGAWFQHHK 

HTLI KEPLLDS VFSPNRPDHGK 

KQDKQPQTKNIANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLRIRPHI 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 

KGGADMSHEICVANLQVYVRS 

TDFDRTLMSAEANLAGLFPPNE 

VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPEYQNRSIQNAQFLNMVANET 

GLTNVTLETIWNVYDTLSCEAP 

SPPWGRKPPLERLWPRPRELTC 

PLRYT\QTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFGIHEQVQ 

KARLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQETIRNLDCG 

HETEFVEYENLRDPMNMPLHT 

TDG PH KC KICGKG FDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICG K A FV YPS VFQRHEKTHTAE 

KPYKCKQCGKAYRISSSLRRHE 

TTHTG E KP Y KCKCG KA FI DF YS 

FQN HKTTH AGEKP Y EC K ECG K 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHER1HS 

GEKPYECKECGKAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRFLQGHERIHTGEKPYECKE 

CRKAFSWLTCLLQHERIHTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKJCLCECLSTVSARKSVD 

LI1ASYPLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSS S Y I RH ERTHTG EKP YTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTGDRPHKCKICGKGFDRPT 

LVRYHERISTGEKPHECKQCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCK1CGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

RRHMTMHTGDGPHK\CKICGK 


4581 


34949 


A 


4622 


1 


256 


MGKGSFKYAWALYKQKAECE 
RG VTI DTSL WKFETSKCY VTI\K 
DF! KN 1 1TGTSQQGQTAS VAAFC 
ILSSCPASWKNQVSHRLGG | 


4582 


34950 


A 


4623 


173 


717 


SIMAVASTRRTIEKFEKEAAEM 

GKGSFKYAWVLDKLKAERERG 

1T1DISLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYT\LGVK\QLICRVNKMD 

STEPPYSQKRYEEIVKEVSTY1K 

KIGYNPDTRAFVPMSGLNGDH 

MLEPKC 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 

RHVPTAWPGYSRCSPGPGPRGV 

EAVGHQRHRAPETHSTPAADR 

HRRGLPGS\KSDSAMEPSPSPAP 

QAQPPKPVPKPRTVFGGLSGPA 

TTQRPGLSPALGGPGVSRSPEPS 

PRPPPLPTSSS EQSS A LN T V EM M 

PNSIYFGLDSRGRAQAAQDK 
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SEQ ID 

NO: 


bt^Kj ID {NU: 
of peptide 
sequence 


Met 

hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRKKEMLGVNVL 

TSHSSQERMKLTFKKICAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

IAVDGEPLGCVSFEVRGLESKK 

*LLI*SIKLC*Q1G\LFADKVPKT 

AENFHALSTGEKGFGYKGSCFH 

RIIPGFTCQSGDFTRPTA 


4585 


34953 


A 


4626 


1 


751 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK*LLI*SIKLC*QIGGSS1FITS 

D*KNSCLPLIVQQCLLFLRILP\L 

FADKVPKTAGV*FFFKQKIFRA 

LSTG\EKGFG\YKGFPAFHRIIPG 

FMCQGW*LSHRHNGTGWQVH 

LMGRNFEDE\NFILKAYGVLGS 

LSM A KC L DPTK 1 G SP V FPSCT A 

KT\EWL\DGQALWCFGK\VKKG 

LNIVEAMERRGSRNGKTSVKKI 

TIADCGQLE 


4586 


34954 


A 


4627 


3 


615 


PECIIGIDILSSGQNPHIGSLTGR 

VRAIMVGKAKRKPLELPLPRKI 

LNQKQYRIAGGIEEJSAT1KJDLK 

DAGVVIPTTSLFDSPIWPVQKT 

DGSWRMTVDYRQINQVATPIA 

AAIPDVASLLKQINTSPDTW/PI 

RPPISNGD*GVSGR*ACCLEPLA 

GPHRMTSEASRILEQGPAIFCR* 

LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 


3 


354 


DSWA\VANGLA\GWS\GTWKK 

HDWKI\NDNEIWGK\SMWIDLS 

EWSKTVKIFVSHESAHHIT*KSS 

AEEDFNNQVDRMIHSVDTTRPL 

SPATPVIAQWTHEQSGHGGRD 

GGYTWAQQHGL 
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SEQ ID 

NO: 


bhQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV! 

GSHGARGQVVALNRQRQGDL 

QPFTR VTVH WG KG/N MQI FGG L 

LDTGSELTLIPGDPKHHCGPPV 

K VG A YGGQVIMG V L AQ VQ ITV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYHIL 

GGTVEISATIKDLKDTEAVTPTT 

SPFNSPIWPVQKTDGSWRMTV 

DYCKLNQVVTPIAAAVPDVVS 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLEVSVADRDAIWSLWNAA1 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVETERLTV 

GHQVTLRPELPUVTNWVLSDPSS 

HKVSGAQQRSHKLKWYIHDW 


4589 


34957 


A 


4630 


453 


719 


ARGSKHTGL1AQWAHEQSGHG 

GRAGGYAWAQQHGLPLTKAD 

LP\AMATAECP1CQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 

DAGGKVQEGTGRYSRSAMYSR 

KAMYKRKYSAAKSKIEKKKEK 

VLATVTKPVGGDKNGGTQVR 

QI1TYSSYTQKVQLPKSTLKQRQ 

GPCPQGAL 


4592 


34960 


A 


4633 


115 


905 


EAFQTLHFCCLGLRQGTKRMA 

GEKVEKPDTKEKKP\EAKKVDA 

\GGKVKKGN I KA\KKPKKG\RPH 

\CSRNPVLCSEGFGRYSRSVAMY 

SRKAAYQEGSTFSPLKSKVEKK 

KKEKVLATVTKPVGGDKNGGT 

RVVKLRKMPRYYPTEDVPRKL 

LSHGKK\PFSQ\HVRKLRASITP\ 

GTIL\IILTGRHRGK\RVVFLK\QL 

AKLAYLLC*LGPLVLNRVPLRR 

THQKFCHLPLSTKIDISNVKIPK 

HLTDAYFKKKKLRKPRHQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGD1L1CRDQYQERPHLPFT 

PGPVADSRKGLP1RSCCPPYML 

WHCDFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 

EGSPSKRAKllLKRGGFRGILGG 

VGVQERRTGQRPALPCHDLRR 

AEVVPDHRRGGPRPVGPHEDL 

WQIPEKVSLQEAAVLPITYGTE 

SFA LEHR A RTQPG El VL VTA A A 

GATGLAVMWQQISSGQGN1AA 

AGSDEKCKLAM\EKGAQSSVN 

YSQGSLKDSATDQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 
WSRAGPEGTVGVPYDQLTEEEK 
TRA WFTDG S A R Y AGTI RR WTA 
AALQPLSRTSLKESGEGKSSQW 
AEVRAVHLVVHFTWKEK*PDV 
RL YTDS W A VANG LA G WSGT W 
KKHDWKIDDNEIWGRGMWIDL 
SEWSKTVK1FVSHESAHH1T 


4598 


34966 


A 


4639 


182 


840 


RTA V KGN LPTTP V I/SQWA H EQ 

SGHGGRDSGYTWAQQHGLLIT 

KADLAMTTAECLISQQQRPRLS 

LQYSSIPWGNQPATWWQ1DYIR 

PLPSWKGQSQDSQDRSRNQGV 

KVKVAPLTITPSDTTAKFLLHV 

PAALHSAGVDVLVPEGGMLPP 

GGTTTIPLNWKLRLPPGHFGLLI 

PLSQQAKKRVTVLAGV1DLDC 

QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 
PLLSPPPPPLSPPPSPPPPVSLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI | 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGMLAAAVGQAVP 

GTDTGADSVSLSASCCHQHAIH 

CAQAIRAKGHLQAHTELPSAPT 

QPPSCARQCPKSGGDLGGRELY 

NNHEIRSGKHIGVC1SFANNRLF 

VVSIPKSKTKEQILEEF1KVTGS 

YWVLGLSFDFRKWPV/GQCCQ 

SFHG RLRATPARRAERRD A RSF 

AL 



526 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAGIRKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRJERARRRVEL 

DRVCCQRRELRPPFYMSSTRAG 

HREQRARVSRNP1PSDRISPPQP 

NGEISGNMATEHVNGNGTEEP 

MDTTSAVIHSENFQTLLDAGLP 

QKVAEKLDEIYVAGLVAHSDL 

DERA1EALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

TY RQREKQGTK V ADSSKG PDE 

AK1KALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTEIF 

VG KIPRDLFEDEL VPLFEKAGP1 

WD LRLMMDPLTG LN RG Y AF V 

TFCTKEAAQEAVKLYNNHEIRS 

GKHIGVCISVANMRLFVGSIPK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTA AQVA RRRFN * VGK VQGFG 

GNVGTVEWADPIEDPDPEVMA 

K V KWLF V RN L ANTVTEEI LEK 

AFSQF\GKLERVKKLKDYAFIHF 

DERDGAVKAMEEMNGKDLEG 

ENIEIVFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYrfNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKRPED 

VNEEGRLEQRNRKRQDEWGPR 

DKPASSGYKAGTLDVENWNRA 

G EG LKH A HQKGLK V DSS A FCT 

CSL1 RTVLMPLSPY YSAGQQA E 

SKNLKESVVPPTASIENKKQER 

EDKNWPILPPPVAETSVPPPSVA 

G I ETPI QRI LRS AA LAG EPSG PC A 

FPISVRPDSNNPQQFIHEHTPLEF 

KLLNELKTSVVNIGVQSPFTLG 

LPESAFGAMRLLPFDVKHWAR 

TCLSASAYLTWNLMGQEMCTD 

QVRQNRAAGHGDIAEDMLLGN 

GP/YFRPGTSNGTKRAWATIPEE 

GVPVQSFLPFMEGSQEPSAQFL 

ARLREAV 


4604 


34972 


B 


4645 


1 


575 
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sty id 

NO: 


ohK} IV iNU: 
of peptide 
sequence 


Met 
hod 


bt,\g iv iNU: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4605 


34973 


A 


4646 


1 


776 


VVLMRNLMSGTIFSMLANISML 

GSLV1IIQYITQEIPDPSRVPLVA 

SWKTYPLFFGTAIFSFESIGVDL 

PLENEMKNARHFPPILTLGMP1 

VTTLDIG M AA LG Y LRFG D\DTK 

GSIILSLPICWYLHGLSGEGPSQ 

SFSERETKAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VKLLYIAGILCTYALQFYVPAEI 

1 1 PF A 1 SR VSTR W A LPLDLSIRL V 

MVCLTSAPMTRSTPFCKYSTRG 

RRRWLEIPV 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDLIKRKSFCTAKETTIIVNRQP 

TEWEKIFATYSSHKEL1SRJYTE 

LKQ1YKFCKTNNPINKWAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

A1REMQ1KTTMRYHLTPVRMEH 

KKSGNN RQPI VGPCDNS VI LLY 

KILAN R1QQH I KKLIHH DQVGFI 

PGMQGWFNTCKSINV1QHINRT 

KDKNHMIJSIDAEKAFDKJQQPF 

MLKTLNKLGIDGMYLKIIIAIYD 

RPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKE1KGSQLGKEEVNLSLFADN 

MIVYLENPI1SAQNLPKLINNFS 

KVSVCKINVQKPQAFLYTNNR 

QTESQIMSELPFTIASFCR1KYLV1 

QLTRDVKDLFKENYKPLLNE/I 

K/EDTNKWKNIPCSWVGRINIV 

KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 

TLPDFKVYCKSTVTKTAWYWY 

QNRHIDRWSRTETSE1TPHIYNH 

QIVDKPHKNKQWGKDLLFSKW 

CWENWVAICRKLKLNLFLTRY 

TK1NSRWI KDLHEKLKTIKTLEE 

NLGNTIQDIG IG KDFMTKMPKA 

IATKAKIDKWDLIKLKSFCTAK 

ETI 1 R VN KQPTE WEN 1 S A I YPS D 

RSLISRIYKEVLKNIYKRLDAVA 

HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQ ID 

NO: 


StQ ID NO: 
or peptide 
sequence 


Met 
hod 


CCA t r\ vVk . 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


4610 


34978 


A 


4651 


1 


887 


FPEDSEPISISHGNYTKQYPVFV 

GHKPGRNTTQRHRLDIQMIMIM 

NGTLY1AARDHIYTVDIDTSHTE 

EIYCSKKTAWEILDRPMVATCR 

MKGKHKDE\CHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFG DEFSGM A RCPY DAK 

HANVALFADGKLYSATVTDFL 

AIDA VI YRSLGESPTLRTVKH DS 

KWLKEPYFVQAVDYGDYIYFF 

FREIAVEYNTMGKLLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELIKGCRR 

HAGFCACGHITT 


4611 


34979 


A 


4652 


1 


2890 


MVLLKVDPGLWGSSLRVLLKA 

DPPYGTQAHAERHGRALAGGL 

GVGEQSQSLDLLRMSHTYGAL 

FLPRAAVSSWCASVRJRKIKKSP 

LLDGAPLLYEPDTWLGKWSSS 

WTLVFTHPFSAALTHS ALTARS 

DTGSLTLSPDGKLYSATVTDFL 

AIDAVIYRSLGESPTLRTVKHDS 

KWLKEPYFVQAVDYGDYIYFF 

FREIAVEYNTMGKVVFPRVAQ 

VCKNDMGGSQRVLEKQWTSFL 

KARLNCSVPGDSHFYFNI 


4612 


34980 


A 


4653 


1 

• 


480 


MEGVEEKEKVPAVPETLKKKQ 

GNFAELKIK\PKMAFVLRIRGVS 

GVSPKVRKVLQLLRLHQIFSGT 

FVKLN/KASVNMLRIVEPYIAW 

GYPNLKSVNELIYKRGYGK1NK 

KRI A LTDNTLI V PSLG K YG I LC M 

EDL1HEIYTVGKHFKEANNLLW 

PFKLSSP 


4613 


34981 


A 


4654 


3 


279 




4614 


34982 


B 


4655 


119 


177 




4615 


34983 


A 


4656 


157 


359 


HQRC RK * * TKLEG * TCRK I E VN 
TDYIKP*E*EFWMIYYISIYLTSI 
CSSICNENILQLENREKSRNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfn known, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLA FPP1 LQKESPHPCL W1LFTSP 

VALSTSRPPCVISSAALCPRRHG 

FLPPRLLAPLAAAFCPRPRCFLP 

LPPRLFAPAPVDFCPRRCGFLPL 

PPRVFAVSCPRRRGLLPPLLFAP 

SAAAFCGFLAPSPWLFAAFGTR 

CRGFLGLLVPAAAAFFPRRLRF 

FLPRLFSPAAAVTFCHPCFLPPP 

PRLSVPAAASFCRRGFQQEIRTV 

EIRGSGTRVGLQHQTGHLPRGP 

SSLPAELHA*ARVSPLEASPPSC 

TR/WMQQPEDLGPALTLGR1CG 

VGACWEL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 
WVLVWDHEAARQPEGVVQPA 
PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MKL VA VFDKQDLHHGGDDI S A 

SSMHTQSPERFTSASELGTNNV 

SAFSVWQAASEIEVTSSVLHAS 

SQKGLSSQHLGFGAPQAGGGSF 

RHLAPQRKEVLEEYFKYDPEH 

KLIFRFVRTLFKAMRLTAEFA1E 

I TH G G RD VERATGL VN K I H RQG 

CGDSFCNIGGNAKPYVCCGKE 

YVSSSKHQNGIAI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 

VMGIEHPNTIQENMHLALHCFT 

SRQLSLALSLLQGAHYLM/LLV 

LGE/DHPEVA/LLDNIRRVLHRV 

MEYDLSLCFLDNALAVSTKYQ 

G PICA LK V ALG H H L I TS V YESKA 

EF\RSALQHQKEGLAAH/TSLGE 

DQEKTKESSEYLKCLTQLAVAL 

RRAMHE1YRNGSSNNIPPLNFT 

APSMASVLEQFKGINGILFIPLS 

QKDLESLKA E V AQ 


4620 


34988 


A 


4661 


2 


443, 


VWQSGGDSITSKTNIITCVNCY 

LYTCIDSSFNQYHSILIVRARQD 

IWLPVALHRPWESSPFIHVINNI 

LQK1LKRSTQFIFTLIAHMGLIA 

VTVIAATAGVALRQSIQTVHFV 

DKWQKNSTRMWNS/QRIDQKL 

ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FAFTWTDPDTHQAQQITWALL 

PQGFADSPHYFSQAQISSSSITY 

LGIILHENTRALPADHV*LISQT 

PISSTKQQLLSFLGMVRYFCLWI 

PSFTILTKPLY*FTKANLADPTD 

PKSFPHSSFRSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4622 


34990 


A 


4663 


I 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKDIVTEEPGIETLRHTSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGEINSFIAHTKPAWRSLHTDA 

HEIWCRDSDQVNSPGRSIPCPPA 

LCSMRKIHLRPLVLRPASPRNIS 

PILNPLHLIAALLPNPKPPFRPPL 

VSPDLNPQVKDISTPSWATDHV 

HLTVSLKPYHPYPAQCQYPIPQ 

HALKGLKPVITRLLQHGLLKPI 

NSPYNSHILPVLKPDKPYRLVV 

QDLRLINHIVLLP1HPMVPNPYT 

LLSS1PASTTHYSVLDLKHAFFT 

IPLHPSSQPLFAFTWTDPDTHQA 

QQIT*AVQPQSFTDSPHYLNQA 

QISSSSVTYLGI1LIKAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMN1DAKILNKILANR1Q 

QHIKKLIHHDQVGFIPGRQGWF 

NICKSINVIQH1NRAKDKNHMII 

SIDAEKAFDKIQQLFMLKTLNK 

LGIDGTYFKIIRAIYDKPTANIIL 

NGKKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDANKW 

KNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

K.FIWNQKRAHITKAILSQKNKA 

RGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQWNRTQPSEITP 

HIYNYLIFDKPDKNKQWGKGS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRWIKDLNVRPKT 

TKTLEENLG1TIQDIGMGMDFM 

SKTPKAMATKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

\FSQPTHLTKG*YPESTMNSNKF 

TRKKQTTPSKSGRR\NEQTLLK 

RGH LCSQKTHEKM LTITG HQR 

NANQNHNEIPSHTC 
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SEQ ID 

NO: 


Ot^St lff\ \f A 

SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=posstb!e nucleotide insertion) 


4624 


34992 


A 


4665 


1 


234 


MQNQEKFGELISEWAPYGRPRP 

QIAVGDHHISVYDGEVNWRMS 

SLQASAAGKDYANRGTEWGEE 

PSQMLRHELLSGEMCVSRNRG 

QPLANSERRSEALSPVTPKKLIP 

ADGHKSDPGRTWMKLET11LSK 

LTQEQKTKHHMFSLISG*FAEN 

DGFQLHPCPS\GSLLWPSAGISF 

FGVTGLRASDLLSLLARGCPRF 

LDTHISPLSSS 


4625 


34993 


B 


4666 


1 


2553 




4626 


34994 


A 


4667 


33 


272 




4627 


34995 


A 


4668 


1 


3045 




4628 


34996 


A 


4669 


1 


334 




4629 


34997 


A 


4670 


159 


245 


FPIVASPWLLC*LMSFAGTWVK 
LETIILSKLSHGQKTKHRMFSLI 
DTVVVGSDDFPLLRVPGCCASS 
LNAAHTSVNIKLELT 


4630 


34998 


A 


4671 


122 


359 


TAN LKNG RKFL* P 1 H LTKG * YPE 
STKNVNKFTRXKQTTPSKSGQK 
I*TNTSQKKTFMQPTGT*KNAH 
HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RLVYADTCFSTIKLKAEDASTS 
ENMRCLVFCACDSLLRMIVSSF 
1RVPTKDMYSSFFMAA*YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 

RSEEQPLEPLPFSYLSSLFPGLHP 

DPVSSGSQQPS*MPHTDASVTS 

SHGLGGLAGRNSCIYPCCAPAL 

C A D Y L WG S PDLFLL LSFQH KG 

NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


GYYWRPSFQSLRENNECQRKS 

NSVNAGCLNCDHCVLGIYQQH 

♦QNYFSFDIHYFLSETGRXVSSS 

I/AYFTIGETEALSGKVVPYWQQ 

AAGQGCTLHLLLPQTRLFPGKG 

RRQPGLLREF 


4635 


35003 


A 


4676 


302 


721 




4636 


35004 


B 


4677 


1 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQJWRVEKJDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAA I FTVQLDD Y LNG RA VQ H R 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVVYPNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCF1L\DLGN\NI\HQWC 

GS\NSNRYERLKATQVS\KGIRY 

NERSGRA\RVHVSEEGTEPEA\M 

LQVLGPRWALPAGTEDTAKED 

AAMRKLAKLYKVSNGAGTMX 

YVSLWAD\ENEFTQGA\LKSED 

CFILDHGKDGK1FVWKNGKHAN 

TEERKAALKTASGFHSPRWDY 

PKQIQVSVPFLEGGNETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHGMDDDGTGQKQ1WRIEGSN 

K VPVDPATYGQFYGGDS Y 1 1 L Y 

NYRHGGRQGQIIYMWQGAQST 

QDEVAASA1LTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PMIIYKGGTSREGGQTAPASTR 

LFQVRANSAGATRAVEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QP VQ V AEG SEPDG F WE A LGG K 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


A 


4680 


1894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRJLLLLGPGINLANPRNHLV 
LHQKFSILGRHFSLAATEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 

YLVVVRPSCASWIMFVLIDRGY 

VFSYFPQSYGGFGSR1LSKPIEV 

QVGGRSVVAQMWSNKCGQYS 

DLASLGCISR/YSAGSVYYYPSY 

H HQH/NPVQ VQKLQKELQR YL 

TR/KIGFEAVMRIRCTKAKPTRH 

RHYGELEISITIIRAIGK 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4643 


35011 


A 


4684 


1 


3252 


PPGPERSRLGLGVSLHQRSCPK 

C1AVFTRVSEPR1QFPASRILPSS 

NTSKDFDPVSGQSNYGGSQGS 

GQTLNRPPVASNPVTPSLHSGP 

APRMPLPASQNPATTPMPSSSF 

LPEANLPPPLNWQYNYPSTASQ 

TNHCPRASSQPTVSGNTSLTTN 

HQYVSSGYPSLQNSFIKSGPSVP 

PL VN PPLPTTFQPG A PHG PPP A G 

GPPPVRALTPLTSSYRDVPQPLF 

NSAVNQEGITSNTNNGSMVVH 

SSYDEIEGGG 


4644 


35012 


B 


4685 


51 


236 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 


1 


771 




4647 


35015 


A 


4688 


1 


405 


SENVDDVSVMMG/TPANKALL 

DTTGFWHD/DFNNATPNDICVA 

IRSE/AADAG1AQAIMQQLEEA/ 

LKQQA/LDRNLNVMMFSDNVT 

LE/DEIQLK/TRAREKGLLV/MG 

PDCGTSMIAGTPLAFA/NVMPE 

GNIGVIGASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRT A P AALI FPITA LGSGQG A W 

TTRCAAGTCGRAASCSSMTSA/ 

AQ1FSPCHCPNQDWLAVGMESS 

NVELLHVGKPEKYQLHLHESCV 

LSLKF APCG R WF VSTGKDNLL 

NAWRTPYGASIFQSKESSSVLS 

CDI SRNNK YI VTG SGDKKATV Y 

EVVY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4650 


35018 


A 


4691 


62 


1371 


QNQSTISVMLRSAMTTTMAAD 

LITAl/MGQRKQHIDTGFWHDD 

FNNATPNDICVAIRSEAADAGl 

AQA1MQQLEEALKQLAQGSGS 

SQALTQVRRWDSACQKLPDAN 

LALISVAGEYAAELANQALDR 

NLNVMMFSDNVTLEDEIQLKT 

RAREKGLLVMGPDCGTSMIAG 

TPLAFANVMPEGNIGVIGASGT 

GIQELCSQIALAGEGITHAIGLG 

GRDLSREVGGISALTALEMLSA 

DEKSEVLAFVSKPPAEAVRLKI 

VNAMKATGKPTVALFLGYTPA 

VARDEN/VWFGSSLDEA\SLAG 

CFSVRARSPLTR1DGMMILGMF 

GG C F A ASL W ANN VKLRM PRSR 

I RIMQ A11GG 1 IAGFG ARLAMGC 

NLAAFFTGI PQFSLH A WFFANP 

LLIGQTLEDPHEY1DYLDKEFPL 

YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1125 


MEAEVDKLELMFQKAESDLDY 

IQYRLEYEIKTNHPDSASEKNPV 

TLLKELSVIKSQYQTLYARFKP 

VAVEQKETKSRJCAGMTKTMN 

V1QKLQKQTDLDLSPLTKEEKT 

AAEQFKSHSFGMWPCKLKYRQ 

NKKKKKKLSQNRSTTWKLNNL 

LLNDYWIQNEMKAEIKMFFET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKIDTLAL 

QLKELEEQEQTHSKASRRQEIT 

K I RA ELKEIETQKN LQKINESRS 

CFFEKINKMDRLLARLIKKKRE 

KNQIDAIKNDKGGITNDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYNLPRLNQEEVESLNRP1 

TG S E I E ARIN S LPTMCKSPG PDG F 


4652 


35020 


A 


4693 


2 


421 


G RVGGRVGK1RT* LN*IETKKY 

KR*NETKSWFFEKIKMDRPLAR 

LTKKRIKE1QITSLRNETGNIITD 

TTEIHKIIQG* SSSSSSSSSSSSSSS 

SSVFSSSSSSSSSSSSSSDTFKRPIT 

GIKIEMVF*KLPTKKSRISL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4653 


35021 


A 


4694 


I 


654 


MEYYAA1KNNTFMSFAATWM 

K L E A 1 1 LS K LT K EQ KTKRH MFS L 

VSTLELG A LTA L V RCG R WRRQ 

CDDEAMACVTQGRPLARLTKK 

RREKIQITSLRNETGDITTDTTEI 

QKI1QGYDEHTYAHKVENLEG 

MDKLLEKYNPPRLNQEELGTL 

NRPITSYEMEMIIKKL/PNEKSP 

GPDGFTAEFYQTFKEELVPILLA 

LFH KTEK EG 1 L PN SF YE ASITL 


4654 


35022 


A 


4695 


1 


786 


MPPSLAYKNPRPQQADTQVA/T 

MSRGVHWRKKMQAAGPREDV 

KRSTQAEEHTDRHQHTSRVHQL 

LLMRIFEMGWKKPSPFQEESIPI 

ALSGRDILARAKNGTGKSSAHD 

1PLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQICIQVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMVIAAPGRJLNLIKKGVAKLE 

ETYLRHIGRPGHFGHFGLAINLI 

TYGDHFNLKG1EEQLGKEIKPIP 

SNIDKSLHVAEFHSKAVENEICP 


4655 


35023 


B 


4696 


1 


501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFSIAMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWRIISLLVLKJVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVAI 

GRGGALEPQRWELRAPGSAGR 

LPREGGRTFPGAQSPAGAQSPA 

GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


346 


PPIN1SVPHC*PFGG/EPLEIL1PAP 
ERSSHVLSQSPVRTHSSAVHQS 
VGASLNCGDKQPPNFSGSKIFF 
L 1 YLH LMTGQ V RG SS VLCHPNT 
GIQKEGGTVNE1PIAIEKRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 | 


A 


4700 


2 


284 


ETGEFTQLKELNIQGNCWTLLL 

PELGNLYLTGQKJCVCKVENSP 

WVTPIAGQFQLDVSCVSECVCS 

ETYEYLYGQHMQ\ANP\EPPKH 

NNHKSGKD 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4662 


35030 


A 


4703 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 

SCTSSS ASG IQRPM A SE VPCA SG 

IPIKKIGHRGVDSSGETTYRKTT 

SSALKCA1QLC1THTVGSLDPTP 

ERHVLIEPLIELSSSGADGSLLH 

VSIHDEFII KTVQH KQAEFLQKL 

1 PG YH 1 DLNQN S WTLLPKF YGL 

CCVKAGGKNTQ1AVMKNLLLR 

LNSEGERILLCIGITDILQSYRFV 

KKLEHSWKALVCDGDTVSVHR 

PGFYTERFQCFMCNTAFKKIPA 

RTLTTPNAGKDVEQQELSSLLM 

GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 


2 


728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSS1SVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTHTS 

IGYIRNIYNPPESNASVIFDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LSKLSEIVYDSTAVTFGYDETT 

GVLKMVNLQSGGFSCTIRYRK1 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFRJASIKPVISETPLPV 

DLYRYDEISGKVEHFVIJTTAEM 

TLSKHFDTHGRIKEVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLGPYANTTKYTYDYDGDG 

QLQSVACNDRPTWRYSYELNG 

NLHLLNPGNSVRLMPLRYDLR 

DRITRLGDVQY/K1DDDGYLCQ 

RGSD1FEYNFNGAPTKTLSQAS 

G1LQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 

WHAPA RN KJPRAQK WREEPDL 

DPKPILELPLAELAQQLRTEELS 

LESILCSYLKQALKVHQEVNCL 

MDFLGECEEELQALKKLKKSE 

RGLLYGVPMSLKDTYDSMFLE 

KPATKDGV1MKVLKAQGAIPFV 

KTN1PLTLLRSLKRASWALNAA 

TPIYGQMLSPLNLKKTCGGSS/G 

GDHGGWPHGPGRGEPGAVPCK 
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sty iw 

NO: 


ciro in no- 
of peptide 
sequence 


iYICI 

hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Ntirleottllp location nf IdQl 

codon for last amino acid 
of peptide sequence 


Amino uric! cpnuenre f X~linknown 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHKDDTDICFSKTLNSCK 

VPQIRYASVERLLERLTDLRFLS 

1DFLNTFLHT YR 1 FTTAA V VLGK 

LSD1YKRPFTSIPV\RRARKLSLT 

SPLNSKIGALDLTTSSSPTTTTQ 

SPAASPPPHTGQIPLDLSRGLSS 

PEQSPGTQPEVSGSSPHSTAQSK 

IWSLVWKQYWLMAPSHALKT 

CHAARLARTFVTSSSATKVHCA 

ISLK 


4668 


35036 


A 


4709 


1 


195 




4669 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE1SRRFKAQQDQLVLILSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQ1MENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGG EGTGG SGTSQP\G SG M FN S 

PEMQ ALLQQ1 S EN PQLM QN V I S 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LPVFLQQMQNPESLSILTNPRA 

MQALLQIQQGLQTLQTEAPGL 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

TSEVRFQQQLEQLNSMGFINRE 
ANLQALIATGGDINAAIERLLGS 


4670 


35038 


C 


4711 


59 


464 
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NO; 


CCA I rv Ki/-v. 

5>hQ IL> NO: 
of peptide 
sequence 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE! S RRFKAQQDQLVLI LSG K 

ILKDGDTLNQHGIKDGLTVHLV 

I KTPQKAQDPAA ATASSPSTPDP 

A S A PSTTP A SPTTPTQPSTS DS A 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMIIAKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGKNPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GGEGTGGSGTSQVHPTVLNPFG 

INAASLRSGMFNSPEMQALLQQ 

1SENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

GMMPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

G LQTLQTE A PG L VPS L V SFG M S 

RTPAPSAGSNAGVYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

M IVQLLAGSGNSQVQTPE VRFQ 

Q\QLEQLNSMGFINREANLQALI 

ATGGDINAAIERLLGSQLS 


4672 


35040 


B 


4713 


309 


527 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4673 


35041 


A 


4714 


Jill 


2506 


KKDQRETRNQKGLGFLRDRPQ 

WVSGKMKQECLQ/HWNAMAI 

NMHRAVAIFPKRRHGREDGLLS 

NLPTFGSYAPLRRVSNEFIASAV 

QRILLERRALPHGNCKLGGLTP 

QFMMRKNALVLEVLARAIRQE 

KEJKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRIKYLGIQ 

LTRDVKDLFKENYKPLLNEIKE 

DTNKWKNIPCSWVGRINIVKM 

AILPKV1YRFNAIPIKLPMTFFTE 

LEKTTLKFIWNQKRARIAKSILS 

QKNKAGGITLPDFKLHYKATV 

TKTA WY WFQNTDIDQ WN RTEP 

SEIMPH1YNYLIFDNPEKNKQW 

GTDFLFNKWCWENWLAICRKL 

KLDPFLTPYTKIKSRWIKDINVR 

PKTIKALEENLGNTiQDIGMGK 

DFMSETPKAMTTKVKIDKWDL 

IKLKSF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 

SGGGGGGGGGGGGGGGGSGS 

GQ/HAPAAPAGGIEAVNMASi^S 

YHISNLLGVLAAAALAVTQALP 

\PPSAVAGSFSAPKSPAHRSAGL 

PIPAEPLSSPLLQPPPP 


4675 


35043 


A 


4716 


1 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 

KKETE* SMEKEKLTMHPLSCTH 

I*PRPQAPEADKQMRR*TEEQN 

CRMMWQKKEKEHLNAKRSLA 

GSGWRDQPLDGKAPGEDHLP1P 

SPFQLPIHPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRJRDSELQKJHRAAV 

KGDAAGVERCLARRSGDLDAL 

NK/TAQIAGAQPREEACTVILLE 

HGTNPNLKDIYRNTALHYAVY 

SESTSLAEKLHFHGANIEALDK 

VLSISFLSKILMSSLKTCGRDAE 

DYTISHHLTK1QQQILERKKKIL 

KKEKRGKASESEFLNSLGGPTL 

DKKIRNVEISDESAVSILHELCV 

DSLPALDDEVLSVATKCVPEKV 

SEPLCRPSHEKGNRIVNGKGEG 

SEECLGPAAHRLRCGERLYLPP 

RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 




4682 


35050 


A 


4723 


2 


7973 




4683 


35051 - 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLL\LHRASIVQKRUYF 

QDEGSLTKKLCEQGKTLKHSQ 

QMFFK 


4685 


35053 


A 


4726 


1 


1043 


MELEWKVNVKVNSQDTNHHG 

SLQL A RG E A A A VKFG RM SKKQ 

RDSLYAEVQKHQQRLQEQRQQ 

QSGEAEALARVYSSS1SNGLSN 

LNNETSGTYANGHVIDLPKSEG 

YYNVDSGQPSPDQSGLDMT\GI 

KQIKQEPIYDLTSVPNLFTY\SSF 

NNXGQLAPG ITAMTEIE1 V AAEKF 

PLIYKQSFLLTVLSFGGGGSVIC 

GPTFAKVSSSRRFIHHGDKIQPS 

rNALGWTFMEETPQIFKCRTNT 

HGKELEHDLPEHSSGQGSTRRK 

SSCLRRDNNPMLLSGGRFYEKI 

HNFITGTFDVRKMEHAEGKTSD 

LVHVGFQAIKMPSSLKQEASNG 

LIKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


110 


1797 


PSQQEPGSGTSCLRYCWTAQTL 

PSVTMKLWVSALLMAWFGVLS 

CVQAEFFTSIGHMTDLIYAEKE 

LVQSLICEYILVEEAKLSKIKSW 

ANKMEALTSKSAADAEGYLAH 

PVNAYKLVKRLNTDWPALEDL 

VLQDSAAGF1ANLSVQRQFFPT 

DEDEIGAAKALMRLQDTYRLD 

PGTISRGELPGTKYQAMLSVDD 

CFGMG RSAYNEG DY Y HTVL W 

MEQVLKQLDAGEEATTTKSQV 

LDYLSYAVFQLGDLHRALELTR 

R\LLSLDPSHERAGGN/LCRYFE 

QLLEEEREKIALTNQTEAXELTTP 

EGIYERPVDYLPERDVYESLCR 

GEGVKLTPRRQKRLFCRYHHG 

NRAPQLLIAPFKEEDEWDSPHI 

VRYYDVMSDEEIERIKEIAKPK 

LARATVRDPKTGVLTVASYRV 

SKSSWLEEDDDPVVARVNRRM 

QH 1TG LT V KTAELLQ V AN YG V 

GGQYEPHFDFSRNDERDTFKHL 

GTGNRVATFLNYMSDVEAGGA 

TVFPDLGAAIWPKKGTAVFWY 

NLLRSGEGDYRTRHAACPVLV 

GCKWVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 . 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SLQ ID IN(J: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
**=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFLYECANFQSVSLGDPQ 
EPSCLCGGQPQGAAGGSSGSED 
ALLCLWDLQARKWKFEMSYTS 
GNIRGSSFCQFKSSFLVYFKALL 
KFRELFAQFKSFMG EKKLSLAP 
PMSDSSGDGIIRKIDYASCKRSG 
XSSIRALPKTYQQP/EVLNDTWV 
SFPSWSEDSTFVSSKKTPYEEQL 
HRCEDERFEEMKTAGFASFGER 
SKTGVPNLRVTDWYRLVAC 


4691 


35059 


A 


4732 


3 


425 


GASSEEAEGASEGP\GAPGGWG 

APGSQGAQEGGDLQEAEESQE 

GGDPRKPRSPRKVERHRKAGA 

PGRDLGRPSLTVLLANHCVLQR 

LRK1YHSSIKPLEQSYKYNELRQ 

HEITGQRCPCCEEPKPQHQERA 

LFVVVSENRNI 


4692 


35060 


B 


4733 


1 


1056 




4693 


35061 


A 


4734 


171 


511 


LLSVRHVVRNTQETANDVQVW 

/LDREGGSKJ\NTG VCFLDH M LD 

QIATAVSRMEMNVKGDLYIDD 

HHTV\EDTGL\ALGEALKIAPGD 

KPGICRFGFVLP\MDECLAACAL 

DISGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSSAWRQQNRARPSSA1 

LPSSLSLGHPALPQFSQRMPAT 

ASQLPGMVGVLEGYGQTAASP 

GSVSSCSPACSSCCLGCWWPSS 

WPSCRLHPHLGRPIAHCLPE/VL 

TTTT 1 " I PTITTSQ A AGTPKGQQE 

SGVSPSPQSTCGGLLSGPRGFFS 

SPNYPDPYPPNTHCVWHIQVAT 

DHAIQLKIEALS1ESVASCLFDR 

LELSPEPEGPLLRVCGRVPPPTL 

NTNASHLLVVFVSDSSVEGFGF 

HAWYQAMAPGRGSCAHDEFR 

CDQLICLLPDSVCDGFANCADG 

SDETNCSAKFSGCGGNLTGLQG 

TFSTPSYLQQYPHQLLCTWHIS 

VPAGHSIELQFHNFSLEAQDEC 

KFDYVEVYETSSSGAFSLLGRF 

CGAEPPPHLVSSHHELAVLFRT 

DHGISSGGFSATYLAFNATERL 

CLVESTSS 


4696 


35064 


A 


4737 


1 


154 





542 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


bLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4697 


35065 


A 


4738 


1 


700 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGKVE 

ADIPGHGQEVLIRLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTAVLGGILKKKGHHE 

AEIUCPRGTVSNATKHKIPVKVT 

WRSSPECI1\QVLQSKHPGDF\GA 

\D AQG A MKQG PG SCFRKDN WP 

PTYKELGLSRAKPLAGFPTPNPS 

WAPGFKRERGLISV 


4698 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGKVE 

ADIPGHGQEVLIRLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTA\LGGILKKKGHHE 

AEIXKPRGTVSNATKHKIPVKVT 

WRSSPECIMQVLQSKHPGDRGA 

\DAQGAM\NKALE\LFRKD\MAS 

NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 

GENFCNLLI*QSANIQNLQRT*T 

NLQEKNKQPHQKVGEGYEQTL 

LNRRSLCSQKTHEKILIITGHQR 

NANQNHNEIPSHTS*NGNH* K V 

RKQQVSYKLL*MRPRRTRQVT 

Q*RREPETSLAKETPGNPTNTN 

AKFKTRGARISHYSSGNGERLP 

RTVC 


4702 


35070 


B 


4743 


1 


6477 




4703 


35071 


A 


4744 


i 


623 


MSSDISEVEDKNEFLTEQLSKP 

QIKFNTLKDKFLKTRDTL\RKKS 

L ALET V HNNLSQTQQQI K EM K 

EMYENAEAKENNSTGKWSCVE 

ERICQLQHENPC1EQQLDDVHQ 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDLILYLE 

NPKDSTKKLLELINKFRVTGYK 

1KLQKSVAFLNDKNEQSKEENQ 

ECNPIYNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 
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CCA tt\ 

ot,\J III 
NO: 


cirri in na. 
of peptide 
sequence 


AM at 

hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino nciu sequence \ /v — unKnown, 
*=Stop codon, /=nossible nucleotide 
deletion, \-possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


M E A V DTFL V FN A LN FL LTSQTT 

GCSSSCDPGHGLGQGSGNRFP] 

AAASARTAEEAKWFFSNKDYS 

N V LQ L PDPKKTE YHI HEKRFSD 

SRILCYYPEFGKVEEIILTAMKH 

DWFGKHRKDDKIEKTGK1KIQE 

SFTSEEERIRMKQEQERIQAKTR 

EFRE\RQARERDY AEIQDFH RTF 

GCDDELMYGGVSSYEGSMALN 

ARPQS PREG H M M DA\LY AQV K 

KPRNSKPSPVDSKGKVLGEADP 

VYPRRNPGTEGNASSLPSVSFSE 

SPPVRAAFAGYHYVAFPWLQK 

LMSGTSGKDPEKEADLARVVT 

LRVVTLRJETHVKTLAFTAALL 

QQLACIDVGMDKQNDVYTYN 

KI LLSFKRKEILTHTTTRMSLED 

1ILSEINQWQEDKYRFGLYEVA 

QVVKLIETESKVVVSRDGGRG 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 


1 


658 


M WN S KTL A AFRPCPKDPLN FE 

LERDNLAYLAEEIPKQQSIQY1T 

WMILKAFSHMHLQRDNLKLEL 

M FKRKAKH KG LKNLH PDH VI E 

KKNLFSAEKFKPAAEIYISNEEP 

NVNSQDNGKKCLQGMSE1FAA 

APAITDNTSDKTTLIKVSSWPYI 

ADRRCPLVNVTREDSPSEDPVF 

LRTLGKGDWFGEKALQGWGL\ 

KGIHHVSAQEPVCLLLPFMTPR 


4711 


35079 


B 


4752 


1 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


411 


1042 




4714 


35082 


A 


4755 


1 . 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 

DLGSLQSPPPGFTPFS/SPQPPKE 

PGPQAPATTPGQSFAFLVEMGF 

HHVSQ\EVSIS*PRDPPASASQS 

AGTTGVSHRAWTFCFLRQSLA 

LSPDWSAVARSQLTATSASWV 

QVSRR 


4717 


35085 


C 


4758 


150 


491 
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SEQ ID 

NO: 


Ci'A | IX XJ 

oL{£ IW ri\). 

of peptide 
sequence 


Met 
hod 


otv lis rNU. 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=nossible nucleotide 
deletion, \=possible nucleotide insertion) 


4718 


35086 


A 


4759 


1 


548 


GIAFCLNLIKTLKLPNFKSCVIL 

LGLLLLYDV/FFVFITPFITKNGE 

SIM VELA AGPFGKNEKNDGNL 

VEATGQPSAPHEKLPVVIRVPK 

L1YFSVMSVCLMPVSILGFGDI1 

VPGLLIAYCRRFDVQTGSSYIY 

YVSSTVAYAIGMILTFVVLVLM 

KKGQPALLYLVPCTLITASVVA 


4719 


35087 


B 


4760 


642 


1985 




4720 


35088 


A 


4761 


39 


252 




4721 


35089 


A 


4762 


1 


783 




4722 


35090 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765. 


129 


1036 




4725 


35093 


A 


4766 


1211 


1983 


SQSCLLLQEDFAPIAGEQEAEQ 

HQEDLRALLRASLQGQCSRQP 

GTRLHGSAPWPGEAQNRSRPLP 

GDSPSLDRYRGI/SDAVGKSRSG 

DIGSSLRVEAGDKRTQASPERQ 

PHCGAHDAQDISGGREIFKPRQ 

LPGSAIWS1KVGHGSGFPGKRR 

PRGAGLSGRGGRGRSKLKSG1G 

AW LPG VSTA D I SSN KDDEENS 

VLDMVVLFSSSDKFTLN/QVCG 

SFGQGAEGRLLACSQCGQCYH 

PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVC1AAKFIT 

HAPAGEFNEVFSDIRLLChTNDS 

LLRERAARAFAHYNMDQFTPV 

KMEGCEDQTIIACIESHECQPKN 

FWNGRWRSEWKFTITPPTAQV 

VGVLKIQVHYYEDGSVQLVSH 

KDVQDSLTVSNDAQTAKEFIKII 

ENAENEYQTA1SENCQTMSDTT 

FKVLRRQLPVTRTKIDWNKI\LS 

YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKFIT 

HAPPGEFNEVFNDVRLLLNND 

NLLREGAAHAFAQYNMDQFH 

A VK\I EG YEDQ VLITE HGXDLGN 

SRVLDPRNKISFXKFDHLRKEAS 

DPQPEEADGGLKSWRESCDSA 

LRAYVKDHYSNGFCTVYAKTI 

DGQQTIIACIESHQVFQPKNFWN 

GRNWRSEWKVPUTPPSAQWVG 

VLKIQVHYYEDGNVQLVSHKD 

VQDSLTVSNEAQTVAKEFI\K1IE 

NAENEYQTAICGNYQTMSDTT 

FKALRRQLPVTRTKIDWNKILS 

YK1GKEMQNA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 

GKNKGAGLTPA/AGTSGCAGR 

AESRGPPTGSHGSEPSRGSKGL 

CGRGTRSLPERGAEVLPHLPAQ 

TSPQLGSQGAWP/RHPRKPFRP 

AARAGTQPPGFVPSTPALLKVL 

YRSAHTQHSGRAAPEPSRLALG 

PTLQQKRHMGHRRNLTFSSTY 

NKKCGFG WA V EMRFS ALLD VT 

TTPSRVAFWGSRGPPLGMERQL 

QLLSGYSPDGWLSTSM 


4729 


35097 


A 


4770 


1 


590 


MDTRIGTTDTGTYGKVEGARR 

MRLKKLPIEYYAYYLDDEHCTS 

NPCEFPGYGIEREYPCETSGPLE 

LTVQEDQGEEPQREELTRKKTS 

KVCRGSPLAWATGVKPCLKKK 

RRRRKEERRKKKEEGEGEGEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EE/EEEEEEEEEEEEEEEEEEEEE 

EEEEEESDPCTSWNTSQP 


4730 


35098 


A 


4771 


1 


288 




4731 


35099 


A 


4772 


1 


237 


MRSSVIGPRSHIPSQRKSG1QEE 
EEEEEQEEEEEEEEEE/EEEEEEE 
EEEEEEEEEKG LLDQE AARH L V 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 

AMHALNTVVSEKDLTLDLSGL 

VARNICRCGPHSYSLNTHLLHA 

CLRLPTQRENTTLKTFIPQGWEI 

HTDQVEREAECQPGRLKICVHD 

TAQELPLASTARNALLGRNLCP 

FRQSSTTQMPDEIPISLDDRMRP 

PSLKKKK/VVGEEEEEEEVEKEK 

EEEEEE/DEGEEEEEEEEEEEEE 

EEEEEEEEEEGGGGGVGEEEEE 

EEGEGEGGGGEEDEEE*EEEEE 

EQKKKEKKKKEQEEGGGEGG 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHKEAEGGHGKAHVEG1CRA 

PSNLQPSAPAELSGNNSISF\HHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEDLLYNFI 

YIIFSKMPTKVPSLWDSKJLGAE 

QA A PEENN KKEQQEE YQG KSF 

SFLNLTECWP 


4736 


35104 


A 


4777 


1 


414 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGKAHVEGKRA 

PSNLQPSAPAELSGNNS1SF\HHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEDLLYNF 

IYIIFSKMPTKAMSISSMFKFAT 

KIRMTVTPNPKCCWIPVFPAYL 

STSKAAKCMHHTA HHGQEKSD 

HCISPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKAVL*NQ*EKRHNI 

PESLGHI/AKQCVEGNL*H*MPT 

RESRKDLKLTP*/PSQLK£LEKQ 

EQTH S KAGRRQE/TN * DQS RJEG 

DRDTKNPSKNQ*1QELVF*KDQ 

QN**TASKTNKEEKREESNRRN 

KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


3011 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRH H * PA A RSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRNWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 

LKETA PSLQK E W A EQSSKSQET 

VGVKGITRHFQVSTLLERREDR 

KSKEPPLLIPRQTVSGVDLQQTP 

TDLQLSVLTVRRKTNKQKGHP 

HQKP1CTSPSSNTKVKNLEKQL 

DEWLTRITNAEKSSKDRMELKT 

KARELHDECTSLSSRCDQLEER 

VSVTEDEMNEMKRGEKFREKR 

IKRNEQSLQEIWDYVKRPNLCL 

IGVPESDGENGTKLENTLQDIIQ 

ENFPNLARQAN 1QIQEI/RENAT 

K1LLEKSNSKTHNCQIHQS*NEG 

KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSLIV*SLLLS 
THQSHSPSSFVPLLVRSCIPLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
^Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


4745 


35113 


A 


4786 


3 


832 


ERH HPPPQ AG PH PPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSSITSTQRNQPQATTVEKA 

HMESTRTPEEPKGAVRGTR*KK 

KKTSRDTPPQTP*EKSSSATRMK 

AGGKDSDKRERKATEDQTTPS 

KRRKLHP^4AKKLKTLKKN*^rN 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDAINWKKGPP 

PRPTTNDAKIVTRPTHPTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NGYTPPRGKRVREDRCKPPQAP 

TS A PRA AKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 


1 


462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAG PGCEG A WILCPESQ 

DDSKQEGDNNMIVVSRNAVRS 

VKAEFQGDNLENWESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLKISERQNWLDLVDF1LLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMG DRP VQFE1LSDQS VN FG FR 

KLTN RKD I HTKN PS VRH H HQ RP 

KVDET1KMGKTQSRKTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKWITRIT 

NAEKSLKDLMELKTIAQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MNEMKREEKFREKRiKRNEQS 

LQE1WDYVKRPNLCLIGVPESD 

GENGTKLENTLQDIIQVNFPNL 

ARQANIQIQEIQRMPQRYSLRR 

ETPRHIIVRFTKVEMKEKMLRT 

AREKGLECSGAGLAHCKLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVSIPPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RJVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHINPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


O f\ |ff\ H 1 

SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4748 


35116 


A 


4789 


1314 


2221 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKAVL*NQ*EKRHNl 

PESLGHI/AKQCVEGNL*H*MPT 

RESRKDLKLTPVPSQLKELEKQ 

EQTHSKAGRRQE/TN*DQSRIEG 

DRDTKNPSKNQ*IQELVF*KDQ 

QN**TASKT/IQRRKERRIK*TQ* 

KMLKEDITTDPTEIKTIIREYYK 

HLYAHNLENLEEMDFCFLDTYT 

LPRLNQEEAESLNRPITNSEIET 

VINSLKEKAQDQKDLQLNSTRA 

LFTIAKAWNQPKCPSMTDEIK/I 

NVEHIHHGILCSHQKE 


4749 


35117 


A 


4790 


2 


2260 


TKDKMHMIIS1DGGKAFDKIQQ 

PFMLKTLNKLGIDGTYLKR1RAI 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARVI 

RQEKE1KGIQFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKLIS 

NFSNVSGYK1NVQKSQAFLYTN 

NSQIMSELPFTIATKRJTYLG1QL 

ARDVKDLFKENYKPLLNEIKED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

KFKAHDKKDFNLPEYDLNVEE 

RLVL1EKSVDSTATADDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLS1NSKEETEHL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPN RTEPHDSDCSVDLGISK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVKITSAVDGKN1VRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

IFKFDSNHNPEEPNIIRGPTSGPQ 

SAPQ1\YGPPQYNIQYSSSAAVK 

DTLWHSKQNPQIDHASFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWAISPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAQ 

IPEGDYLSYREFHSAGRTPPMM 

PGSQRPLSARTYSIDGPNASRPQ 

SARPS1NEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


35118 


A 


4791 


1516 


1729 


1 LAPHSLLACRVSAERSA VSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/RI*QLCVLELLFSRSIVVAF 
SEFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4751 


35119 


A 


4792 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 

TRSTSSTSSGSNSNVLVPVSWK 

RPQ Y SQKRA K E KL V H V LS LCG 

QEVGLSKNPSVIFSSCGDLDLLE 

HQTSLVSSEDGAREQENMDDT 

NSEQQFRVFRDFDFLDVELEDG 

EELQGESMDNFNWGVRRRSLD 

SLDKCDMQILEERQLSGSTPSL 

NKMHHEDFDESSEEEDLTASQI 

LEHSDLIMTLSPSEETNPMELLT 

TACDSTPPEPHSFNTRMSSFDAS 

LPDMNNLQ1SEGSKA\EAVREE 

EDTTVHEDDLSSSINELPAAFEC 

SDSFSLDMTEGEEKGNRALDQF 

TL A SFGEG D RG VSPPPSPFFS A I 

LAAFQPAACDDAEEAWRSH1N 

QLMCDSDGSCAVYTFHVFSSLF 

KN IQKRFCFLTCDAASYLGDNL 

RGIGSKFVSSSQMLTSCS\LDKL 

KFS V L ELQE YLDT YNN RKEATL 

SWLANCKATFAGGSRDGVITC 

QPGDSEEKVIKAC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRAD1TTCDRRITPGTCSRPLPV 

LPASLYAADMASQQDSGFFEISI 

KYLLKSWSNTSPVGNGYIKPPV 

PPASGTHREKGPPTMLPINVDP 

DSKPGEYVLKSLFVNFTTQAER 

KIRIIMAEPLEKPLTKSLQRGED 

PQFDQVISSMSSLSEYCLPS1LRT 

LFDWYKRQNGIEDESHEYRPRT 

SNKSKSDEQQRDYLMERRDLAI 

DFIFSLVLIEVLKQ1PLHPVIDSLI 

HDVIMLAFKHFKYKEGYLGPNT 

GNMHI 


4755 


35123 


A 


4796 


2 


6107 


GERKPK1DLFRTCVAAIPRLLPD 

GMSKLELIDLLARLSIHMDDEL 

RH1AQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWKLVIQTQG 

KVYEQANK1RNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MGVDVDVDRJYGFGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

HIDMDMDVDIGSDNILQSALRR 
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SEQ ID 

NO: | 


SEQ ID INO: 
of peptide 
sequence 


Met 
hod 


SLQ II) INO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4756 


35124 


A 


4797 


3 


565 


MLPGHLFCLAKAGKEEQEEKG 

Ql ITRKT1TPQN IPGPGAHITATH 

RGRCTVATKFSGGLCKEPNRLT 

WY/GPPLKGAHGGR/GPSSRVPS 

FPAAGQPP1GGALHGAGSRGLA 

RTRAQLGGPPGGELRGT/SGNG 

DGQGPDGDSRKSGSPLRPSHL/P 

DPAAVAGAPVSGHLQTPGHHA 

GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


i 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQE\ESVRLHQINIYL 

SDRISLH RR LP VRWNPLCKEKK 

YDYDNLPRTSWTKAFYMEAWS 

TLLRTVYSVLETSPDILLEEV1L 

VDDYSDREHLKERLANELSGLP 

KVRLI RANKREG\L V RARLLG A 

S AARG D VLTF L DCHCEC H EG W 

LEPLLQRIHEEESAVVCPVTDVI 

DWNTFEYLGNSGEPQIGGFDW 

RLVF\RWHTVPERERIRJVIQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LG S Y DTGM E V WG G EN LEFS FRI 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNKALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECSIKAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MHNSDGIEVMRQQKAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQ1SVKC 

SNQFKLEVYLLNAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLANAEVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GKPFYFHGVNKHEDADIQGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSH YPYTE EM LQIC YRYGI V V I 

DECPAPSGHT\GPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

RDKNHPAMVMWSLAKEPASFL 

ESAGYSFKSLTMEQTARVLDLD 

TGEAVLQYRSLPRGAHKTLGK 

KRKISS YN VDLTSCQLA KEKCL 

KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVJERPY ECK ECG KNFRSGY 

QLTLHQRFH T\(j 1 H KGG K PY EC 

KECKKTFTLY RNLTRHQN 1 HTG 

EKL FEC KQCG KT YTTG S K L FQH 

QKTHTGEKPYECICECGICAFSL 

YGYLKQHQKIHTGMKHFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNLIQHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTG VKP YECK K 1 HT 

GGKPYECKECGKAFSRASNLV 

QHER1HTGEKPYVCKQCGKTFR 

YGSALKAHQRJHRSIKVNQWL 

DSPRHKS1NCDPMSPRTRKTRE 

RSHVSGRSLCQRLLGQGAQLRE 

FKQPPRNRFRRVCGLVARNTFP 

RGLRGRRASRRN AAASRLEDA 

VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 
PPASSTPPHS/HF WLL VLSRG LV 
GIG EAS YSTIAPTIIGDLFTKNTR 
TLMLSVFYFAIPLGSGLGYITGS 
SVKQAAGDWHCALRESFLQLV 
RLLKVTH LLQQLQLL YPTNG K 
RQDTNHTRSQCAHYLPHLDFQ 
VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 




4766 


35134 


A 


4807 


899 


1219 


ANRKASTMRWYVRPFCSGLST 

LSREKLYPLRMLRMRASTGPLS 

GALGMYSTASPRLMFSGCS1SS 

AR*LFRSSAVTMPPAAWMSFT1 

WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 

GDTPRRPEWHRSLAHCMSPVD 

SLPGCAVSGSSDPWEVSWLWQ 

Q/VDRCDNREE/VMW*QRLGFP 

SPTVSFPQRAVSASKPLQ*APS 

WISLHSTLSQCRASDLRGRHTV 

PEVVYEWSPCALPTHREHPNAI 

MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFSVIWQLVDRQNRRSDI 

MWLDRNDGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK 

EDEGQYECHVTEWVRVVDGE 

WQ1VGERRASTPISHALGE 
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SEQ ID 

NO: 


of peptide 
sequence 


Mel 
hod 


bcA? II* NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acia sequence \ a— un Known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


EIRSWEKRKRLVLCLLEAADM 

KCFFPVLSCLAVLGVVSAQRQV 

TVQEGPLYRTEGSHIT1WCNVS 

GYQGPSEQNFQWSIYLPSSPER 

EVQIVSTMDSSFPYAIYTQRVR 

GGK1FIERVQGNSTLLH1TDLQA 

RDAGEYECHTPSTDKQYFGSYS 

AKMNLVVIPDSLQTTAMPQTL 

HRVEQDPLELTCEVASETIQHS 

HLSVAWLRQKVGEKPVEVISLS 

RDFMLHSSSEYAQRQSLGEVRL 

DKLGRTTFRLTIFH 


4770 


35138 


A 


4811 


I 


3728 


MKCFFPVLSCLAVLGVVSAQR 

QVTVQEGPLYRTEGSH1T1WCN 

VSGYQGPSEQNFQWS1YLPSSP 

EREVQIVSTMDSSFPYAIYTQR 

VRGGKIFIERVQGNSTLLHITDL 

QARDAGEYECHTPSTDKQYFG 

SYSAKMNLVVIPDSLQTTAMPQ 

TLH R V EQDPLELTCE V A SET 1 Q 

HSHLSVAWLRQKVGEKPVEVIS 

LSRDFMLHSSSEYAQRQSLGEV 

RLDKLGRTTFRLTIFHLQPSDQ 

GEFYCEAAEW1QDP 


4771 


35139 


A 


4812 


897 


1217 


ANRKASTM RWYVRPFCSGLST 

LSREKLYPLRMLRMRASTGPLS 

GALGMYSTASPRLMFSGCSISS 

AR*LFRSSAVTMPPAAWMSFT1 

WAVRLPL*KAWAPSMASVS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 


1 


1507 


M WNSKINHDHDDQFLKTYY VL 

ESS1SVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSVIWQLV 

DRQNCRSNIMWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLG I FNSRKEDEGQ YECH VTE W 

VRVVDGEWQIVGERRASTPISII 

ALEMGFAVTAISRTPGVTYSDS 

FDLQCJIKPHYPAQVPVSVTWR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLIISRASDTEAGKYQCVAE 

L W WKN YNNTWTQL A ERTSN L 

LVIRVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALVIGIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKP1QLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHNSAFEYGTYVEEEGLRAR 

LQFERHVSGDLFSLTVQRAEWL 

LS PN Y A WYKL A EE VSG RTE VT 

VKQPGGSLGLGCVSVSGWAAEP 

VCTQGPRPCSWNTPLA LTA AC 


4773 


35141 


A 


4814 


I 


627 




4774 


35142 


A 


4815 


166 


435 




4775 


35143 


B 


4816 


1 


240 




4776 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 
PPSAPKP*RPRPFS*LARSLCFPA 
AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FPWLAPRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLGIGAPGPCW 

AQAGVQGWSNVATSSPSGPSA 

QGQPRAPPCLVCGPAQCGTSGS 

RSRATGLRPSCLECQVWWSPQ 

CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4779 


35147 


A 


4820 


152 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

YCQCNPD/AQPSEDGIH/TLTCA 

LMLLNTDLHGHVIGEVTGETN 

RTDKQQN RTEQSKRQAN ADKH 

NEHANNEQQHEHDKDNDTRTR 

DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLK1STGYTGSMAEEASGNLTI 

MA EG EGEAGTSTHGQS R R KRE 

KEEVLHPFKQPDLVRSHYRENS 

KEEICPHDSVTSCQTPPPTLGITI 

RHEIAASICHVADTAGVAGDA 

MMRKTDLIPPFIGLTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNST1QPKQK 

QHGMITRLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLV1SFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVRSKPQFHFPAAGENCLNRSE 

LSRNQGLQARVG PL A I M SSDPS 

GDFVLYTPTILGFVGLEVLVSR 

EGTFLWRYSTCP\LNYKLWLPP 

GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 

RAEEHGQQSGRAKE1GHK1PKE 

TFDELTAELETISSKVCLYLAKK 

NQVIQQELLSMKEVQQKCKKL 

EEVNK1LEQEVVNLKTHEKNM 

VEFGDVEECKLQLEERAGQEIE 

FCLEEINLQRACLSAKKVRAEGE 

LEPRRHHNHTLGFTEGPWGLM 

SV1TGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN* KH RSTKG FTTLS 
TVALLLTGHVGIKTSNCHPGY 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4784 


35152 


A 


4825 . 


1467 


1890 


DWFDELTAELETISSKACLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNKILEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

EKLEEINLQRACLSAKKVRAEG 

ELEPRRH HNHTLG FTEG PWGL 

MSVITGAYDLIR 


4785 


35153 


B 


4826 


I 


753 




4786 


35154 


A 


4827 


225 


410 




4787 


35155 


A 


4828 


225 


410 




4788 


35156 


A 


4829 


225 


411 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLGXLALSVAGGAENSALYNVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFLIPWVQK/PP1IFDCRSRPRN\ 

VPVITGSKDLQNVN1TLRILF\RP 

VASQLPRIFTSIGEDYDERVLPSI 

TTVENLKSVVAPFDAGELITQRE 

LVSRQV\SDDL\TERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

AAI1SAEGDSKAAELIANSLATA 

GDGL1ELRKLEAAED1AYQLSR 

SRNITYLPTG\QSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQ1FSA 
* RLKTA ARLPRKP WA VLPQGFT 
DTPPHFSQAQ1SSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


191 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 
FTQEEWRQLDPDEKITYGDVM 
LENYSHLVSLAYEVATSCTSEIL 
KPSN LPKSFFFS H *QDMI SPSQT 
SSLSWSRERSCG 


4796 


35164 


A 


4837 


3 


273 j 


VLHFISAGNTFAHQQEHSPRKG 
PNNLSKRKLLPAV\GPRVFHGE 
DRHL/LFSTRKE*ARSLCYVQG 
GVQAPAAAFCSLLSLWGWAGC 
AFWC j 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


4797 


35165 


A 


4838 : 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 

HIREPTPSPHLGPLRGSHRGPPS 

RPLPPALAALSLLETLQPRLLHP 

HLHL\LHDQGRACVRAYAHPS 

YLWRCHALGVWVES/ARLRPS 

ALPPAHSPPLAAPLLSSSVQPPA 

P ALEPPPRPPA AG A A A RCL A AQ 

HHHPSRLGVRQPPLAVGALGST 

WPPQAPAPPPELSALEQDRVGA 

QPPPPPSQGA 


4798 


35166 


A 


4839 


1 


197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKM 

NTLQGPVSFKDVAVDFTQEEW 

RQLDPDEK1TYGDVMLENYSH 

LVSLAYEVATSCTSEILKPSNLP 

KSFFFSH*QDM1SPSQTSSLSWS 

RERSCG 


4801 


35169 


A 


4842 


1 


372 


VQWLFMQICLGGKHQQLRHQG 

VQEKMLPLEGS*V1EAGSPTLIG 

ETLSLEIINY1IGAGLESVHTHKS 

RQLGGWTRPGSHFQQVLIPAHT 

PMMLEPSQLSLEPRLVPAQQSL 

PSAPTPSKALSQ 


4802 


35170 


B 


4843 


7 


267 




4803 


35171 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


141 


359 





557 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4805 


35173 


A 


4846 


831 


3017 


RRRLHYSGSTRPWTRAMLPR 

TLSLRPHLSLSLHLPLPCLLLHLV 

LPTHLPPGPKHQPTVREL/ARRC 

RLPRACHPAQNLLEQQPLRPSH 

LQRH/LSLLPPLGLSQSGPPG/LA 

PQPLL*LQTPDHFAGADPCS1HG 

TSH*HQGTSNPSGRDGYQTPSH 

ICP\SPAPKQSFLFGTQNTSPSSP 

AAPAASSAPPMFKPIFTAPPKSE 

KEGPTPPGPSVTATAPSSSSLPT 

TTSTTAPTFQPVFSSMGPPASVP 

LPAPFFKQTTTPATAPTTTAPLF 

TGLASATSAVAPITSASPSTDSA 

SKPAFGFGINSVSSSSVSTTTST 

ATAASQPFLFGAPQASAASFTP 

AMGSIFQFGKPPALPTTTTVTTF 

SQSLHTAVPTATSSSAADFSGF 

GSTLATSAPATSSQPTLTFSNTS 

TPTFNIPFGSSAKSPLPSYPGAN 

PQPAFGAAEGQPPGAAKPALAP 

S FG S SFTFGNS A A PA P ATAPTP A 

PASTIKIVPAHVPTPIQPTFGGAT 

HSAFGLKATASAFGAPASSQPA 

FG G ST A V FSFG A ATSSG FG A TT 

QTASSGSSSSVFGSTTPSPFTFG 

GSAAPAGSGSFGrNVATPGSSA 

TTGAFSFGAGQSGSTATSTPFT 

GGLGQNALGTTGQSTPFAFNV 

GSTTESKPVFGGTATPTFGQNT 

PAPGVGTSGSSLSFGASSAPAQ 

GFVGVAPFGNTFAHQQEHSPR 

KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QNIQRKGPKRYIVIAGNSQSHQ 

PMIFSMLRKLPKVTCRDVLPEIR 

A1CIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

ALKGLYGNRDLTARLELFTGRF 

KDWMVSMIMDREYSVAVEAVX 

RLLILILK\NMEGVLMDVDCES 

VYPI\V*ASN*ALASAVGEFLYW 

K L F YPEC EI RTMGG REQ RQS PG 

AQRTFFQLLLSFFVESKSHFVTQ 

GG G SGQFS AH RN LCLPG SGN FH 

VSASRVAGIAGAPPHTWL1YVF 


4807 


35175 


A 


4848 


I 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence | 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCVKALKGLYGNRDLTAR 

LELFTGRFKDWMWSMIMDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYP1VLFYPECE1RT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESKLHDHAAYLVDNLWDC 

AGTQLKDWEGLTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




4811 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


M PHTPRC LFRPQ ASCL VHFLEQ 

QNKLLETKLQFFQNRECCKSNL 

EPLFEGYYTLRREAECMEANSG 

RLASELNHVQEVLEGYKKKYE 

EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPL1SDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLFILLIGNTSIA1FAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


MSSGEGKRTWLGSLWGGVRVP 

VPPPJCGLRVAVTSAGTSSFSLA 

PKPTRI RG E RG KG QG RG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

QALRALFGPIRRRGRAAETRIV 

YW1KDRQLTNRDSTILELQKVL 

KTCCAQSMK1FCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 


A 


4858 


1 


1156 


MAFRKKI ITAGC1DHVLS VSDS 

QQMQANLTQRTEAEIRKQTQIA 

PTFPAHSLPDKYLGFALLNRKII 

GTFLVFNMCKRNHEDKNEAFT 

VLREKKVFNLEFCTLQNYSSEV 

KEKERQRFSDKQTLREFATRKP 

ALKEMLKVLQRYKERKH1RKR 

NVKYSADHTTDHTANQADPNQ 

QEPHVPGHAPDNKTIRQKQNQ 

HKDNTTRKHNQMTSDTSRTNT 

KVSGQPRGKQTRRRHERQQKA 

RERGQHRQK/RDAQTREHTQR 

QRQARAEE\QVIENKREEKRTS 

E RTN DSTRR EGTRRPRRTEKG E 

RQEEGDRATATHRKDHDRQQP 

HG APHCSRSSRHG APTG PL YCC 

SPLPGTPSCTICTVQYGRLWPH 

MATEQLNMAGPNQDFQDVVW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 


MAPALLLLLLASGAAACPLPCV 

CQNLSESLSTLCAHRGLLFVPP 

NVDRRTVELRLADNFIQALGPP 

DFRNMTCLVDLTLSRNAITRIG 

ARAFGDLESLRSLHLDGNQAG 

GAGHPRALRGPVNLQHLILSGN 

QLGRIAPGAFDDFLESLEDLDLS 

YNM LRQVP WAG IG AMPALHTL 

NLDHNLIDALPPGANFAQLGQLS 

RLDLTSNR L ATL A PDPLFSRG R 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRLARPDDLETCASPPG 

LAG RYF WA VPEGEFSCEPPL! A 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVELRVL 

ALPHGGNSSAEGGRPGPRTSPP 

PLALLPRYNSSEDETLIYRIVPA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAHFS 

TLPASPLCHALQAHVLGGTLTV 

AVGGVLVAALLVFTVALLVRG 

RGAGNGRLPLKLSHVQSQTNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 

WQKTAGGGWSTWWILSFSPET 

EKVVKK/AHVDTL*NEMWDVT 

K*TAFKIPSCT*HQQHP*SFFRK 

SESQVIVFAGQGVKIH*YILLHS 

NVIHYMNEI 


4821 


35189 


A 


4862 


2 


651 


EFI KQ WDADKFEH1QTLEGHHQ 
El WCL A VSPSGDYV VSSSHDKS 
LRLWERTREPLILEEEREMERE 
AEYEESVAKEDQPAWPGEIQG 
D\S YFT* KKTIETVKVA AERJ MEA 
FELYREETAKMKEHKAICKAA 
G K E V PLPSN PI LM A YG SISPS A Y 
VLE 1 FKG I KSSELEESLL VLPFS Y 
VPDILKLFNEF1QLGSDVELICR 
CLFFLLRJHFGQITS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*n, 
*=Stop codon, /= possible nucleotide 
deletion, V-possible nucleotide insertion) 


4822 


35190 


A 


4863 


1 


703 


MGLTKQYLRYVASAVFGVIGS 

QKGN1VFVTLRGEKGRYVAVP 

ACEHVFrWDLRKGEKGLKQEV 

TCLCPSPDGLHLAVGYEDGSIRl 

FSLLSGEGNVTFNGHKAAITTL 

KYDQLGGRLASGSK/RQPGGIV 

FTESI L A YSSACQDKQNH Y WGS 

SQ*CADFVIQLRQYCCSFSCS*F 

H*NMEQVYTAVYSHNDL*ICTL 

L1LCTW**TGSHRNKAPKTMFP 

RCTEGLDRGNRPATHS 


4823 


35191 


B 


4864 


1 


2616 




4824 


35192 


A 


4865 


3 


674 


PECTG RTLRS ASQQ H DTF Y 1 LA 

CELN SL ADD AQR\ Y D V P\N SC L 

YPPDLPWRPVMQAKKKELARR 

DDIEDGDSMISSATSDTGSAKR 

KSKKN1RKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSKKDYP 

DYYIIILEPMDLK1IEHNIRNDKY 

AGEEGMIEDMKLMFRNARHYN 

EEGSQVYNDAH1LEKLLKEKRK 

ELGPLPDDDDMASPKLKLSKA 

ASHFII 


4825 


35193 


A 


4866 


3 


425 




4826 


35194 


A 


4867 


1 


1115 


LCSVPTLCLASSHLVSNLSTFKQ 

\TSSFIRHVVATLLGLYLALFCF 

GWYALHFLVQSGISYCIMJI1GV 

ENMH1MYCFVFALGYLTVCQVT 

RVYIFDYGQYSADFSGPMMIIT 

QKITSLACEIHDGMFRKDEELT 

SSQRDLAVRRMPSLLEYLSYNC 

NFMGILAGPLCSYKDY1TF1EGR 

SYH1TQSGENGKEETQYERTEP 

SPNTAVVQKLLVCGLALLFHLT 

ICTTLPVEYNIDEHFQATASWPT 

KI1YLYISLLAARPKYYFAWTLG 

TAPRKWSPCPGPQCIQLRAADP 

SGPEPLLMLSSQERQPKAKPPK 

EAHADIAGTPREGEKTRTGGPG 

KAFLRDPGASSSVELSRTQLWV 

LTPPPIAKAPCECLQ 


4827 


35195 


B 


4868 


218 


656 




4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 
R WLPG RPK FTG ESFI R * PPR V A K 
ESGQLIWFGCVPTQISS 



561 



WO 01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SEO H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


4830 


35198 


A 


4871 


1 


5058 


MKLRGVSLAAGLFLLALSLWG 

QPAEAAACYGCSPGSKCDCSGI 

KGEKGERGFPGLEGHPGLPGFP 

GPEG PPG PRGQKG DDG I PG PPG 

PKG1RGPPGLPGFPGTPGLPGMP 

GHDGAPGPQGIPGCNGTKGER 

GFPGSPGFPGLQGPPGPPGIPGM 

KGEPGSIIMSSLPGPKGNPGYPG 

PPGIQGLPGPTGIPGPIGPPGPPG 

LMGPPGPPGLPGPKGNMGLNF 

QGPKGEKGEQGLQGPPGPPGQI 

SEQKRPIDVEF 


4831 


35199 


A 


4872 


3 


1646 


EDEG R A KG H HTWQQTRENESQ 

AKGETPYKTIRFRETYYHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GAT1QDKIWVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQGLQGPPGPPGQISEQKRP1D 

VEFQKGDQV1PGDRGPPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPG PPGLDGQPG A PG L PG PPG PA 

GPHIPPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVRITFKGERGP 

PGN PG LPGLPGNIG PM GPPG FG 

PPGPVGEKG1QGVAGNPGQPG1 

PGNKGDPGQTITQPGKPGLPGN 

PGRDGDVGLPGIPGLPGQPGLP 

G1PGSKGEPGIPG1GLPGPPGPK 


4832 


35200 


A 


4873 


110 


256 


CSGTYRCYSF/HSRDPYLWSAPS 
DPLE/LVVTGPARQYYTKGNLV 
RJASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRJLIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

ATM AQNEN V V VQP V V A EN 1 PV 

IPLSDSPPPSRWKPGQKPWKPS 

YERIQEMKAKTTHL 
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SEQ ID 

NO: 


Shy ID NU: 
of peptide 
sequence 


Met 
hod 


ofcv? ID iNU: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 

PSSPSSSSELS*SCSLGPSSSSSSS 

SSSCSLCPSSSSSSSSP*LPPSSSS 

SSSRPLPPPSSSSSSSSSSSSSSSSS 

S ECLCSPS SRPRTT V AG LG PA PG 

FPSGPVDTCSVWLLRFTSTMIW 

DCSLRL*VPEPPSSSSNSSPPSSL 

HKLAGGPPASSTPPSFSSLKKG 

WAGPMVAGTVPPAVPAPSSTR 

TE 


4835 


35203 


A 


4876 


1 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLPIRLCQLQSRSLQPS 

MVPWRWGLTGPRGIALPPAAR 

PGPLHEAPRWGPPPRRAPRPWP 

PGARPGRRRRRAAASPAPSSCG 

PRASGAAGGGRGAPIGARASA 

GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TLAVFVPTLAGFSVALGGPAW 

GRRRRSVSGVGVWLQWQCFLF 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSD1CPKTCKNFLCLCSG 

EKGLGKTTGKKLCYKGSTFHR 

VVKNFM1QGGDFSEGNGKGGE 

SIYGGYFKDENFILKHDRAFLLS 

MANRGKHTNGSQFFITTKPAPH 

LDGVHVVFGLVISGFEVIEQIEN 

LKTDAASRPYADVRVIDCGVL 

ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


1 


1689 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II* NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKITS 

GGEQ YPSFSA I KQGPKEPYI DF1 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDC1KACDDIGDGSSNGKAS 

YFGSKSKVFQTSYTSAQKAELV 

AVIEVLTAFDMPINVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

NAISNARHFHNLTHVNASGLK 

HRYSITWKEAKNIIQRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MD VTH I PLFG RL A Y VHKRRRl R 

GGGGGEGEGEGEGEGEEEEEEE 

EEEEEEEEEEEEEEEEQEQEQEE 

QEQEEQEQEEQEQEERRRKDTE 

ELS Y SLPLN RTQ PC W H PDFG LP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 


1577 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGG PLP AG MTGLLLG RSSLNIK 

AVQVQTGVTDSDYMGEIQIVTS 

TSVPWKLAKPGDHIAQLLIVPKK 

REGLKEPLQVERQSSGQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIW1 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAI1QRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 J 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 

TFNL/PIWIPQKPDGSWKTTANN 

/R/KLNQATIS1AAIVLDVASLPG 

KARSYHGFSSHAGRVIDSNNQK 

D1EGCTYILNVAGKNMFGIQLR 

RSVIFPCPNLMYTDNCSSHGPR 

GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 

♦NMSSWNTLSESCKMHGDLKY 

LF VI T A KDQQ/ V S I A A ST/* G FC 

WNQ*VSASPSQAPGMPLVLGR 

RLWQGSRLGGLSISLSDDCHGA 

HNHSFKRVTTTLQVFSWTVPQ 

AEPAMDCIHTA/DSPRQRLP*QA 

HESVAEVIIT 


4843 


35211 


A 


4884 


1 


648 


MSSWNPLPESFKKHGYLLYLFV 

ITAKDQQ/VSITASTWGFYWNH\ 

SQGKNPEQMEASQKPVAGLWA 

WWLNISLSAASHGAQNHPFKR 

VTTTLQSQGWNKDLWIMRELL 

CNNRPEQLLQET ATI KA PI A P A D 

PWSQEVIYNFCKAVSSVSCMPF 

NIHFNSNIPPESSGDWRMQQPC 

KVEQSILGAQRGGGGCRPGSLR 

ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 

- 


597 


GTLEPAAEWSVLLGV\HSQDGP 

LDGAHTRAVAAIVVPANYSQV 

ELGADLALLRLASPASLGPAV 

WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 

LRLLG E ATCQC L YSQPG P FN LT 

LQI LPG M LC AG Y PEG RRDTCQP 

SPEPGPMCIS/VSHIQRLRDAVS 

HTWQRGTEPARLGSWERRQRQ 

QQQGPV 


4845 


35213 


B 


4886 


387 


552 




4846 


35214 


A 


4887 


20 


612 




4847 


35215 


A 


4888 


792 


959 


TGLSSSQNPKATKSIP WHN RLL 
PNVDSQVQQNSQAIIYTN*GNS 
ESQYPFSKMDT 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLHRSVQALRTFCVTL 

SGAFVRDCTTVLSSTTCEPSTD 

V/CWAMNIVTSVLLLYGSEEEA 

FWLLVALCVERMLPDYYNTRV 

VV1RTYDQRYEQCVDLYDGLP 

TTLFTTDDWHVWPDLTGLP 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 


I 


251 


TEARKAAAVMPKTAVLAAERP 
KKAWGVLIPKKSTKRTPKAFA 
GGGCW/TKVGWSKVAKXVPKP 
EASKPKKAAPKTRRYKSTLKTK 


4854 


35222 


A 


4895 


283 


427 


PSVSKESPLNSPASQAGSATFAT 
TPLTPPK/PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 


SRGWSRLPVPCCAPALLSPWAV 

NGIRRRGAGDGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

A EPPRRG DSG L A RC PA PG H PSR 

ASPQRPAEGFDALAAPSRVPGD 

SRQLSRNNTRSRCEGRGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRGAPQRG RVASQT 

RPGARARPAADTHSSLKSPASQ 

AGSAAFATAPLTPQKPQLRAP 

WQPLHSFRPGRGVTSRLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKYIKMFVLDEADEMLS 

RGFKDQIYDIFQKLNSNTQVVL 

LSATMPSDVLEVTKKFMRDP1R 

ILVKKEELTLEGIRQFYINVERE 

EWKLDTLCD\LSAMHGDMDQK 

ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


NLQEWKLDTLCDLYETLT1TQA 

VIFINTRRKVDWLTEKMHARDF 

TVSAMVCLPAASLLWVCPSEV 

SYLKPGFLEPRCLPGLLHICFLF 

QHGDMDQKERDVIMREFRSGS 

SRVLITTDLLVSRGN**QRQKG 

GSKVI 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKPMRDPIWILVK 
KEEL1LES1HQFCINVEQEKWKL 
DTLRDLYETLTITQAWIFTNTR 
RKCCSKVREl 


4860 


35228 


A 


4901 


3 


48 


NSNVEREEWKLDTLCDLYETL 
TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN * * QRGTRG VE AG HTM 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=pos$iblc nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 

LAQHIQKVVMALGDYMGASC 

HAC1GGTNVRAEVQKLQMEAP 

H11VGTPGRVFDMLNRRYLSPK 

Y I KM FVLDEADEM LSRG FKDQI 

YDIFQKLNSNTQVVLLSATMPS 

DVLEVTKKFMRDP1RJLVKKEE 

LTLEG I RQF Y IN V ER EE W K LDT 

LCDLYETLTITQAVIF1NTRRKV 

DWLTEKMHARDFTVSAMHGD 

MDQKERDV1MREFRSGSSRVLI 

TTDLLARGIDVQQVSLVINYDL 

PTNRVENYIHRJGRGGRFGRKGV 

AINMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEG1YSLK1NSKRSSYMS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPK V K EE A V 1 SSQSDLG ECP Y 

CGERPARNATIFAPQKEKESAP 

EMSSSCDKRVTVN PPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHVIIQKRLSNQSRVICEKSSP 

PLNVPDNYNSHSVIQFCHKEKM 

AIERPSSGSDWSDVGGTTVIFSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNN 1 FQGERSSHQSFLSD YS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLGHPYGGRASSFPPRTIW 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPKEFQGCI 

SCFCNPQNLSDNLWEDQLKDD 

L V WG V FGCRPH F A H Y YNN YQE 

RSILKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLKVKPMMIHCREADEDLLG 

ILKKYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


V LA PN Y HITFRN LSS VSSPVTS A 

EPVLQAGQARELSFSSLHPASPL 

LVPSTPALTLHAFNALVLFPSFP 

LEKAA K RERPKSKIQITA RVGK 

MRKTWSPHTTISAGGSVNGAST 

LKNSLVWEAKPADTTNPTPPTT 

HPNPGPTPPTNTNrlHPPPHHPLT 

NTPAPPHQPPATTP/SPQTQTPN 

YCPNTDHTTPTHDTPNPVPPTR 

RTPPNRTG KRTNTSQN YRLVSP 

APKIHWEA 


4864 


35232 


A 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHMSSPA 

REQN/WJENEFNELTEVGFRRIT 

SLEKM1NDLMELKNTARELREA 

YTSINSQINQVEERISEIEDQLNE 

IKHEDKIREKRMKRNQQSLQEl 

WDYVKRPNLRLIGVPESDIENG 

TKLENTL 


4866 


35234 


A 


4907 


I 


2267 


MTGQFQDV VREEA RPLPNRIM 

RLRFNHFATECSWDH L Y V YDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDRYYTAINFVATPDEETPPIRG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLKKHVLTQCKE 

AKNLEKRLGQLLTRITSLEKNV 

KELMELKNKAQELCEAYTSINS 

Q1DQAEESISEIEDQLNEIKHED 

KIREKRMKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDIVQDNFPSLARQANIQIQE 

ILKTPQRYFSRRATPRNIIITFTK 

VEIKGKMLRAVREKDHSAIKLE 

LR1KKLTQNCTTMWKLNNLLL 

NEYWVHME1KAEINKFFETNEK 

KDTTYQDLWDTAICAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

EKINKJDRLLARPIKKKREKNQI 

DTI KN DKG DITTE PTEMQTTI RE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

I E A UN SL PTK KSPGPDG FT A KL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 

in UoolN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

filial An C f\ r Ini't omillA *1 C* \ f\ 

couon lor lasi amnio <sviu 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

^sSktftn rAitnn t— nnCCiHIf n itl>f AAt iffi* 

"~oiop lou on, i— fju>Muic [luiieuuuc 
deletion, \=possible nucleotide insertion) 


4867 


35235 


c 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQYWPPADLQYRPPPEVKYRP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGIIAQNTDLVEWF 

FLPHSTIKTFTLYLDQMATL1GQ 

ARLR11KLCESDSDKIIVPLNKEQ 

VRQAF1NSGAWQIGLADFVGII 

DNHYPKTKIFQFLKLTTWILPKI 

TRHKPLENALTVFTDGSS1MGKA 

AYTRPKERLIETQYHWAQRAE 

LVAVITVL\QDFNQS1NIVSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

H1RAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELHALTHVNATGL 

KNKFDIT WKQ A KM I VQHYTQC 

QIPHLPTQEAGVNPREQHFTGK 

KNSPHEGKLIWWKDKKNKTW 

EIGKV1TWERGFACVSQGENQL 

PGW1PTRNLKFYNEPLGDAKKS 

ASAETKNPQLS1IDSPGKAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGHND 

DGSFVKKGDM 


4870 


35238 


A 


4911 


1 


759 


FRMVIRCLPQRELDCDRGNWT 

ATSAELTGIKWRRYNFGGHGD 

CGPI1SVPAQDDP1LLSFIRCLQA 

NLLCVWRRDV*PDC*ELWIFW 

WGDEPNLVGVXYIMNCRLWKK 

DSGKMAFPMNVGRC/FFKA1HN 

LLERCLMDKNFVRIGKWFVRP 

YEKDEKPVNKSEHLSCARTFFL 

\HGESNVCTSVEIAQHQPIYL1N 

EEHIHMAQSSPAPFQVLVSPYG 

LNGTLTGQAYKMSDPATRKLIE 

EWQYFYPMVLKKKKK 


4871 


35239 


A 


4912 


I 


539 


MRHPCDGNSLYFDHISVNMLA 

VMLYYGFGRVSIGKTGLRGVQ 

RHLWPLPLDASSTKTVSSSHSD 

KGEIFSPFPCSLINCNNFEMRNT 

TKCLM DKN F VRIGK WF VRPY E 

KDEKPVNKRVTSQEIWLFDEY\ 

GVSLPCFAVERCALLPLCLLPR 

LMISISSTSRQPQYISRRGLKAKI 

SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 

NMTRSQNAKDSSSNSMENTDSP 

WCELFRELCKINALDVPDSLLV 

RGNEFSASVHNTFDHMWRTKE 

RY EAG WLLLSS ADRVM KEN DE 

LRDSVSWLQKQ1LSLKSAK1AL 

SGSL1SYRERAEIVEKQTQTL1M 

R V A D LQQKG Y IN SPA LC HNLI W 

RDLDHFSFPYDITLFHYIDDIML 

1GSSEQEVANTLDILKGQRFVLT 

VIDTYSRYWFASPECNASA/KT 

T1HGFTEC1IHYHG1PHSIASYQG 

THFMAEEPGW\SKNQGVEVTPF 

TITPSDPVATFLLPVPMTLRSAG 

LEVLVPEGGTLPPGDTTMIPLN 

WMLRLPPGHFGLLLPLSQQAK 

KGVTVLAVV1DPDYQDEISLLF 

HNGAIISDGNGVIL1GLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


1 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RP1TG A E! V A I IN SLPTKKSPG PD 

GFTAEFYQRYKEELVPFLLQLF 

QSIEKEGILPNSFYEASIILIPKPG 

RETTKKENFR PI SLMN 1 D AK1 VN 

K1LAKRIQQHIKKLIHHDQVGFI 

PGMQGWLNTCKS1NV1QHINRA 

KDKNHM1ISIDAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DKPTAN1ILNGQKLEAFPLKTGT 

RQGCPLSPFLFN1VLEVLARAIR 

QKEIKGIQLGKEEVILSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNN1 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWKN1PCS/WELEKTTLKFI 

/WNRKRARIAKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPHIY 

NYLIFDKPEKNKQWGKESLFN 

KWCWEN WLA ICRKLKLDPFLT 

PYTKINSRWIKDLNLRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKETIIRVNRQPTKWEKIFTTYS 

SDKGLISRIYNELKQ1YKKKXQP 

HQKDFAYHFTVFVFYFGAFLLE 

AAATSLHDLHCNTTITG/HATPE 

**PV*HKRSSLTITYLCRSG*1IW 

WCDPHTHS 


4876 


35244 


A 


4917 


1 


1359 
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SEQID 


SEQ ID NO; 
of peptide 
sequence 


Met 
noo 


SEQ ID NO: 
in UoofN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 

COOOn lUr last <tllllllU •lCIO 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* sa Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4877 


35245 


B 


4918 


1 


948 




4878 


35246 


A 


4919 


1 


981 




4879 


35247 


A 


4920 


1 


3747 




4880 


35248 


A 


4921 


1 


1875 




4881 


35249 


A 


4922 


1 


2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 




1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 

WGRSGKEQQPDEALKGKGFTV 

CFEGLRFGQKPGSYFSLDQIGH 

V E I QM ITPP WRGTTLSTKRGG R 

KRGKTESDREHNLAPPKGRDTP 

KKEG A H V RGG PLSGTPPTEKK 

GKARSPRYGDTH RGEG LNKTH 

RAPQNFSESPEPTINKIDRPLAR 

LIKJCKREKNQ1DTIKNDKGDITT 

NPTEIQTTIREYYKHLYANKLE 

NLEETDKFLDTYTLPRLNQEEV 

ES LN RP1TGSE1EA 1 1NSLP\TKKS\ 

PGTDGFTAKFYQRYKEELVPFL 

LKLFQSIEKEG1LPNSFYEASIILI 

PKPGRDTQKKENFRP1SLMNID 

AKIVSKILANRIQVHIKKLIHHD 

QVGFIPGMQGCVGSSARAIGQE 

KEI KG I QLGKEE A KLS L F A DDTI 

ECLENPIVSAQNLFKLISNFSKV 

SG YKI H VPKS VSFL YTNN I QA ES 

QIKNAIPFTIASKR1KYLGIQLTL 

EVKELYNKNYKTLLKEIRDE 


4887 


35255 


A 


4928 


419 


1002 


CYQR WKVLKKSSGPLARL/IKK 

REKNQIDA1KNDKGDITTDPTEI 

QTTIREYYKHLYINKLENLEET 

DKFLDTYTLPRLNQEEVESLNR 

P1TGSEIEAIINSLQTKKSPGPDG 

FTAKLYQRYKEELVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RIRJAKSILSQKNKAGG1TLPDF 

KLYYKATVTKTAWYW 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4888 


35256 


A 


4929 


I 


2502 


MFFETNENKDTTYQNLWDTFK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELKEIETQKTLQK1L 

QKINESRSWFFEE1NKIDRLLAR 

LIKKKREKNQJDAIKNDKGDTTT 

DRTEIQTTIREYYKHLY ANKLE 

N L EEM DK FL DT YNLPRLNQEE 

VESL\HRLITGSEIEAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LL K.LFQS IE KEG1LPNS F Y E AN 1 1 

LIPKPGTDTTKKENFRPISLMN1 

DVKILNKILANRJQQQIKKLIHH 

DQVGF1PGMQGWFNIHKSINV1 

QHINRTKDKNHMIIS1DAEKAF 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKGIQLGKEEVKLSL 

FADDMIVYLENPIISAQDLLKLI 

SNFSKVSGYEINVQKSQASLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKEDTNKWKNIPCSWVGRiN 

IVKMAILPKVIYRFNAILIKLPM 

TFFTELEK\TTLKFIRNQKRACIA 

KS1LSKKE\KAGGIMLPEFKL*Y 

KATVTKTVWYWCQNRYIDQW 

NRTEPSEIIPHIYNHLIFDKPDKN 

KKWGKDSLFNKWCWEHWLAI 

CRKLKLDPFLTPYTKINSRWIK 

DLN VRPKTI KTLAGH LGNTIRDI 

GLGKDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MGDFNTPLSTLDRSMRQKVNK 

DSQELNSALHQADLTDICRTLH 

PKSTEYTFFAAPHHTYSKIDHIV 

GSKALFSKCKRTEIITNCLSDHS 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVY 

RGKF1AFKAVCRGKFIALNAQN 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQKMSESRSWFFEKTNKI 

DRPLARL1KKKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4890 


35258 


A 


4931 


1 


1818 


MSSRGPCTLETL1NPSPSVADDI 

PHLRPKPVYITTTRDNENIYSTK 

IPYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPK11QTV 

GGGAVQERAPELDGGGPTEQD 

KSHSNSSTLSDRRLSNSSLCS1E 

EEHRMVYEMVQRILLSTRGYV 

NFVNEVFHQAFLLPSCEIAVTR 

KVVQVYRJCWILQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMSRGCVTEEG/TIQMLKAGV 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLKPEGSSAYACIL 

EALESAGKGLWKVSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSR1LTLMVAWIRPN\ 

LCVYISRELWDDFLGVLSNSLTE 

WEELINEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLSWRSHPDVTEPMRFRSATTS 

GAPGVEKARNIVRQKATAKRS 

QSISNCVHLSEALPATKSVPLLL 

HTLYKNKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


C 


4932 


96 


278 




4892 


35260 


A 


4933 


1 


261 


KLRLPPGHFGLLLLLSQQAKKG 
VTVLAGVIDPDYHNEISLLLHN 
GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLAEPPHWIPGTRKDAQCLVGL 
FGFWRQHIPHLGGLLWPIYRVT 
QKA ASFE WG PE* EKALQQIQPS 
VQAALPLGP* DL ADPM VLEVS 
MADRCAGWSLWQAP1GELQQ 
KPLGFWSKALP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


4896 


35264 


A 


4937 


1 


1375 


MSTTQLDTMG A ESLCN M ETVQ 

VEDEGJQKLKEIRMVEWITPFRP 

THPSCEGPEDIPLTNALQNTFVR 

AAPASLKSPVVALLLSPVGYRT 

HAVVISPVPECRFGIDILSSWQN 

PHIGSLAGRAHQKQFVGSWQG 

QQ Y AFT VLPQG HIM SLA LGHlsl L 

IWRDLDHFLLSQGITLVHYTDD 

1 MLIGSNLADPMVLEVSMADRC 

AGWSLWQAPIGELQQKPLGFW 

SKALPSSADNYSPFERQFFACY 

WALVETECLPTGHQLTMQPEL 

PIMNWVLSDPSSHKWVHGQSG 

HGGRDSGYSWTQQHGLPLTKG 

DLSMTTAECQIFQQQRPiLSPRY 

G TI P WG DQPAT WRQK WQRF V L 

TGIDTYSRYEFAYPACHASTKT 

TIHGLMEFLIHHHGIPHS1ASDQ 

GTHLMAKEVRQWAHAHGIHW 

SYHVPHHPEVAGLIERWNEVGL 

LKSQLQHQLVN RLRRELQC WL 


4897 


35265 


A 


4938 


1 


324 


1NCLRNCKTYQA/RKPLWFYNT 

SLKFFLNKP/MLADVVFEIQGTT 

VPAHRAILV/ARCEVMAAMFN 

AGIFQAMCLLICAE/MYQVSRL 

QHICELFII/TQLQSMPSRELASM 

NL 



574 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*<=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4898 


35266 


A 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

APAPLCVGPAAVEAREGDAAG 

DER1AGELAARGPREAVSRCFS 

PSRRPALGFEIMSIHIVALGNEG 

DTFHQDNRPSGLIRTYLGRSPL 

VSGDESSLLLNAASTVARPVFT 

EYQASAFGNVKLVVHDCPVW 

DIFDSDWYTSRNLIGGADIIVIK 

YNVNDKFSFHEVKDNYIPV1KR 

ALNSVPVI1AAVGTRQNEELPCT 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

V LE Y FM I QALNQKTSEKMKKR 

KMSNSFHG1RPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHK1VL 

CAVSHVFMLLFNVKSPTDIQDS 

S1IRTTQDLFAINRDTAFPGASH 

ESSGNPPLRVIVKDALFCSCLSD 

ILRFIYSGAFQWEELEEDIRKKL 

KDSGDVSNVIEKVKCILKTPGKI 

NCLRNCKTYQARKPLWPYNTS 

LKFFLNKPMLADVVFNEIQGYG 

QCPAHRA1LWAPCEVMWAMF 

NGNLHGKAKSVLIPVYGVSKET 

FLSFLEYLYTDSCCPA\GIFQAM 

CLLICAEMYQVSRLQHICELFII 

TQLQSMPSRGTGHPWNLDIS/V 

DLL*KGPSFHHSWIAFSTWAYF 

HFHCYLTYLIFQFKRPGIFRDLF 

S/EGRNGSFLFGKRHRWGPSNM 

LLGRQLAGITGKYYFTSPGNVG 


4899 


35267 


B 


4940 


1 


3117 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLS1LPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLA1G1DITPSCDTPDLH 

DYSEVRINQGVG1TCLNYHGRG 

TL AG LITPPRLI RM L EQTA L EHN 

IPVQREVAPGVITETGYIQLFLP 

GWB1GFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHAN1RQNITIALGLKGIFL 

VTTLVMTGLWLAVLADTGATV 

LVTANALRLLRRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
* i =Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWAIKQFKHAEKENPYLFGGG 

HLRAIFR*SGFQ*RQLHTMHWG 

AS/QQAEHP/LAQPSTRAQLRTPI 

P/TA DS/QRA L VGSG M KPRLNG 

ERVLICAAGKHPADAFTGLINE 

LESAGQTVVLVVRNDDVLGVl 

ALQDTLRADAATAISELNALGV 

KGVILTGDNPRAAAAIAGELGL 

EFKAGLLPEDKVKAVTELNQH 

APLAMVGDG1NDAPAMKAAAI 

GIAMGSGTDVALETADAALTH 

N H LRG L VQMIEL ARATHAN1RQ 

NITIALGLKGIFLVTTLLGMTGL 

WLA V LA DTG ATV LFFPRLFEAR 

NSQVGNGETNQTRFRLCAAPG 

GTF1ADFTAGTGRRARPRRNRR 

RVVVSFDFHQNMRRFLMEIVA 

ARF V V SK V A A HFRTFH YGG V 1 F 

1 SREN V I WRGFES I FDHLEQRFR 

LLFTIDNPVGVKNFVAAVLGVR 

LGKHIQFDVVRVTTKLCES1LQI 

VIM F 1 FRQSQAKTQ VS VDQRLTA 

LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


3 


268 


YEFNRPYPEIQRSG I SMCLLEPLL 
FAATSDSQLSKTE1SSIKINSETV 
PVYQLRYNGNNALMFATYQD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QCPYPYIAATGRILVVTHLICLA 

PQIVENQVTYPLTTTMLSVPGA 

KTVRGFSQFGDSYVYVIFEDGT 

DP Y W A RSRVLEY LNQ VQGMLP 

AGVSAELGPDATGVGWIYEYA 

L V DRSGKHDLADLRSLQDW1 L 

KYELETIPCVSEVASVGGVVKE 

YQVVIDPQRLAQYG1SLAEVKS 

ALDASNQEAGGS\SI\ELAEAEY 

MGGTCSAHGRALSRGVLWCRF 

SAIVRGPPRGMFCGAGAAPNLI 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 





576 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\IGDFGK\AAEKLPVP\ 

VELAQACAHAVMKSGIDLAVS 

YCMQVNHGFAQPLEFLLGGLD 

KVPVLLVFINGVATPLPGFQRT 

RMLGEA1GRFTSTPQYAGDTVN 

DEDISNTIRALFATGNFEDVRVL 

RDGELRKFPTCESDDNFRPVTF 

SVNYVIRHDWVG1RRVVPENE 


4911 


35279 


A 


4952 


1 


2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


1 


774 


MLRTSDRPPYQYPKRCIPLSVL 

EVLRCARRWSLRPYKQLARAYI 

/ERYRHDR\D1EREKRGRLNQEI 

RGLVEQTNASLLNENANKDSK 

AHERGDIHYHDLDYSPFFPMFN 

CMLIDLKGMLTQGFKMGNAEI 

EPPKS I ST ATA VTAQI IG S VH1 YG 

GTTINRI DE VLAPFVTAS YNKH 

RKTAEEWNJPDAAGYANSRTIK 

ECYDAFQSLEYEVNTLHTANV 

EGLTGDDG1AVEALKKNSQKPR 

MSASHMCELVSLRGRQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 

LLLIVLLWVF1PKGFFPGQDNGI 

1QGTLQAPQSISFANMAQLQRQ 

VADVILQDPAVQSLTSFVGVDG 

TNPSLNS A RLQIN LKPLDERDD 

RVQKV1ARLHTAVDKVPGVDL 

FLQPTQDLT1DTQGSRTQYQFT 

LHATSLDALNTWVPQLMEKJXQ 

QLPKLS 


4917 


35285 


A 


4958 


1 


291 


MNPVDRPLLDJGLTRLEFLRISG 

KGLAVGLTIAPALLSLLGCKQED 

IDSGTVGLINTPKGVLVTQRAR 

CTGCHRCEISCTNFNDGSVGTF 

FSRIKPH 


4918 


35286 


A 


4959 


1 


306 


M KN FE VLQPLQN S LSG LPL W V 
SERILQQ1NQLTH YEPV IG ! MG K 
TGAGKSSLCNALFAGEVSPVSD 
VAGCTRDPLRFRLQIGEHFMTI 
VDUPGVGESGVRD 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 


4961 


9 


308 


GDLDGSRHRAFLCHLPVELKTA 

LMFPVTLTRALMETAY/ATAVS 

A/NFRTESRGAH/SRFDFPD/RDD 

ENWL/CHSLYLPESESMTRRSV 

NMNPKLRPAFPPKIRT 


4921 


35289 


A 


4962 


1 


1132 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


4922 


35290 


A 


4963 


1170 


1352 


RNLPDAAGQSCAGEIRLYRQQT 

QRSRLQRWLHLACFRRCNLHR 

RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRKLTALFVASTLALGAANLA 
HAADTTTAAPADAKPMMHHK 
GKFGPHQDMMFKDLNLTDAQ 
KQQ1RE1MKG\QRDQMKRPPLE 
ERRAM H Dl I ASDTFDK VKA E A 


4924 


35292 


A 


4965 


«i 


205 


KDH I KG VLEAQNSLSTQVSLFF 
* SFFG *NSNMRN LIQI YRSL/CTK 
A1*LMNFKRHKNQLVINYLSRS 


4925 


35293 


A 


4966 


1 


915 


MTGVATARARGLRRPLSVGQV 

PPFARLWKGVQTVERHMLANI 

GTGSQHPGCGFQLINQNSVIVF 

AAGEVNGFTSGDVQCLKMRSG 

DMNDIQRRQRLLPDGNKFGE1Q 

TTIREYYKHLYANKLEDLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSE1EAVVNSLPTKKSPGPE 

RLTAEFYQRYKEELVPFLLKLF 

QTTEKEGLLPNSFYEASVLLIPK 

PGKDTTKKENFRPISLMNIDVKI 

LNKILANRIQQHIKKLIHHNQV 

GFIIGVQGWFNICKSTNVIYHV 

NRTNDKNH\IISIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4927 


35295 


A 


4968 


1 


1928 


PPL V I H RQTGSG E DLQQTPTD L 

QLRVLTIRRKTNKQKGHPHQNP 

ISSRRHEITK1RAELICETETQKTL 

QKKSMNPRSWFRERINKJDRLL 

ARLIKKKREKNQ1D\AIKNDK\W 

DITHRIPTEIETII\REY\YKHLYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSE1 E AITN 

SLT\TKKSPGPDGF\T\AEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

RYEASIILISKPGRDTTKKENFR 

PISLMMIDAKILNKILANQIQQH1 

KKLIHHHQVGFIPGMQGWFN1L 

KSINVIHHINRTKDKNHMI1SIEA 

EKAFDKIQQPFM LKTLNKLG 1 D 

GTY LTYLKIIRA V YEKPTANI I L 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGAIRQEKEIKG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLKLISNFSEVSGYK 

INVQKSQAFLYTNNRQTESQIM 

SELPFTI ASKR1 K YLG1QLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRIN1VKMAILPKT 

LNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAP 

KSTGTNGHQASGLPRF*RIAFCS 

A L V KSKRKLYQG YLPGQTDRR 

EEGVSWCPGGP 


4928 


35296 


A 


4969 


2 


237 


QPVEDTWLSTPAAPMVDSL1AR 
VRVMARGNAITLPVCGRDVK/F 
TLE VLRGDS V E KTS R V W\SG 1 ET 
YQELVTEDALDDL 


4929 


35297 


A 


4970 




1752 




4930 


35298 


A 


4971 




723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 


; 


1446 




4933 


35301 


A 


4974 




403 


MKLMETLNQCINAGHEMTKA1 

A I AQFNDDSPE ARKJTRR WRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKG\LALKGLRVLLVEV 

RHRV ! 


4934 


35302 


A 


4975 


1 


1374 





579 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1 UNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4935 


35303 


A 


4976 


I 


2259 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAlRDAEfCAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

N H M RD VFGTRLRRAED VFPP V I 

GVAAHKGGVYKTSVSVHLAQ 

DL A L/KG L RVLL VEVHKRWS*N 

DEGYRHCTV***\HPEARKITRR 

WRIGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQR\LVIQ 

LNKLI1CVMCLVRDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVL1VPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNAITLPVCGRDVICFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PR I VQSN DLTE A A YSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDGI 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWFIKRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKEITNPYAMRLYESLCQ 

YHPLTIEKVMKPLITSNTVTDE! 

ERANVFKMNGKWYLFTDSRGS 

KMTIDGINSNDIYMLGYVSNSL 

TGPYKPLNKTGLVLQMGLDPN 


4936 


35304 


B 


4977 


1 


1744 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


M KLMETLNQCIN AG H EMTKA I 

A I AQFNDDSPEARKITRR WRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGQAPCMKXLTMRS 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 





580 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO 


SEQ ID NO: 

Ol pcpilUL 

sequence 


iMet 

hnrl 
nuu 


SEQ ID NO: 

in 1 I^QN 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

mHnn fnr Inct nmino acid 

of peptide sequence 


Amino acid sequence ( X=l)n known, 
*=Stnn codon /=oossible nucleotide 
deletion, V=nossible nucleotide insertion) 


4941 


35309 


A 


4982 


1 


1617 




4942 


35310 


A 


4983 


1 


550 




4943 


35311 


A 


4984 


I 


3818 




4944 


35312 


A ! 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


A RCQR V PG RP V PDLLRC L PRAT 

TP A PS P A PG L V VRRL A A P V PA A 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVP1SDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TV PTPDSFHTRQS PH QT A ST PDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

QLAHRTVPTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPISDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPXTPD 

SPHTGQSPHQFPHQTVPTADSP 

HTRQLPHQTVPTADSPTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

HRTVPTPDSFHTRQYPQRTVPTV 

QTASTPGSPHTKQSPHQTVPTP 

DCPHTGQSPYQTVSTPDSPHTR 

HSPHQTASTPDSPHIGQLPHQT 

ASTLDSPHIGRHPRQMAPTPESP 

H A RQLPCQM APTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 


378 


MSIKGTYLKV1KAIYDKPTASSI 

LNG EN LKAFLLRTGTRQGCPL Y 

KINVYKSVALLYTTNDQGENQI 

NNSTPYTTAPRKIKYIGIYLTKE 

VKDLYKENYKTLLKEVIDDT/R 

WKHIPCSWMGRINIV 


4950 


35318 


A 


4991 


1 


392 





581 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X B lin known, 
*=*Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4951 


35319 


A 


4992 


3 


1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQA1LLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGNQREVSDWWEEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGNAVHALLLYRHRLNR 

QEIPPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTAHGFLQTLLM 

G M RPLCS AQ YEKI FNTTRI PG V 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QRILDDPSPACPHEEHLAALTA 

APRGTWAQVRTSLKTQAAEAL 

EAVEGAAFFVSLDAEPAXGLTL 

EDPAASLDAYAHALLAGRGHD 

RWRDK\SFTL1VFSNGKLGLSV 

EHSWADCPISGHMWEFTLATE 

CFQLGYSTDGHCKGHPDPTLPQ 

PQRLQ W A LPDH 1HSS1SLALRG 

AKILSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQIALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 


1 


1027 


MPAKSPGQDVLGTDNIKIDVFK 

QTNQKS HTG E KP YEC PECG JCA F 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKA FSAKSG LR1 HQRTHTG 

EKPFECHECGKSFNYKSILIVHQ 

RTHTGEKPFECNECGKSFSHMS 

GLRNHRRTHTGERPYKCDECG 

KAFKLKSGLRKHHRTHTGEKP 

YKCNQCGKAFGQKS\QLRGHH 

RIHSGEKPWKCNHCGEAFSQKS 

NLRVHHRTHTGEKPYQCEECG 

KTFRQKSN LRG\HQRTH SGEKP 

YECNEGGKAFSEKSVLRKHQR 

THT\GEKP\YNCNQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


IPAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 
LLLLPAWAAFLEGIVDTRPTAW 
RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 



582 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKPA A V APPPESPLP AG DSEG 

CLQPGHLLVPASPRLPRPRQAAS 

LAHRPEKSAPGADCPSGRR\GR 

PWTCGGLSGPAAAPRPCPLAPA 

FAPAFLALGAQR\GPGPEQGGH 

ERQAERPGRRSRRTRAYSAR1Y 

LPVAAEWPMGPGPEPGAGGRR 

RGE VPGPG AQRS PA RRRRG G PA 

AVSSGGRGVGGLRGAVLFQHP 

EQQQRPVGLAGLGAQQPAHV 

WRYGPLST/PPA LG PPA A A RGP\ 

GRRLFLPFSFSPSAGAPGAASRP 

SPRRSP 


4955 


35323 


A 


4996 


1 


415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


I 


563 


MDPNHEEIPDLPEKEFRRVKSK 

NHMTISIDAEKAFDNIQHRFMI 

KTLSKIGIQGTH FN\1 1 KAI Y DKP 

TASIILNGENLKAFPLRTGTSIVL 

EVLARAIRREKE1KGIQIGKEEV 

KLLLFADDMIVYLENPKDSYRK 

LLEQIKEFSKVSRYKINVQKS1A 

LLYANSDQAENQINNPTSFT1A 

AKNKIK 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRM DPA I AL VLA LSLTV PKLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVKIF 

VSHESAHHIT* KSS AEEDFNNQ 

VDRMIHSVDTTRPLSPATPVITQ 

WAHEQSGHGDRDGGYAWAQQ 

HGLPLTKADLAMVTAECPICQQ 

QRPTLSP* YGTI PRG DQP AT W W 

QVDYIGPLSSWKGQRFVLTGID/ 

TSG YEF A YPARSS ANST1 RGLM 

ECLIHHHG IPHSI ASNQL YS 


4960 


35328 


A 


5001 


2 


15246 





583 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4961 


35329 


A 


5002 


1 


951 


MALALNRYL/CLAVLPLITKCA 

PLFAG/TEHRA1MVDSMLHTVY 

R/LSRGRSLTKAQRDVIED/CLM 

SLC\RLLRRLVFDVPILNEFA/K 

M PLKLLTNH YERC WK Y/YCLPT 

GWANFGVTSEEE/LHLTRKLFW 

GIFDSLAH/KKY/DPELYRMAM 

PCLCAIAG/ALPPDYVDASYSSK 

AE/KKATVD AEGN FDPRP VET/L 

N V/I J PEKLDSFIN KF A E YT/HEK 

WAFDK/DKEIYRWPIKESLKAM 

1 /A WE WTIEKA REDLDPREG YN 

PQPPDLSAV/TLSRELQAMAEQ 

LAENYHN/TWGRKKKQELEAK 

GG GTH PLL VP/Y DTLTA K EK A R 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 

FREQLLHAHYEQKKLAASQIEK 

QRQHMKLGKQ\QQEQIARQQQ 

RLIQQQHKINLLQQQIQQLYAA 

QLAAMQVSPGGKLPG1PQGNL 

GAAVSPTS1HTDKSTNSPPPKSK 

TCCLLLWEDEHSASIPEVTNQQ1 

HLHLASSITDHGGKVIWERCLE 

ESG KG VTG FPD WS P R WG R I PPE 

GSKEGFTKE 


4964 


35332 


A 


5005 


3 


512 




4965 


35333 


A 


5006 


1 


642 


M H AQTY AHTDTRAQPCTSM EK 

QVSLKPTEEAHKKERKPQKPG 

KY1CQYCSRPC/AKPSVLQKHIR 

SHTGYG\CEMYPMGLEMERIPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPEDTHTIKQ 

KLALRLSERKKHQVIDRLGSGI 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 

FEISRPTYLP1LL1LFLVKR/HKL 

KMSVLNMVVRHDPGSTESAKA 

KEELIFRCRSRHFRASPLFSQHA 

AADKHKFQRFLTADMALAVTV 

YAPTTFPPSSLLLFKQKSNGMH 

NLIATGHLLLVDPNRMVIKRVV 

LSDPPFKICTKMAVVCYMFFNR 

EDVQWFKPVELRTKWSRRGHI 

QEPSGTHGRMKCSFDRKLKSQ 

NTELMNLYK 



584 



WO 01/075067 



PCT/US01/08631 



SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \«possible nucleotide insertion) 


4967 


35335 


A 


5008 


i 


847 


EKAQALEDLAGFKDPAPGHTE 

ESMTHDKTTKIPCKSPPELVDT 

ATSSKKWPRACGQKVEVKEEL 

L A VG KLTQTSG ETTHTN KEPEG 

EG KG M K A F KQ P A KQKLDPEN V 

TGSRRLPRVPKJEKAQPLEDLAS 

FQELSQTPGHTEELANGADSFT 

SAPKQAPDSGKPLKISRRVLQA 

PKVEPVGDLVGTR/D/PVKSQSK 

SNTSLPPLPFKRGCGKDGSVTG 

TKRPHCMPAPEEIIEELPASKKQ 

R/VVAPRVRGKSPEPLVIMKRSL 

RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


IRHEEESMTDDKTTIIPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLAVGKLTQTSGESTHTDKEP 

VG EGK\GTKAFKQPAKRKLDA 

EDV IGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTS A PKQTPDSG KPLKI SRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGTVKRLRCMPAPEEIVEELPTy 

SKKQRV\APRARGKSSEPVViM 

K\RSL\RTSAKRIEPAEELNSND 

MKTNKEEHKLQDSVPENKGISL 

RSRRQN KTE AEQQITEVFVLAE 

RIEINRNEKKPMKTSPEMDIQNP 

DDGARKP1PRDKVTENKRCLRS 

ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCFLLRSLDSFLQLS 

ASLTCFGFMHNTYKNRPWGVL 

RSSTERSPRKGTAGDMRAGGRF 

NAPLIGQDLLFKEHFASKALDT 

CTNIARSAKTQGGPVAA1LLLL 

AFGPCIFNLRVKFVSSRIKA1KL 

QM/RLT1YRGPLDRPAGPSTGL 


4970 


35338 


B 


5011 


1 


687 




4971 


35339 


C 


5012 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 





585 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MGFVKVVKNKAYFKRYQVKF 

RRRREGKTDYYARKRLVIQDK 

NKYNTPKYRMIVRVTNRDMICQ 

1AYARI£GIM1VCAAYAPELPK\ 

YGVK\VGLTNYAAA\YCTGLLA 

G P AG FFH R FG M DK F YEG\QVEV 

TGDEYNVESIDGQPGCLHPAY 

WD ARPLPRTSPLA1 K VF WLP* R 

GAWDGGLVLFPPQYPNRFPWL 

W1PESQGNLNARRYHREGTIHG 

PRIVAGLHAPTLMEEDEDAWK 

KQFVRQYVKNS\VTPD\MMEE 

MYKKAHAAIRNENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

DRVAQKKASPL\RAQERAAEKL 

NQTJFYKDFSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


C 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


3 


1940 


RDRMILLKMEQEUDFIADNN1M 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVI1NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSSIDKEDNQSVCS 

QESLFVENSRLLEDSNICNETYK 

KRQL FRGN RDG SG RTSG SRQSS 

SEMELKWSDHQRAWSSTDSDS 

SNRNLKPAMTKTASFGG1TVLT 

RGDSTSSTRSTGKLSKAGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

\VAAGSPGCVP\YPENG1GGQVA 

PSSTSYILLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPAIYNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QSIPAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

QPSYVIASTGQQLPTGGFSGSGP 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYNAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

WSDHLSSFSELLCRLPDVLPEPS 

LLPLEYDHQKDAQGQDYLTCM 

VLVTLLLESPTGIQEDDSMEISV1 



586 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4979 


35347 


A 


5020 


3 


1353 


GDAYALVLRVTLYCGKCHVNE 

VVLAP1FEILSTES1QDQLPYSV 

MLMSMLAITEGRRSFSVSVENA 

CSN YVTTVQ V KEVNQM HISPN 

SCNA1HPRDHILE1SGTPTHTLQ 

VEELED A I SQM SQTL LL L 1 E H D P 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDNLEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISCWESLCCSSTYSKQNFRSC 

DLIHGEVLGKGFFGQAIKVTHK 

ATGKVLVMKELMRCDEENQK 

TFLTEVKVTLPSNLLPPGHDLL 

QTGAREQTGILKTGGLSVPGGA 

GHPAACRAGGVGPHCEHAVRP 

DPRLTPLALAQPPAGGCSTASIA 

PLFSIPAVSRVFRASRGLAACLE 

AEQAGRTILTCEVCKLVVGLSL 

DSQQQLSS V LCG WLC LSCPQL 

WSLNRHPQHQHHLVEMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGSTLDLLEPGPLDETQ 

1IT1LREILKGLDYLHSEKK1HRG 

VKAANVLLSEHCEVKLVDFGM 

AGQLADTQTKRNTFVGTPFWI 

APENNPPTLEENYSKPLKEFVE 

ACLNKELSFRPTAKELLKHKFIL 

RDTKKTSYLTELIDRYKRWRA 

KQSQEDSSSEDSNSETDGQDS\G 

GSDSGDWIFT1QEKDPKNL 


4981 


35349 


A 


5022 


1 


1380 


G PRASPPRA D R RG P A V PSQE V A 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKUDLEEAED 

EIEDIQQEITVLSQCDSPYVTKY 

YGSYLKDTKLWIIMEYLGGGS 

ALDLLEPGPLDETQ1ATILREILK 

GLDYLHSEKK 1 H RDIKAAN VLL 

SEHGEVKLADFGVAGQLTDTQ1 

KRNTF VGTPF WM V\PE V I KQ AG 

YDSKADIWSLGITAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKVKTSYLT 

ELIDRYK\RWKAEQSHDDSSSE\ 

DSDAEVTDGQASGGSDSGDWIF 

TIREKDPKNLENGALQPSDLDR 

NKMKDIPKRPFSQWLST1ISPLF 

AELKEKSQ\ACGGELGGPLKEL 

RGA1YLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 



587 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 
DAGG K VQEGTGRYSRS AM Y SR 
KAMYKRKYSAAKSKIEKKKEK 
VL ATVTKP VGG DKNGGTQ V F\ 
QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 


SAAKSEMAGEKVEKPDTKEKK 

PEAKKVDAGGKVKKGNLKAK 

KPKKGKPHCSRNPVLVRGIGRY 

SRSAMYSRKAMYKXRKYSAAK 

SKVEKKKKEKVLRNLLQNQVG 

GDKN\GGTR/VGLNFRKMPRI\Y 

PTE\DVP\RKLLSHGQKNPFSQH 

V/REKLRASITPGTILIMLTGRHR 

GKRVVFLN 


4984 


35352 


A 


5025 


10! 


202 


PVPGTSSCTDRYHYKKH**KJN 
TKLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRT VPDLPG RR FR A M RTGQRR* 

PELPPDMNSLEQAEDLKAFERR 

LTEYIHCLQPATGRWRMLLIVV 

SVCTATGAWNWLIDPETQKVS 

FFTSL WNHPFFT1 SC ITLI G LFF A 

GIHKRVVAPSIIAARCRTVLAEY 

NMSCDDTGKL1LKPRPHVQ*QS 

SL1VMGLRJAFLRISDTAKSHKG 

FLLRLDM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unktiown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

G L V V SGC LD A DT A M PG S A EEQ 

FQWQSQDGQKD1EDELTTGLEL 

VDSCIRSLQESGILDPQDYSTGE 

RVIHFGKTLGLSSEDYS1MEKG 

QMVKEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QSALQLNSKPEGSFQYPASYHS 

NQTL A LG ETTPSQLPARGTQ AR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPINIVVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHH1DPI 

YEDRVYQKPPMRSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPSIDSIQKDPSKYPILCDGGNPF 

CALVYRPSSRERASSL/LKSMCY 

Q*NRLYPKFRRVLGSGFEGMQ 

RRFC ASKG 1 KG RFCG SSLEQ DC 

EHGGQHPCYPKLVPTLWNPHQ 

REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 

EGGRFCLGRGVRNLREGGALR 

APFTAPSLTALPPDIVDIKPANX 

MEDLTEVTTASESHPHHCNLFV 

YSSSKGFLRLCDMRAAALCDK 

HSKHPCDDIGPIQ1IQGHLRTSR 

G WM 1 1 LPALQSTFRCRMDEQN L 

RAFLAPRLCDFSTSQPQPGSPEQ 

PVMSGL1SPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=nossible nucleotide 
deletion, ^possible nucleotide insertion) 


4990 


35358 


A 


5031 


1 


3115 


RQ1CSMASELGARDDGCCTELA 

KPLYLQYLERALRLDHFLRQTS 

AIFNRNISSDDSEDGLDDSNPLL 

PQSGDPLIQVKEEPPNSLLGETS 

GAGSSGMLNTYSLNGVLQSES 

KCDKGNLYNFSKLKKSRKWLK 

SILLSDESSEADSQSEDDDEEEL 

NLSREELHNMLRLHKYKKLHQ 

NKYSKDKELQQYQYYSAGLLS 

TYDPFYEQQRHLLGPKKKKFK 

EEKKLKAKLKKVKKKRRRDEE 

LSSEESPRRHHHQTKV j 


4991 


35359 


A 


5032 


1 


1522 


MVAQASGQTJREAEVGGSLTA 

QEVEATS1LLSDESSEADSQSED 

DDEEELNLSREELHNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNMNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDEDAKES 

RAAALRAANKSGTGFGESYSL 

ANPSIRAG EDI PQPT1 FNGKLKG 

YQLKGMNWLANLYEQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHF1MPTLFDSHEE 

FNEWFSKDIESHAENKSA1DET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLSIV 

KKELPKKTLYTQDAPFHVVITS 

NQLVVQDVKYFQRVKWQYMV 

LDEAQALKSSSSLTRSNARYPL 

VSSQRK1HDQQVTTDKSSKMDP 

KEEEYIPAKHEMENTKLQFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPIQNTMAE 


4992 


35360 


A 


5033 


I 


974 


MG FHHVA RAG LELLTSG MCC Y 

FAQDLRPEQSIKASLQRIILRKY 

EKCGHHNLQLKXGYKSVDEYK 

VHKGSYNGFNQCLTTTQSKIFQ 

CDK Y VKDFHKPSNSN RH MTEK 

NPFKCKECGKSFCVLSHLTQHK 

RJHTTVNSYKLEECGKAFNVSS 

TLSQHMRIHTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFNISSHLTTHKllHT 

GENAYKCKECGKAFNQSSTLT 

RHKI1HAGEKPYICEHCGRAFN 

QSSNLTKHKRIHTGDKPYKCEE 

CGKAFNVSSTLTQHKRIQQQQQ 

QTI KQTKN LLNNMNKKL WV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion \=>nnssible nucleotide insertirinl 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 


1 


1338 




4995 


35363 


A 


5036 


1 


596 


MGMTDMGKSKKKSQGPPSFPP 

GGAPPPAIGAPAGRERPPGTGD 

PFNQRPCDNLKTCHTSHGSVM 

AETAVINHKKRKNSPRIVQSND 

LTEAAYSLSRDQKRMLYLFVD 

QIRKSDGTLQEHDGICEIHVAK 

YAEIFGLTSAEASKD1RQALKSF 

AGKEVVFYRPGEDAGHEKGYE 

SFPW/FIKRSPE*RRGKFPFTQM 

GQD 


4996 


35364 


A 


5037 


787 


1692 




4997 


35365 


A 


5038 


289 


1338 




4998 


35366 


A 


5039 


982 


1347 




4999 


35367 


A 


5040 


] 


780 




5000 


35368 


B 


5041 


148 


334 




5001 


35369 


A 


5042 




545 




5002 


35370 


A 


5043 


1 


732 




5003 


35371 


A 


5044 




1110 




5004 


35372 


A 


5045 




1170 




5005 


35373 


A 


5046 




870 




5006 


35374 


A 


5047 




1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 

ALTLPRTSSLTLTETPIVQQTRM 

VVRCPTASLPSQWRSCPSSTWA 

VPKTPPTWTCWRNSAILSL/VVF 

I RD KLM E RRN RRTG RTE K A RI W 

EVTDRTVRTWIGEAVAAAAAD 

GVTFSVPVTPHTFRHSYAMHM 

LYAGIPLKVLQSLMGHKS1SSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


5008 


35376 


B 


5049 


1 


1281 




5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 


1 


1416 




5011 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPE KA R/I WG VTDRT V RTW I G R 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAG1PLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 
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SEQID 

NO: 


SEQII>NO: 
of peptide 
sequence 


Met 
hod 


SEQID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stopcodon,/=possible nucleotide 
deletion, ^possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKX 

PKGLE1SA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLUTAQVFIR 

D K LM ERRNRRTGRTEK A RJ WE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVP VTPHTFRHS Y AMHM L 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


5016 


35384 


A 


5057 


1040 


1477 




5017 


35385 


A 


5058 


1 


1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 

QAHIGPGL/HRYQQGHQDLFIL 

RSDLPSQVF1RDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 


5020 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 

LKPPGTVAASTGFSQWLLY1ETI 

SRTPVELELKNSKVRXDVLS/R 

GPHSLYLVQDAQLEHAME1AK 

V S VQA LQ A YRA PPPRMEQ AN P 

KTPPDANLYKKGPSPSPRRANT 

TRLGSRATKTIHPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQAVASQSHSPCGGFHR 

RWFRMRLTGEIMKIITCFKLVP 

EEQDIVVTPEYTLNFDNADAKI 

SQFDLNAIEAXASQLATDDDEIA 

ALTVGG\SLLQNSKVRKDVLSR 

GPHSLYLVQDAQLEHALPLDT 

AKALAAAIEKIGFDLLIWTSSRI 

QAVALASPLSNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


J670 


MN1EFFDPPRIVSGLTLNRINIQH 

PFHLTGIRYCIDERQRTVMDVL 

Q A H A G R V LQQ YLPAPATATF R 

CQSRNRTENPQFLVCQWAGED 

QITQLLQEQWRVLIVMJFRTHN 

HMAG PRR WFRMRLTGEI M KIIT 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKISQFDLNAIEAASQLAT 

DDDE1AA\LTVGGSLLQNSKVR 

KD V LSRG PHSLYLVQDAQLEH 

ALPLDTAKALAAALEK1GFDLL 

1FVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAERIHPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRIS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQ RTPTPG PQTARDRA PKP 

DHTRPQTAHTAHHTSNDPQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMRQPTAHAETTARNTQAAQH 

CHTQNTPQANRHATGDRPEHH 

QARDRTRIDPKPNPDPRTITGHT 

KGTTYAHKHTPLATHHMTRPT 

TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPHFNTWLLSAN 

SINWR*YGFMPSLL1LLL*LNPM 

GRYSGASLVSRRMASTTLPGHS 

I AMRQP VCGI FALTRA I ! S I/A M 

WDFHVEDFMPERMALNLVLNS 

AI*LPKIFPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDA\HAIFVAPTLY 

AYDFYADKTLVPLTDALANTW 

QKQFPLDYGKGRLWGSVAFVI 

GSALTGKLVTMFDYRVILALLT 

LGVASMLLGFLIRPTIQPQGASL 

QQESTGWSAWLALVRQNWRF 

LA 


5026 


35394 


B 


5067 


1 


265 




5027 


35395 


A 


5068 


142 


609 


CLFRQVSAPHITRVC1TRSAAT1 

QTIDLNNLDTGD*LQPAFPPVW 

LISPGPFHPTPSVTRVPLEKEIRT 

FAQRLSVLHGINAPEFFDKPLFS 

SLVLTLRDEGYISDSGDAEPAE 

TMK V YQLQTN I VII H KCFKAG F 

TLAVGNQFLLIMKQRASHQN 



593 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucieotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWK1TLCVLNS 

CRRACLFAPAT*TANRLQAVC/ 

WLQSANPS1NRGTLEKESRTVA 

QRLSVLHGINAPEFFDKAVFSSL 

VLTLRDEGYISDSGDAEPAETM 

KVYQLLAELITSDVRLTIESATQ 

GEG j 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


I 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEKQKQKTEDKTKT 

KQKQRKNKTDKRRKTKTERNT 

QRTPERQTNTNQTRTKQ/RRPD 

TGVTQADTRQDTSARR\LMRQP 

RSAAAWMAALRGARDPKLITM 

VPHSKISRSIVRKGLPMTETQRR 

TETS KN Y RPREQQTRN RQQQD 

PRQQRTVQTHQQEERRETKDN 

NTHTKPH ETLA RRHRRHN I H A L 

A A ADL V I E A A SE V WK SKK RSL 

HSWRKFAPTNA1DH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 

TDC*NL*THIETPDPGDRYSRAG 

SCG PG/PLKRRLN V WKSKKRSL 

HSWRKFARHKRY*PLTLRQSLY 

TAIAAEIKNPERVAGLHFFNPAP 

VMKLVEVVSGLATAAEVVEQL 

CELTLSWGKQPVRCHSTPGFIV 

NRVARPYYSEAWRALEEQVAA 

PEVIDAALRDGAGFPMGPLELT 

GPDWAGPPFCCHLFGV 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 

KALY*RNHRLIREILALVCAHD 

RQKK/YLPSLAGFL* LKNEINRL 

SVRGW/SRRRSFSVRVPFTNTD 

RARSHFYQFVIIDELQSLFQSHA 

DRRNQNNGFVSTGSTHVGQFL 

TGQAVYSQVVRAAMNTDNLTF 

VNFCTVTEEQLTAILQTEQRER 

DRFTLTVRDQYAVLTLTHFTRT 

YVVVVAEGGVQQTSTGSHGHE 

LRTEANQTTAWDHVVETYAAF 

TVWIHVFQVALTFAQRLHYRT 

LMLFFNVQSHVFIRLLFTTVDFT 

EDNFRTGYRQFETFTTH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPKKINNPVP 

RNSAMHWQTRIQAQANGYWL 

EREQWLAVGEQWFWRMEWSG 

PHRAAAGRLCHHHGNDATWH 

RG*FHLCFRPCV**RIEQPQEGY 

AIIMETTPPGTGVMF1FVSDPAF 

DKGYAFDFFCLEPMSHAPDDH 

HRPEGGDLIALAPGESTTSEMS 

LRVPVANCAVTTASLDSYYGE 

AMAIGERAPVALLDFAASARL 

AVGEALTNIAATQ1GDIKRIKLS 

ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPPIRMTLEQ 

ALEF1DDDELVEGAAAAFEALE 

MMGSGRDRE1\RYGEGSP\WFDI 

\VLPCGGGITLTLHKLR\SAQPLL 

\A VLNRLEQKKPVG LRYDPQAQ 

SLVCLPTQTRTGWNLNGFEASI 

THRALRTSRYDGQYYCQGPRT 

LTI RRT V 1 MTG S SDPH DTTDSNN 

DRVLGPSRYDGQYYCQGPRTL 

TIRRTVIMTGS 


5036 


35404 


A 


5077 


3 


516 


ATLSCEVVLENLAASPVVTTLE 
YTLFDGER\ V VHSS A I DH L A I EK 
LTSASLAFTVEQPQQWSAESPY 
LYHLVMTLKDANGNVLEVVPQ 
RVGFRD1KVRDGLFWINNRYV 
M LHG VNRHDNDHRfCRRG VGM 
DRVEKDLQLMKQHNINSVRNA 
HYRKRRNKEVRTKKKIESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRMDLELVAVCDSRLS 

QRQ A L AEK YGN A S V WDDPQA 

MLLAVKPDVVSVCSPNRFHYE 

HTLMALEAGCHVI\QAREM/CD 

TARKLGKVLAYDFHHRFALDT 

QQLREQVTNGVLGEIYVTTAR 

ALRRCGVPGWGVFTNKELQGG 

GPLIDIGIHMLDAA\MYVLGFPR 

/SVEDSLCGTIELHSGCILWLETS 

FALNIREHA1MMIRFCGDKAGA 

SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/PIFGGRRWTVFSTAIL1/I 
PC V WLG I A VQNPNT/PFG 1 FI VI A 
LLCGFAGAN/FASSMGNISFFFP 
KAKQGAVPVFAF/LGVNGVPQA 
DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLV\CLAFLY 
PAAN\SE1HL\GVLSIFWGDPDG 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnlcno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possibte nucleotide insertion) 


5041 


35409 


A 


5082 


I 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FLNRPALAEKLTVTVFKVTGET 
NTDDLSPAPDAWSRPDIPLHAL 
GC 


5042 


35410 


A 


5083 


1 


866 


MGLAQAKLLIEAPVNGGRNYN 

GPKVAKFLVGGASLNDVYLHQ 

HDK Y R YDR Y H LI RN REKTHUM 

PEWVTQN1MNGRGVNRLDDVN 

RPKSPE1KMD1RLFRQELRDAAY 

HFQGDADNDQLSVTPLVGLGK 

SSLL1K\TIFHRMRWAEQNLSICS 

SSFNRPAIFVRNIIQLLREGKKV 

EITVGDKHENDFYIPEDEPFKIIG 

ALPYLYEINLRRFLSRLQYYVN 

TDQLVVRVW\KEDDN\TYHL\K 

GWWGDDKWMVITG\NKLDPR 

AWRLDLENAILIHDPQLELAPQ 

REKELE 


5043 


35411 


A 


5084 


1 


3483 


VMFFFLPGLLMASWATRTPAIR 

DILSVSIAEMGGVLFGLS1GSMS 

G1L/SLGVVSETLWDT*C/HSWS 

RCPAH*SG**YWLALWLTSPL 

LFAVGLGVFGASFGSAEVAINV 

EGAAGEREMNKTGLPMMHGF 

YSLGTLAGAGVGMALTAFGVP 

ATVHILLAALVAQ1AAWYKAL 

QEQIPDFIPRAPQRQMIADVAK 

TLAGEEGRHLA1EAPTGVGKTL 

SYLIPGIA1AREEQKTLVVSTAN 

VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 

TSKAYVSLENSGWTIIADITTTN 

QNTLLNLANLAMSDANVIMMD 

EPVTRSSVTASAENFITLTTNTL 

SGNGNFYMRTDMANHQSDQL 

NVTGQATAG DSLTLVTTGGGD 

AAFTLGNAGRVFDIGTYEYTLL 

DNGN H S WS L A EN RAQITPSTTD 

VLNMAAAQPLVFDAELDTVRE 

RL\GSVKGVSYDTAMWSSAINT 

RNNVTTDAGLRAQAIKTVHHR 

QN RLI H FS LNG STFN V YRH FRR 

TKTCPKD A ETN G KEQG RCQPE 

CQT 


5045 


35413 


B 


5086 


75 


1777 





596 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SCQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5046 


35414 


A 


5087 


1 


860 


M K A PGLPA DQQFF A DLFSG L V 

LNPQLLGRVWFASQPASLPVGS 

LCIDFPRLD1VLRGEYGNLLEAK 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSLVFAPTWLGLSFY 

DSRTTSLLHPARQIQLP\SLQRG 

EGEAMLS\ALTLFSRSPLEQNI1Q 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHS1CTWVQDNYAQP 

LTRESVAQFFNITPNHLSKLFAQ 

HGTMRFIEYVRWVRMAKARM1 

LQKYHLSIHEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 


1 


870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 

QTQCCAQATVQGLEGTRSWSQ 

SGTSSLSPWSHTSLRRRRKEEG 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEE/EEEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 




5051 


35419 


A 


5092 


2810 


3117 


LTLNSHMAPALIPILAMSAPMT 

PMKN/LSQVHAQGLVIRDLPLIA 

SNFRNTEDLSSYLKRHNIVAIA 

DIDTRKHAACAVPNTLVARGL 

RKHLKRVAAPQHWIAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMKRVGKRGEGKFERJSW 

DEALDTISDNLRR1LKDYGNEA 

VHVLYGTGVDGGN1TNSNVPY 

RLMNSCGGFLSRYGSYSTAQ1S 

A A M S YMFG AN DGN S PDD I ANT 

KLVVMFGNNPAETRMSGGGVT 

YYVEQARERSNARMIVIDPRYN 

DTAAGREDEWLPIRPGTDGAL 

AC A I A WVLITENM VDQPFLDK 

YCVGYDEKTLPANAPRNAHYK 

A YILGEGPDG I AKTPE W AAK1T 

SIPAEKIIQLAREIGSAKPAYICQ 

GWGPQRHSNGEQTSRAIAMLS 

VLTGNVGINGGNSGVREGATG 

SAVGEVVFNTSMTGYQEILTD\ 

LPI\PSNRYS\SYP\ILAMSAPMTP 

MKN/LSQVHAQGLV1RDLPLIAS 

\NFRNTEDLSSYLKRHNIVA1A\ 

DIDTRXLTRLLREKGAQNGCIIA 

GDNPDAALALEKARAFPGLNG 

MDLAKEVTTAEAYSWTQGSW 

TLTGGLPEAKKEDELPFHVVAY 

DFGAKRNILRMLVDRGCRLTIV 

PAQTSAEDVLKMNPDGIFLSNG 

PGDPAPCDYAITA1QKFLETDVP 

VFGICLGHQLLALASDVEKNVV 

MITAQNHGFAVDEATLPANLR 

VTHKS\LFDRYVTGHSSHR*TG\ 

FSFQRHPE A SPG PH D A\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 

QPTFC/GQCDLKVRPGVIGDHF 

GALKFDCPTGFRTCLGRITPLFL 

PSSPIWNGCIFPIPVPGGDCGEG 

VQIRSLSCMVHSGSISHAAGRV 

EDALCGEMPFQDS1LKQLCSVP 

CPGDCHLTEWSEWSTCELTCID 

GRSFETVGRQSRSRTF1IQSFEN 

QDSCPQQVLETRPCTGGCSPQA 

RPA A IRQC I P ACRKPFS YCTQGG 

VCGCEKGYTE1MKSNGFLDYC 

MKVPGSEDKKADVKNLSGKNR 

PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTNLSD 

PMPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQ1KIKKPPKV 

A M KTG KS LLHLHSTLEM F A A R 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFLAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNTIQD1GPGKDF 

MMKIPKANATKIKIDEWDL1KL 

KSFCTAKATTKRVNKQDESLRS 

HYE*WGMLTDCVVMRDPMTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSRED 

SQRPGAHLTVKKIFVGGIKEDT 

EGFAFVTFDDHDSVDKIVIPKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRGRSGRGGGFGGNENFG 

CGGNFSGHGGFGGSHDGGGYG 

GSGDGYNGFGNDGGYPGGGPG 

YSGGSRGYGSGGQGCGNQDSG 

YGRSGSYDSCNKGGRGGFGSG 

SGSNFGGGGSYNDFGNYNNQY 

SNFGPMKGGNF/GGRRSGP*GD 

GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQ YG KIEV I EIMTDQG SG KKR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKQEMAR 

ASSSQRGRSGSGNFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGS YNDFVN YNNQSSH FGPM 


5059 


35427 


A 


5100 


1 


3622 


MTGICYTEDERSYKKNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLS V LQEKS AQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKKAL 

QELQAAQARQADPQPQA WPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRALAMPGRPESPPVFRSQEVV 

ETMCPVPAAATSNVHMVKKIS1 

TERSCDGAAEMKWEDQNIGD 



599 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5060 


35428 


A 


5101 


1 


782 


M RRRLQLDSLLH PPSC FSSTLK 

CGKAAAAACDSSDQIQERLQT 

GHLPCEASHTICPPNHHSQSTLR 

PPL PPP\HN HTLSHH HSSANSLN 

RNSLTNRRSQIHAPAPAPNDLA 

TTPESVQLQDSWVLNSNVPLET 

RFWCCQRFLVFPGLQLQHLTLS 

LPVWSHGALPVSLC1FTWLSSH 

KDTSHFGLRVHLLSLPLEAKYS 

FYPGCPVLEPAPNPLKGPWCLW 

GVGTFRRYCTTFLFNESEPKDL 

VGEKFKSDRLCREAHLQE 


5061 


35429 


A 


5102 


3 


1864 




5062 


35430 


B 


5103 


1 


525 




5063 


35431 


A 


5104 


2 


351 


RPAVGAEKSNPSKRHRDRLVNA 

E\LDHLASLLPFPPDIISKLDKLS 

VLRLSVSYLRVKSFFQVKRQRR 

EIHGRNCQKKRNQNLKDRGWQ 

WQMPKMWMTTRANEGPCRSG 

GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 

DRLN A ELDH LAASLLPFPPD IIS K 

LDKLSVLRLSVSYLGVKSFFQG 

QGLAVADAEDVDDHTGERRP 

MSFRRPRALDTQALRRTQFGLH 

LLMVNIAGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQIKGYIR 

C1LFPPDQFECLYPYPVHHPCYR 

QSQV*LDNPDYERFPNFQNVVG 

YETVVGPGDVLYIPMYWWHHI 

ESLLNGGITITVNFWYKGAPTP 

KRIEY-PLKAHNKVAIMKNIEKM 

LGEALGNPQEVGPLLNTMIKGP 

IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPG RQRETRSQNH H H HHHH 

HHHHQEKIRIQTFTERP*EDTER 

SDCPQAKKRSPRRNQPC*HLDF 

ELPAARAATQPVNSGARAGRA 

GATVPRHTATLLLLHQRRDYA 

GGSLCDI DRAPD AKQGG KS* ES 

ETDSRFWKGTVC*DHTAGWVH 

GRPTTPHHSSPDSRNGGFQLHQ 

QIALAAGWREGASRPKQEPLQP 

GPEQGQRRGRREPVQGKAPSG 

HQSWPAE 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 

RS*R\PTTPVIAQWAHEQSGHG 

GRHGGYAWTQQHGLPLTKAD 

LAMATAECPICQQQKPTLSPRY 

GTIPQGDQPATWWQVDYIGPL 

ASRKGQRYGFAYLARNVSAKT 

TIHGLMECLIHHHG1PH1IASDQ 

GTHFVAKEVRQWAHAHGIHW 

FHHVAYHPEAGGLTEWWNGL 

LKSQLQRQLGDNTLQDWGKVP 

QKAMYALIQCP1YGIVSPIARIH 

RSRNQGVKVEMAPFTITPSDPL 

AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


QITMQPELPINfNWVLSVPSSHK 
MGHAQQHVQEVAQMPRVSTPA 
TLPSLPQP A LM A PWTVPYDQL 
MEEEKARARYAGT1QKWTAAA 
LQPLSRTSLKDSGEGTSKW 


5069 


35437 


A 


5110 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELP1INCVLSDPCSH 

KVGHAQQHSHKWRWYIHDWA 

EGTSKLHEEVAQ1PMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


1 


582 




507! 


35439 


A 


5112 


1 


635 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5072 


35440 


A 


5113 


2 


1538 


FFPIGFWRQHIPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAP1GES 

QWRSLGFRSKALPSSADNYSSF 

ERQLLACYWALVETECLTLGH 

QVTI*PELPIMNWVLSDPSSHKV 

GHEQQHSIIKWRWYICDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQIWGRSMWMELSEW 

SKTVK1FVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECPICQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

F VLT V 1 DTYSG YGF A Y PEHNTS 

AKTTVNGPMECLIHRHGIPHG1 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGL1GWW 

NGLLKSQLQCQLGDNTLQGWG 

KVLQKAVCALNQHPIYGTVSP 

VARIHGSRNQGVEVEVAPFIITS 

SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 

SPGVAVSNKAAATVGPQ*VTQ 

QEGGPGSRQRTRAGSPELVPAG 

PSAVEGEEGSWTPGGPQVPRKR 

SAAPSRQR*HWLRCTPA*QRRG 

DWPRAAGRCHAARPPAAGSRA 

PTKISARPTRISRLGPRAASKAQ 

RLQRL 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
CSPRGDPRATLTTIPALVEPPCG 
TQDPKMAAEAPQRPGKRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 


3 


5649 


LLEKLRQRIHDKAVALERAIDE 

KFSALEEKEKJELRQLRLAVRER 

DHDLERLRDVLSSNEATMQSM 

ESLLRAKGLEVEQLSTTCQNLQ 

WLKEEMETKFSRWQKEQESIIQ 

QLQTSLHDRNKEVEDLSATLLC 

KLGPGQSEIAEELCQRLQRKER 

MLQDLLSDRNKQVLEHEMEIQ 

GLLQSVSTREQESQAAAEKLVQ 

ALMERNSELQALRQYLGGRDS 

LM SQ A P 1 SNQQ A E VTPTG RLG K 

QTDQGSMQIPSRDDST 


5076 


35444 


A 


5117 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
L V EG LCS EQG RRG * TL A SSSER 
KPLENER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lin known, 
^Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 

AC P LSSGTQ AG M PPSTEA LQ PC 

RGLTVPHQ/LG*RPQGMLWWK 

ALAADWSVEWQKGRRGLGICA 

LSVTSRTGRLLCR*GSAEAAAS 

PLAASPRRSSRALGAGIP 


5078 


35446 


A 


5119 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 

LVEGLCSEQGRRG*TLASSSER 

KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080 


35448 


A 


5121 


1 


550 


RRYRPRRVQDPGGPAEAERGPP 

RRLLNARVHVCRAEASERAPGP 

CG RVSAHVERARDPRLE*QLED 

KAAPRQDFTQQLRGPEKQHRM 

VWQEKEDMHKQLVEASETLKS 

QAKELKDAHQQQKLALQEFLE 

LNELMAELYSQKQKVWDKEEE 

MEVAMQKADMMWQE1*RSKK 

LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 

SGW1LRGWLVPPRAKCSPRGQ 

ALAICLSLRGLGARSTWAETRP 

QGPRGSLASLCPAHMDLSIWXT 

GDGGPRSAFSKVHQGSLNTFG 

VDTAARRLSQARTAPSPSV\SAP 

SSAAAPASAGPPPAPGAPPTPA 

QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFK1SLRPFLALCLSSL 

GPCRQPHSGSVPA*NPLLGPRA 

KSSPHSGCGLAPFAIPELLRRLP 

LEGSAHCPAPEGAASPPTSWDS 

ADPPCRETSIFAPPRVVLTPGPS 

APQASPSQPLLFLTPRWDRLPES 

VL 


5083 


35451 


A 


5124 


2446 


2630 


VG FFFFFWWG ERGTGS YS VTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDGDWDQRRGGEAGDQDQRR 

GGEDEDQDQRRGGEDGNRDQ 

KRDGENGDWDWKREDENKDQ 

DEKREGEDGNQDQRRGGEDGD 

QDQRRGGEDGNQDQRRGGKD 

GDQDQG RGG E DG DQDQG REG 

EDGDQEQRRRGEDGE*DQRRG 

GEDGGQDQKRGGEDGNQDWS 

REGEDRD*HWRRGGEVGE*DQ 

RRGGEDGE*GQRRGSEDGDWD 

RSRGGEDGDQDQRSVGHLCHS 

QGPPASGCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGF DGN KGTKA L PTI S A 

DTTRCWRTLRVTQMTCRFRRF 

KAFFIGIMSCGRTGR1LFPPCSS 

MSWIPCRAKNS*GNVJSQSPSK 

NR/WQ1MMVIQLLNFYLPGDFV 

SFRJMLKGNWEVTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDKI 

FR*VIV*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRKLDSTGCVVGLPCKLVVDS 

SGCYDRHIGVDCSDGFNGGCE 

QLCLQQMAPFPDDPTLYNILMF 

CG* VELPARPLDGRSCQLITETC 

PEGSDCGESRELPMNQTLFGEM 

FFGYNNHSKEVAAGQVLKGTF 

R* TS YT*N * YQQLPDGL V V AT V 

PLENQCLEEISEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVAISQGEHCCRLSCD 

G ATSRADFV AL LDQFGN H Y IQE 

AIYGFEESCS1WYPNKQVQRRL 

WLEYEDISKGEWHACWQILSTF 

PWIViSLHNCLP 


5087 


35455 


A 


5128 


3 


23 


FYSAFLVADKV1VTSKHN1MDTQ 

HIWESDSMEFSVIADPRGNTLG 

RGTTIT*VS!PPSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

QI RELREKSEKF AFQAE VNRM 

MKL1IHSLL*NKGIFLERL1SNSS 

C\ALDRLSL1SLTDENALSVNE* 

LT VN\I KCDK EKN LLH VQHTG V 

G MTVREEL V KN\LGTI AQI WDQ 

ASFLNK.MP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQP1PQHIWGVWTPNGIFL 

*LLDPRGKHS*DRGNRQFTLCP 

* KEEASDLP WNLDTi KN LRQKN 

IHSF1KLFLIYVW\SSKTETV*GA 

PWGEEEAAKEEKEESDDEAAW 

EEEEEEKKPKTKKVEKTVWDW 

ELMNDIKPIWQRPSKEVEEDEY 

KAFYKSFSKESDDPMAYIHFTA 

EGEVTFKSILFVPTSAPRGLFDE 

YGSKKSDYIKLYVRRVFITDDF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VRKTLDMIKKIADDKYNDTFW 

KEFGTN1KLGVIEDHSNRTRLA 

JCLLRFQSSHHPTDITSLDQYVE 

RMKEKQDKIYFMAGSSRKEAE 

SSPFVERLLKKGYEVIYLTEPVD 

EYCIQALPEFDGKRFQNVAKEG 

VKFDESEKTKESREAVEKEFEP 

LLNWMKDKALKDK1EKAVVSQ 

RLTESPCALVASQYGWSGNME 

RI M KAQA YQTGKDISTN Y YAS 


5089 


35457 


A 


5130 


45 


416 


RWGLAMFPSLDNKSETLSQKK 
KKKDLC PHI SFEMDLTTADA R 
WVQDAATRLLATTRCPPNSRG 
SR**ISWRAGCCPGGWAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


513! 


3 


477 


G RL PRH RGG EPG A AQ PAG RQP 

RGGAAATAAGAPRAGGGAAA 

GN A RRCR E A A A RDPH HG EG SG 

PEPSQCEGAAHQRAGRAQGD* 

GGSGATGEGGRRGHDSHNPLG 

RVRGSTLPPS**N*VGL*VPSWP 

QCGPAHPPGQHPALQEIHQRLP 

LESGGHRVV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


5091 


35459 


A 


5132 


3 


446 


RTGSWGWSASQQRHRKDRGL 

DSAGSGWVSHILPVPAPPPADA 

RPSASRWRRQGSHPLPGRTECP 

SVQPLCLPPPAGHHRNHSIASPS 

QTPPPRSLPGSQDKSLFLPRDRR 

TGEGEGHMN*APLSAPGTSCRS 

GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFKRLRCQQRFFL 
LIFSSSTQSA*RVSNGPYH*EIK 
MAVYYGELRKNGLIQESCDNIQ 
PRQGSFNMDSMQ 


5093 


35461 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSR1KLQRLSLQNGIP 

QIKELDYLFRTNSNQINFNLLSH 

RVRARPPAPPGRPNPSPGPDRPP 

EPPARAGSSRRGPGEPPRRQPQ 

RRFRRRGPDRPGRLSRGL*RRR 

ARPASPQPRQHHSRGPAGRPGV 

APRRPAGLAAAAERLTARGAA 

ASPAIPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 

/PLFNIWWWENWLAICRKLKLD 

PFLTPYTKJNSRW1KD*NIRPKSI 

KN L EEN LGNTIQH LG/IG KDFM 

TKTPKAMATKAKID1WDLIKLK 

SFCTAKETI1RVNRLPT*WEKIF 

AIYP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRR1HSRJLPERIK 

YLGSQLIRDVKDLLKENYKPLL 

NE1KEDTNKWKNIPCSWTGRISI 

VKMA1L/PQAICGKLKLDPFLTP 

■ YTK'IN S R WI KDLN VG PTTI KTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRVNRQPTEWENIFTIYP 

SDKGLISRIYKELNQIYKKKMR 

NPIKK* VRDMNRHFSKEDIYAA 

HRHMKKCSSLLDIREMQ1KTTM 

RYHLTPI 


5097 


35465 


A 


5138 


3 


314 


LKSFCMAKETTIRVNR*PTEWE 

NIFAIYPSEKGLIYRJYNEATNK 

DLVRRSGPLKTPKKKSQLTVLN 

LVTFKRTPALSEEKESAQVLWQ 

FKKPECVLTSKRVH 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5098 


35466 


A 


5139 


1 


1278 


MNIDAKJLNKILANRIQQHIKKL 

IHHDQVGFIPEMQGWVNICKSI 

NIIQHINRTKDKNHMIIS1DAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRAIYDKPTAN1ILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIMQEKEIKGJQLGKE 

EVKLSLFADDMIVYLENPIVSA 

RNLLKLISNFSKVSGYK1NVQK 

SQTFLHTNN RQRESQ I M S EL PFT 

IASKRIKYLEIQLTRDVKDLFKE 

NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GG VFFLRTPTDCCGM LQG A AG 
STG F Y ASE A RPRG PACSLDRG S 
SSLLS WGLHQDPLFPA AKQH RR 
EAGRADQNSPRPRLSTG*QTPT 
L* RRPAAATGRRRAQPPRATSV 
SAPASPPCPRARPPHHARPPRVL 
ACQP*ATAPGP 


5100 


35468 


A 


5141 


I 


346 




5101 


35469 


A 


5142 


3 


1336 




5J02 


35470 


A 


5143 


5 


283 




5103 


35471 


A 


5144 


1 


1368 




5104 


35472 


B 


5145 


1 


838 




5105 


35473 


A 


5146 


1 


962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 

LQC M FQ YLI VLQ* Y L K* Y LGTQ 

LTR D V KDLFKEN YKPLLKE IKE 

DTNKWKNIPCSW1GRTNIVKMA 

ILPKJDPTTAQ LSPRG STAQKG H 

WRPCPLPPRGVPRSPRGPTSHP 

HHDPCPGGAPVRNTGSERWQR 

KLRSGPKSDWAGRAQAPSLGE 

GGAKNGKSHPGSHRAFSLPRAP 

RRLGPGSQPGRFRGFLKQARGR 

AGEGHSAILLAPESPNAQVSNV 

TSATYRSNLSGLPRPCSVVLLG 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5108 


35476 


A 


5149 . 


1 


2233 


MKAEIKTFFETNENKDTTYQNL 

WDAFKA VCRG K FTA LN A HKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKALQKINESRSWCFEKIHKID 

RPL A RL 1 K KKREKNQ1DA 1 KN D 

KGDITTDPTE1QTTIREYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAI1NSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLG!QLTRDVKDL\FKENY 

KPLLNEIK\E DTN K WKN 1 PCS W 

VGRINIVKMAILAQGNL*IYKFN 

A 1 S 1 KLPFTFFIG L/EKN LTFKFI W 

\1MQKRS\R1AKSILSQKNKAG\G1 

TLPDFQT1TYKATVTKTA\WYW 

YQNRDIDQWNRTEPSE1TPHIYT 

ILI\F\DKPEKNKHGGKASL\FIK 

W\CW\ENWLA\ICRKLKLDPFLT 

P YTTINSR WI KDLN LRCQI IKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDHKLKSFC 

T A KETTIRVNRQPIEREK 1 F A 1 Y P 

SDKGLISKIYKELKQIYKKKNK 

QPHQKVGEGYEQILLKRRHLC5 

QQTHESMAHHHWPCREMQINT 

TM RYH LTP V RM A 1 1 KKSGNNRC 

WRGCGEIGTLLHCWWDCKLV 

QPLWKSVWRFLRDLELEIPFDP 

AIPLLGIYPNDYKSCCYKDTCT 

RMFIAALFTIAKTWNQPKCPTM 

ID WIKKM WHIYTMEYYA A IK1 D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 

QARGWRLLSSPPHPSGVQPLLC 

HLPYPPSPFSLLSNLTPFLRAFPR 

SLETS*KWARTAVPGAVAHAC 

NPSSLGGRGRWIT*GREFETNL 

TNMEKPCLY 


5110 


35478 


A 


5151 


310 


445 


YLTK1WPGAVAHTCNPSTLGGR 
GGWIT*GQEFETSLANMVKPHL 
Y 


5111 


35479 


A 


5152 


44 


1132 


PQVIHPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 
RGGWIT*GQEFETSLTNMAKPH 


5112 


35480 


C 


5153 


183 


323 




5113 


35481 


B 


5154 


504 


2474 




5114 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


5117 


35485 


A 


5158 


3 


387 


TDTKPLSCSSCPPRGKKPVSHR 

DQ*RRWGRRCRGEPGTEACWS 

AG ALQF* KPRSRGGRTSKMTSG 

PSAEKGGG*AGRKPGRRHFGRR 

VLRHSCVLPVARELWGRHGPC 

GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


MPPPPPPSESPGPGPVGSRLPPG 
PAVTGNEKELRGNP*VGLAPPR 
PRFRASRREGVTGKVHRPNRLQ 
LRAPPKG* SDQRGQN VPPSEAK 
SLC 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


I PLSLQSKEVGQQLQDDLMK VL 
NELYSVNQMGCLAL*QAEGSS1 
WQLAAIVHQQQN*TPSWGQ 


5121 


35489 


A 


5162 


520 


844 


VQAPGKCHAQMPAPAAPVPLG 

RSRNPGRLASAVPVSSLLRFLPF 

LQPIPPSD1LPLSFEAVPSSPAAE 

SGLHPCTRRRKRARPSC*VPGL 

LLSPQPHPPPHVWRKGIL 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 

SH*GGNCLPSLLTRPCVICA*PQ 

MSGRKSSMRRWRRQSRLTAGT 

SS*TPTSSTMC*ALVGSSTWNC 

MLQAGSTAPGAGTPGSRPTWS 

SSSTCSWTAPSGRARCACASSS 

SCAMSAARRGWTSPACWRRTS 

RAWWTTSSPACASSATASVAA 

STASTWPAARTTGGTAESSARP 

ARRASCTGSPARSCWRRRRPPT 

PSPGRPAPPSRRTRRAQAGTSA 

LSPGACFGPRSCC'SSTCSSLSV 

APY 


5123 


35491 


A 


5164 


3 


57 


RIGQGVPVVHS*VEGGPNV1SIV 
LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


YSVTMTPGKLRTLCEIDWPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSGGFLVSLTSRMKPQTLTGS 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRKL 


5126 


35494 


C 


5167 


339 


548 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5127 


35495 


A 


5168 


** 


413 


SQAFLPAASRRERPPEPVDPKA 

TDPRSGTRRLPPRLPCQWTTPE 

HSHTSQLNLSRAFPKEPNPAAT 

Q*NPSGASPRERPHARAQEDRN 

GEC*EGNGSRPDLEEEASTPRA 

SPTPSD*PLWLHPPRPLVLETPL 

LQL 


5128 


35496 


A 


5169 


3 


479 


FLHSTHIYWAHSMHELLKTAV 
VSISGQCTSLNTESGIWGGVPE 
MAR/CPPAEGTVPASLQPRDPPR 
LPGSH/ASLPSASPPSRHVTWPP 
EP/E A A G PKPS* I RCR WPPAG AT 
TKAN PKESG RL VESMLPLPKSR 
SAPVTFSAFACSGLPERVHEVF 
RVGKLR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 
QVYRGDLVV*KHVAPPPSLPSS 
FSGHVRHDCFPFAFHDDRKFPE 
ASPAMLPVSSLGPHYL j 


5130 


35498 


A 


5171 


335 


467 


MPSTPTARKPESPEALARVESIA 
CLPSPAPVPHECSPQASEETG 


5131 


35499 


A 


5172 


I 


2424 




5132 


35500 


A 


5173 


2 


304 


CLTKNTSATREKQVTELHRRSK 
LQPEPAKTKALQTVIE*KDITLC 
*VKEHLYIVACWALRLHLVFLP 
TKAGISPALMKVSYPGKPLTLK 
QLGRLVILQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEELILVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

EGTE*TQGPPRTPSLQTQGPQRT 

PSLQTQGPPNTPSL*TQGPLRTL 

SLQTQGPPNTPSLQTQGPPRTPS 

LQTQGPQRTPSLQTQGPPNTPS 


5134 


35502 


A 


5175 


206 


384 


KRVFAHQADGRARSGFISSAGP 
GSQAGPGQGTG*QREDVEAAG 
QPGSTAEGVRT'SDPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 

GQPGVQSEEPGPLEAGCAAGV 

LPGPAEQDREGIYSK*KRVFAH 

Q A DG RARSGF1 SS AGPG SQ AG P 

GQGTG*QREDVEAAGQPGSTA 

EGVRT*SDPGSSHPAAAAFYEN 

IQDGEALGRCGAKRTATAAP*Q 

RG*EGF*AGPTAAEKNEEGPPP 

VFSLFNSHL 


5136 


35504 


A 


5177 


122 


436 


LTSLFSAISTKAKVSPLCSARAC 

SPSPAARAALGSPGFTC*GAGV 

APTPVPVAAPAPATAPATAVAA 

AATTTVVSAAMFTRRATRAAA 

ATGAWGFVAGAPWPLQT 
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btQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* ss Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 . 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCAATPCARGGRPAPAGVTWP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSA1TRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRLARCRAPG 

RSST1IT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

RWTSSRPPSWMALRTVGTSTGP 

TA * RSLRRCQ A ST WRSRPSTS A 

PPS WCARWA AT* PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPPALHPQPPRPSHTRQPWPSA 

RRSCRWRTCTTRPASSTSSPRA 

TTSHWPPTTRWRMSRCSTPTK 

TNCTCMRGLGTCQAGRLRGCP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQF1KFFLDEICS 

LEERVWCRKLCLLYILWKEPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVNGAW 

SAWTSWSQWA**SRGLLLALH 

NMLK1IIAFCSLQVATRIQSTF1S 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLF1SHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGFIYLIM 

LRRFKHKAHSTYNGNSSNSSEP 

GETPTL*LGDRTAKKGKRTRKF 

GV1SRPPANKAPEESKGSAGCE 

VSSDPSTELENGPDPELGNGHV 

FQLENGPDSLKEVAGPHLERSE 

VDRGTEH RI PKTDA PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSA1LCGPATLP 

PNCRGACCARCRATGALSAYP 

AIHRPATRPPAPPAPGPLTSPPPL 

SVQNSNPDPLPSARPSPGPAAPR 

HARHSPSELPALTLSARGSSAL 

CTKLKVEAAA*SCSASAWMWR 

LLPRNHVDSRCQPEPDGARARD 

GRGP 


5141 


35509 


A 


5182 


3 


153 




5142 


35510 


A 


5183 


3 


239 1 




5143 


35511 


A 


5184 


1 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5186 


84 


2068 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 

QDASTQMTRPGDPGSSALFPLP 

SP*PEREELPMSSRRSPKPELPG 

EACSRRPPTRPRPRTATRGPPLN 

GRLPRARLPVSAGAGALGGGR 

CRRRVAPRRVTPRLATRPSG VA 

PRGSG*AATTKLSLAFGVTPLA 

LTPWSRTPFRKREERPPF* YPRP 

ATPEASPAHVENFRSNQTRYTS 

AE* SGQQLERPSI AE1SAQ ATVE 

PRSTI 


5147 


35515 


A 


5188 


45 


312 


AEAQGGAEAEGHGGGGGPAPS 

QGCPARAAGARGWQPAPSPQK 

P\TPSDTTPPP\RTQPPVTQPCHP 

VTQPPVTQPPVTQPRHPMKIPPP 

G 


5148 


35516 


A 


5189 


15 


549 


PRHKEPESQAPGRRAPQAAAY 
QQAASPAR*QGGSCSRCPPG*A 
V E A A PAP* GQ A LGC VSQG PA * V 
GPTRSPHPTAGLSRPHGPPSVRS 
TG WSPSSRPLQAQE APWPV A PT 
H I PPPLDPGQPHSCGLG AGCQP 
RAPAARAGHP*EGAGPPPPPWP 
SASAPPCASAQPVLWLRFPRET 
KT 


5149 


35517 


A 


5190 


1 


2445 




5150 


35518 


A 


5191 


I 


708 


FS EG RN R F L1M VG PTRFSTSRQTL 

MWIPDSFFSSLLSGR1STLRDET 

GA1FIDRDPAAFAPILNFLRTKE 

LDLRG VSIN VLRH EA EF YG 1TPL 

EKiKMEYCFSVCMYS*QVCFE 

M F L V RRLLLGEELERSSCG S V L 

FHG Y LPPPG 1 PSRKINNTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANTIDSKYVAND 

DWLIFQYVDEEDLMNAIKDFSS 

VTKERTTFTDTHL 


5151 


35519 


A 


5192 


31 


330 


YGGTATVQRWAESRHVPFPPS 
QEQNANKICSVCQEEKDSADSY 
G E IP W WQG PERC WPVRLML AT 
LGDYKWVLTGIGTDS*LGFTIPT 
DHANAFSAKEIPQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVIV1QMLFLHAFSKVFSAL 

IKNNKKPLQDAQ1KW1CAISGLS 

GGMRRSECNRERDQVTRTQCR 

D1SQK\RGPGD*GMATSKNGAM 

A*QLGPGCQGDASTGNAEFGES 

AHAWSGGGRVPGVTGPDREEV 

GRSWQGTSCGGGTSGCGRLQ* 

DGVASRGRW/DPARPREQRAG 

VRQLAAPLGGP*SRRPWEPPGG 

SSCGRYLFAISSWSGVTVAQEG 

QRKRGSGK.*RTERSGPGLGRRL 

PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATALSSSGPPSLKM 

ATSKNGAMA*QLGPGCQGDAS 

TGNAEFGESAHAWSGGGRVPG 

VTGPDREEVGRSWQGTSCGGG 

TSGCG RLQ* DG V A SRG RWDRR 

DRASSGRESGSWLHHSGARSLG 

APGSRPVEAPAAGSEAKTPG 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSGIL 
V*NSRFLLCLCQALVSG*CWPH 
KMS*GGFPLLLLTG1VSEGMVP 
ASLCISGRIQL 


5155 


35523 


A 


5196 


620 


930 


I PF1SFSCLI ALARTSNTM LN RSG 

ERGHPCLVPVFKGNASSFCPFS 

MILAVGLS*IALJILKYVPSIPNL 

LRVFSMKGC*ILSKAFSASIEUM 

WFLSLALFI 


5156 


35524 


C 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 




5158 


35526 


A 


5199 


187 


387 


FFKT1CFMRVRVKRPPNRLCVS 

NMAVYFTWVQAGLHCESYPEH 

L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1197 




5160 


35528 


A 


5201 


119 


375 


ILDFSPLSDE*IAK1FSHSVGCLFT 
LMVVSLAVQKLFSL1ISHLSILA 
FVAIAFGVLDVK/CLVHAYVLN 
G1A*VFF*GFYGFRSNI j 


5161 


35529 


B 


5202 


1 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 




5164 


35532 


A 


5205 


2 


223 


QTVLEDRSPRARWIF*G**GTIC 
SIPIPSFWWFSSNLSHSFVCRSPP 
SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 


A 


5206 


61 


308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLGISSGVCRTTDFH 

EPRMLLSDRSSGSFVTIIVSVFLS 

FSSLKCL*SPLVHDALHQAFHP 

GKSRLRFLGSMACCMSKFTCPP 

TLSTVPSSTPFSFSCSL1KTRSAT 

LLKLWS1SLRFRLHSWSSAFRV 


5167 


35535 . 


A 


5208 


9 


191 


1PQHIYPPKTKPGRJ*1SE*TNNR 
L*NCGNDQ*LINQKESRTRWIH 
SRILPKTNREPNHE 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537 


B 


5210 


1 


1488 




5170 


35538 


A 


5211 


929 


1209 


1 PFI SFSCPI A L ARTSNTM LNR1C 
ERGHPCLVPVFKGNASSFCPFS 
M1LAVGLS*IALIILRYVPSILNL 
FRVFSMKGC*TLSKAFSVS1EII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSWIPRYFILFEAI 

VNGSSLMIWLSVCLLLMYRNA 

CDFFPLILYPETLLKLLISSSSLY 

LW*NSAVNLSGPGLFLVGRLL1I 

ASISEPAIGLFRDSPSSWFSLGR 

VYVSRNLSISSRFSSLFV 


5172 


35540 


A 


5213 


747 


885 




5173 


35541 


B 


5214 


115 


1267 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


3321 




5176 

- 


35544 


A 


5217 


390 


655 


CLFPVHYPRLHAMMHQMKNP 
VLVLGIGGFILGILGVIGGPVSLF 
KGS* KLLGLIETGKISLDH PVPG 
GTPTKMALYEHFMNTKEFGIE 


5177 


35545 


A 


5218 


3 


221 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 

SLN*LF*LAVPVTFYQG\LSFLA 

QA*ASQVDFRQLCWQQEFQAS 

GS*LAGLHGSGIH*ARPLGSWL 

QLPFQESEWFCLSGVPGATVVS 

/CTF**SPF*LV*DGISLWF*FAFL 

♦WPVMMSIFFMCLLAA 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 
LLPDK WKQK I LCP VQLLRG A W 
SNYYSPDANRQP*VQGNAHLF 
A EC WPHGEDSQPTV PTSQG RM 
LAGPARHLPHPHVPSPSGSLRG 
SDSEDTH*GTVAGSGCLHCLAP 
GHLHPGWPPSRVLPIPDRSVHQ 
GPGRKAPPTPPRVTPLFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5181 


35549 


A 


5222 


584 


1052 


LRK A A ASGSFVFV A PDPNTDTG 

SSQCSESESGSRGCSMGHQRSL 

QHHYHHHHHHHHQHHHHHHH 

HLDTGWRGE*SRHSAGLCPPSQ 

RRLHSCQTSPSCSPPSGHRC1*LT 

G I E A A * CH SL* P YQKD AC HH F E 

EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 

SSQCSESESGSRGCSMGHQRSL 

QHHYHHHHHHHHQHHHHHHH 

HLDTGWRGE*SRHSAGLCPPSQ 

RRLHSCQTSPSCSPPSG H RC1 * LT 

GIEAA*/WS*PLTLSKRCVSPLR 

RAQSSSVTSSTSAQASSAPPEKK 

*L*PERPYSSPHPASVADLQMC 

LPLNRITGQTNRPLHRAILLRW 

MRSCNLLTCTVLSNVSFSFSELS 

YSRNTMCRG 


5183 

- 


35551 


A 


5224 


3 


407 


SVGLILPSSLQHHYHHHHHHHH 

QHHHHHHHHLHQRKLAPPLC* 

ADLPTCAPHQG1RPFGGFPQTS 

GSPGLPVYAEEQGTERLSLQGT 

GCGCQAGLLCWGPPVASTSVG 

FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 


3 


1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQIAAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQTISGTGALRIGASFLQRFFKF 

S RD VFL PKPT WGNHTPI FRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQWKEIATVVKKRNL 

FAFFDMAYQGFASGDGDKDA 

W A V RH FIEQG IN VCLCQS Y A K 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLK1LIRPMYSNPPLN 

GAR1AAAILNTPDLRKQWLQEV 

KGMADRJMGHAGLQLVSNLQG 

REG\STH\N W ATH SPTKLGM FC 

FHRG*KLEQVERLIKEFS1YMTK 

DGRJSVAGVTSSNVGYLAHAIH 


5186 


35554 


B 


5227 


57 


386 




5187 


35555 


A 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 


I 


552 




5190 


35558 


B 


5231 


250 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQGPLSTAPPA PL VSPLGPH V 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT'GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPS AS A G * * PRH R 

R*TSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*QAQTPGAATEG*GGWGL 

PPKPWCPQDQFLGVQDWVLPP 

NGARVGGTWAWKRESVLVPG 


5192 


35560 


C 


5233 


229 


522 




5193 


35561 


A 


5234 


1 


972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQINISLCTWYAVIDLG 

NACFYIPVHKAHQKQFAISRHG 

QQYTFTVLLQ/RRDLDLFSLPQ 

DITLWHYVDGIMLiGSSEQEVA 

STLDL L V RH L H A RG WEIN LTK 1 

QGLATSVKFLGVQWYGACRDI 

PSKVKDKLLHLAPPTTKKEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPADPMVLEVSV 

A DRD A V WSL WQ A PI G ESQ WRP 

LGFQNKALPSADNYSPFERQLL 

AC Y W A L VETE ATP V ITQR A H E 

QSGHGGRDGGYAWAQQHGLP 

LNKADLAVATAKCPISQQQRP1 


5194 


35562 


A 


5235 


•> 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQD1TLWHYVDGIM 

L1GSSEQEVASTLDLLVRHLHA 

RGWE1NLTK1QGLATSVKFLGV 

QWYGACRD1PSKVKDKLLHLA 

PPTTKKE AQH L A AS FE WG PEQ 

KGLQQVQVAVQAALPLGLYDP 

ADPMVLEVSVADRDAVWSLW 

QAPIGESQWRPLGFQNKALPSA 

DNYSPFERQLLACYWALVETE 

ATPV1TQRAHEQSGHGGRDGG 

YAWAQQHGLPLNKADLAVAT 

AKCPISQQQRP1LSS 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


5200 


35568 


A 


5241 


522 


693 


LDFFLVFLQQFLPRPSSSEJ*MLP 
GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRNQSRKAENSKHESTYSPP 

KDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCQSQEL 

FQKWVSLCCPD*S*TYSPPKDH 

SSSQAMEQSWTENGFEKLGFR 

RKEALYYLDLTASCQSQELFQK 

WVSLCCPD 


5202 


35570 


A 


5243 


I 


1129 


PW1SAPVPVDVVEGAMDSVTV 

LSFGGLMLYFC AG WPPARR WC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRIGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHG S VM A ET A V IN H K KRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICE1HVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GL YS V H INP YLI PFFI G LQN RFT 

QFRLSETKE1TDPYAMRLYK\SL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
OD/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5203 


35571 


A 


5244 . 


1 


1753 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVJEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLA1ETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN V V RETDE VG KA V IN HKKG K 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSLAGKEVVFYRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAGPRLSRTRDCQGTEKVHG 

KTVFDKTVP/WVPKRLKSPSCK 

NRWP*KMQKLSVCTASSPGQQ 

LSTVRVTQREICFPVVRREVLLL 

IGTLTQTRKGQISVRA 


5204 


35572 


A 


5245 


337 


1977 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGV1EIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

E1HVAKYAE1FGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYL1PFFIG\LQNRFTQFRLS 

ETKE1TNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWI1ERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFrNAAGTTG 

FPTWKAGSERNArNDDVTYAIK 

PfCWPGLDIIPSCLALHRJETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TV AH D YD V 1 V 1 DS A PN LG IGTIN 

V VC A A D VLI V PTPA ELFD YTS A 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QA 1 DQRSSTGA WRN A LSI WEPE 

CNEISIGVSLDQDGGSNSVLRK 


5206 


35574 


A 


5247 


] 


1383 




5207 


35575 


A 


5248 


1 


1731 




5208 


35576 


B 


5249 


1 


1290 




5209 


35577 


B 


5250 




3345 




5210 


35578 


A 


5251 




1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 


334 


1710 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


5213 


35581 


A 


5254 


1 


1302 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQ] 

NHMRDVFGTRLRRAEDVFPPV 

NVSKSDDTLKINGVEDHKT1FD 

GDGKTYQNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANG ALG1 IELNN DYTLK 

KVMKPLITSNTCDNLKTCHTSH 

G SVM AETA VIN H KKRKNSPR1 V 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICEIH 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPE/EDAGDE 

KGYESFPWFIKRAHSPSRRLYS 

VHINPYL1PLLYRVPNRVTQFRL 

SETK/E1THPYAMPLYESLCQYS 


5214 


35582 


B 


5255 


1 


1452 




5215 


35583 


A 


5256 




1323 




5216 


35584 


A 


5257 




1557 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 




1218 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDM E 1 RGRVEQR VG YTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKERNQNISRYISNRLAR 

RECHDSPEEGTGNTRSKERLQG 

RLPSRGLTESQEHLLDTRKQFW 

FEDFKDGLGPILKCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIH V A K Y AEI FG LTS A E A SKDI R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YS VHIN P Y L I PFF IGLQN RFTQF R 

LSETKEITNPYAMRLYESLSAS 

NYQRMPDFRRRFLQV\CVMEIN 

KQTSMRLSYI 


5220 


35588 


A 


5261 


1 


2028 




5221 


35589 


B 


5262 


1 


1653 




5222 


35590 


A 


5263 


1 


1446 




5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X°Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 

EAFQSVAQCTYNQTVQLDITAF 

LKTVKKNKH KF YPA Fl H I LA RL 

MNAHPEFRMAMKDGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVR1LLTKYSNSNGSQSPWME 

EQ1RDAWGSMVLKNVVRETDE 

VGKDTGVRSKISGVIKMPMGV 

AVVNCCTYGSDYRVWLASWM 

MSQWLHYPEWYRKENKHKFY 

PAF1HILARLMNAHPEFRMAMK 

DGELVIWDSVHPCYTVFHEQTE 

TFSSLWSEYHDDFRQFLHIYSQ 

DVACYGENLAYFPKGFJENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVR1LLTKYSNSNGSQSPWME 

EQ1RDAWGSMVLKNVVRETDE 

VGKGQIRMGTELEFFRLSETKEI 

TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCDNLKTCHTSHGS 

VMAETAVINHMKRKNSPR1VQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQ1RKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASMDIQHAL 

KSFSGKEVVFYRPEEDAGDEK/ 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

G V SH ITRH DM LQI PKQQQN E K Y 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAV1 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAE1FGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAG DEKG YESFP WFI KR 

AHSPSRGFYSVH1NPYL1PFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/ID 

WI I KRSQLPQSA FYQPFMG LRR 

ESFYFRWERRTLGPLKSFSVKR 

GTEAGKFRLAALLVRL 


5227 


35595 


A | 


5268 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MM MN I KK I V K Q A T V LTFTT A LL 

AGGATQAFAKENNQICAYKETY 

GVSH1TRHDMLQ1PKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KIRRKNGPVSATFTSDGK1RLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPR1VQSNDLTEAAYSLSR 

DQKRMLYLFVDQIRKSDGTLQ 

EHDGICEIHVAKYAE1FGLTSAE 

ASKD1RQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFFIGLQNR 

FTQFRJLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSL/KIDW/IIE/ 

RYQLPKVPSPEARK1TRRWRJW 

KQRJ*LGFLLRLSEMPRKQGDY 

RTRIWKFEDGLSNVLVIQLNKL1 

ICVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLKTCHTSHGSVMAETAVI 

NH K K RKN SPRI VQSNDLTE A A Y 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAE1FGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGLYSVHINPYLIPFFIGL 

QNRFTQFRLSETKEITNPYAM/R 

IPLH*LFR*TLRQTKPDNSAGKC 

VKI * * HTQNQRSGRSQNDF* RR 

GI 


5231 


35599 


B 


5272 


1 


1317 




5232 


35600 


A 


5273 


1 


987 




5233 


35601 


A 


5274 


I 


571 




5234 


35602 


A 


5275 


1 


4161 




5235 


35603 


A 


5276 


1 


1228 




5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 


1 


6721 




5238 


35606 


A 


5279 


1 


1651 




5239 


35607 


A 


5280 


5082 


5879 




5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAQNTPVVLLDEPTTYLDI 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 


5241 


35609 


A 


5282 


1 


303 


CLRI LCPY P Y 1 PLTEKTL A * PA L 

YTLELTADMAETCKQFLPEFSL 

TFSFQRGWEKETEYAEVLERNF 

ERDRQLTYTAHGPHKADLR1QE 

SGVPYNEILVTL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5242 


35610 


A 


5283 


1 


273 


TNSSVGPGDRLL*QTAAPHRGK 

LKVFFGACAGVGKTWAMLAE 

AQRLRAQGLDIVVGVVETHGR 

KDTAAMLEGLAVLPLKRQAYR 

GRHISEF 


5243 


35611 


A 


5284 


66 


1200 


HILPAGHPTLRHSLFPHQQGRSS 

VQSA LG AASGNGLKL VGRFEW 

GPSRRARSGYPDATGYDQVPKPI 

SAAVKEFFGSSQLSQFMDQNNP 

LS EITH K RR1 S ALGPG GLTRE RA 

GFEVRDVHPTHYGRVCPIETPE 

GPNIGLINSLSVYAQTNEYGFLE 

TP Y RK VTDG V VTDEI H Y LS A 1 E 

EGN Y V I AQ ANSNLDEEGH F V E 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASLIPFLEHD 

DANRALMGANMQRQAVPTLR 

ADKPLVGTGMERAVAVDSGVS 

GGVVQYVDASRIGIKVTKTRCI 

R VKQ VSTSTTLPLFLM ESNPLF 

WMAVLVSAGILGQWPIGRLAD 

K FG RLL VLRVQ VFV VILGS I A M 


5244 


35612 


B 


5285 


1 


862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFD1FLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVHAS 
GGARMMTAAREALVPFRPDAP 
LLl A VP V* RSIKASDL VDLGMTL 
SPADYAERLAALTQKCGLDGV 
VCS AQE A VRFKQV FG QEFKL V 
TPG I RPQG SE AGDQRRIMTPEQ 
ALSAGVEYMENGRPGTQSVK 


5246 


35614 


A 


5287 


484 


978 


GIVR1PHRLADIKCWRAVLYNY 

THYSYQANLCCANLE*ADLSGS 

VLDCANLQGVKMLCSNAEGAS 

LKLCNFEDPSGLKANLEGANLK 

GVDMEGSQMTGINLRVATLKN 

AKLKNCNLRGATLAGTDLENC 

DLSGCDLQEANLRGSNVKGAIF 

EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VGLQLVKSSQSSSVSSFSSHVRL 

SQSSSKSKVSRLAGT*EGSEKRS 

FREEKVPCLRLGLPESTLYAHC 

SV*SRTHVFSGTSHHSSKVAVG 

MSIVQMRKL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 

SRNADTAARQSTCSSHRPPGKIP 

SLGPRRVPGCSSVPSSRGEQSTG 

SPAAPRCGDVTHTEASQEEQP* 

LRGTHGPASTPEQGTAKAKVR 

DRRAVVHPGKTGIPSAAG*KGR 

GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1185 


YVDQVTHITESPLPSVSYSFAFG 

SLISAVDPVATIAIFNALHVEED 

TEKGHVRLTPASPSTFFFFFSTE 

EKYAPGSCCRKA A VL* LLH1SH 

QLSLDSPSLTVVJYVLKH1DLRK 

TPSCRHCEI*VGDHTAVLSVLFS 

PSLGIMAILFSGIVMSHYTPREA 

SP*SCCLFTVSSHTVCCHPGLRG 

AIPYALSLHLDLEPMEKRQLIGT 

TT1VIVLFTILLLGGSTMPLIRLM 

GLPGGAPRWCQLVAVGPPFLP 

AQGNTVESEHLSELTEEEYEAH 

YIRRQDQLSLFN*N*SCLWPSPC 

LPPPP*TPHTKH PV ASPPFHGPA 

PDALTAWLCLSTQDLHHGRIQ 

MKTLT 


5250 


35618 


A 


5291 


5 


198 


VCGRQQSLEAGL'GAATPFAVF 

PRPWSAVRVKEYGYTRLHILN 

GTH1H1QQVSDDQAFAQCHPP 


5251 


35619 


A 


5292 


137 


308 


HLERTGPNLPPGARLATRPTTR 

LPAASPRGRDTVPLPIPISFYSETE 

AKGEAPYIEPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 

RRRRKRKKRKGSKGREDAAAA 

AAAAQSPRTRAPAPD*ERRPQP 

APSARAPPRPLLPAPRRSRPAQV 

PPDSASPWAAAAGLALPPPQCP 

GGGARPLRLLPQPPAPGGTAR 

WEPRRPRPAAAPGLLQSPGPLP 

RQS 


5253 


35621 


A 


5294 


515 


817 


LALPHLPSNLLLKGWLKLKA*S 

RPSRTPSFG*LSQWKHALKRLK 

PVITCLLQHGFLKPINSPYNSLIL 

PVLKPDKPYKLVQDLRLINQIV 

LPIHPMVSQA 


5254 


35622 


A 


5295 


1 


951 




5255 


35623 


A 


5296 


1 


1077 




5256 


35624 


B 


5297 


87 


1423 




5257 


35625 


A 


5298 


29 


234 




5258 


35626 


B 


5299 


77 


327 




5259 


35627 


B 


5300 


1 


235 




5260 


35628 


A 


5301 


2 


2144 




5261 


35629 


A 


5302 


1 


855 




5262 


35630 


A . 


5303 


845 


1057 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 

L.J 

nod 


SEQ ID NO: 
in UbolN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
coQon lor tab* dmino aciu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*—Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5263 


35631 


A 


5304 


1 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


1 


1603 


MEAEKFHQMPSVSRRTRKASG 

VIQSKSENLRTRGANSHALKRL 

KP V ITRLLQHG LLKPIN SP YNSPI 

LPVLKPDKPYKRFL A F YG WSPR 

SL1VDSCSKLEQHSTLSRVILVIY 

KG FCRFRN HHQTG FSP AG ANQ 

RGPLAATLSGPGGEGQSAVACL 

TGEKKNHPGAQYANRLSPRVG 

RFINAAGTTGFPTGKRAVSATQ 

LMDFADFGTTITQDFRLLGQTS 

VDRLLQLSQGQA VKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQSSQLS 

SLRLTLPDRLRSPLDHHGRRAS 

GMSHSGSPKPPSCLPLISPHLNP 

QVWDISTPSLATDHMPITIPLKS 

NXTLTPLNLKCQYPIPQHALKRL 

KPVITRVLQHGVLKPTNSPYNS 

PILPVLKPDKPYKLVQDLRLINH 

IVLLPIHPMVPNPYTLLSSIPPSTI 

HYSVLDLKHAFFT1PFHPSSQPL 

LAFTW\TDPDIHQAQQIT\WAVL 

P\QRFPRTGPHYFNQAQISSSSV 

TYLGHLIKTYVLSLPIVSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PH P A V A SRRGR AG PGG LS A PER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

GDLRKTHRTFSTR*GDLRKTHR 

TFSTR*GDLRKTHRTFSTR*GDL 

RKTHRTFCTR*G DLQKTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

THRTFSTR*GDLRKTHRTFCTR* 

GDLRKTH RTFSTR*G DLRKTH R 

TFCTR*GDLRKTHRNFSTR*GD 

LRKTHRTFSTR* G D L RKTH RTF 

CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEIIFHQGISQVHHLLHLQ 

VWL*NLNVPDSSLPAENEATGP 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPGVAM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 
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SCQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possi ble nucleotide 
deletion, V=possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 


2333 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDA LNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DS KVH A EQ V LN DKESH IKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLK VMTEL YQEN EMKL 

HRKLTVEENYRLEKEEKLSKV 

DEKISHATEELETYRKRAKDLE 

EELERTIHSYQGQIISHEKKAHD 

NWLAARNAERNLNDLRKENA 

HMRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEM ESS RN DTKDD LGNLN V 

PDSSFPVAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELV1CAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGL1EEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEK E ATE AQSLE ATCEKLNRSN 

SELEDEI LCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFPMNEERLK 

IA1KDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SK VH A EQ V LN DKESH 1KTLTE R 

LLKMKDWAAMLGED1TDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQIYIQLSEVDKTKEELTEHIKN 

LQTEQ A SLQSENTH F EN ENQ KL 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRLEKEEKLSKVDEK 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQIISHEKKAHDNW 

L A A RN A ERN LNDLRKEN AHN R 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


5272 


35640 


A 


5313 


217 


447 


FQRMSGL*GYSPPLGGQPAL*E 
CQGAADSAGGVRGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 


A 


5314 


3 


287 


TLRNRHRELRTCLSGPGLGLPT 

QVSVVAGGCCVCPSSSQSPVPR 

PPALSAAPWHSHRAGCPPSGGL 

♦PQRPLILWNQPLSNTLLEKELA 

PPPAH 


5274 


35642 


A 


5315 


3 


468 


ALARSPAG*PQSPDGDLCFRHR 

KGERRPAAPAGQCPAGRQRHV 

PAAGRDGKPGRAPGADR*AGP1 

LHLYHLPAPCGGGTPGDSNPRR 

APAQRSE*CTPPPPQ*RNNRICPS 

TRAGLLLPS*HVQLSGGLTLCP 

G DRV S * WPQG V L A APG PG PCT 

HL 


5275 


35643 


B 


5316 


64 


288 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5276 


35644 


A 


5317 


73 


265 


NGRTSRCFSPGKH*EYCSGTFH 
PLQVVGK1YSNLDKIL*ASRAR 
WGLCSRKPGYWSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


LGVEVEPVTGGDAVIGASHDAF 

LQVNIESIVPEHSTRCKLLGKF1 

RIW1KYFRHLVHGGGSAPVSLV 

TGPVHGDSLLGPVAPEPPRVVE 

PARQVRAHAVVVAGPLRRGRG 

LG RH RLRARSG * GM PQS VRG A 

CGAQGHGPAGEDQRLLPRERG 

PAGQVQQPG V VPGLQDPEGCL 

RVQDQ*PG LREQSPH RA RDA* S 

ILSKFE*IFPTTCSGWNVPEQYS 

QCLPGEKHRDWPR*LHHLL*PA 

QLPPPVTTSTGHPSAIEGLETPL 

RSPLTPGPPGKSIIPHHPQSPDCD 

GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1124 


1835 


HSLHFPKFPSFLFLTL1TLGLLM 

AVPPGLITTHQQRQAML*YKPL 

ARLLEPL1SFPSWKSILKEITSQC 

SICYSTTPQRLFRPPPFPTHQTR 

GFAPPR/HWQIDITHMPQVRKL 

KYLLVLVDTGSKKATVVISSLL 

SDI1PRFGLPTSIQSDNGPAFISQI 

TQAISLALGIQRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRIQ 

ACPRNATGLHSDG/VGPKLLPG 

SPFQLHHTWDSP j 


5280 


35648 


A 


5321 


1 


1758 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKX 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALK1TNYAQ 

LTLYSSHMFQNLFSSSHLTH1LF 

CSPGSFSCTHSLLSLPQLPIVPGP 

DFSPASHI1LDTTPDPHDCISLIH 

LTFTPFPHISFFPAPHPDHA*FIN 

GSSTRPNRHTPAKAGYAIVQVT 

SPPLKTSHFLS1VEIYPQGNNFS 

VFHLLFYYSSGIIQAPLLSLHIKL 

RDLPPPRTGKSALLNMPRVRKL 

KYLLVLVDTGSKICATVVISSLL 

SDI1PRFGLPTSIQSDNGPAFISQI 

TQAISLALGJQRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRJQ 

ACPRNATGLHSDGEARSSFQAH 

HFNFITHGTVPDVFVPILQLLNE 

DFEDPCLGYLPSPE1S1CLEPTSW 

SKDRSCSSGEEGSAGQTVTGDL 

H K AQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


1 


420 


RTRGG EKE* E EKQRS RR* RI K* E 

EEEK*RRSRGAGDKG*NERRRR 

NRGEPVEKEEDDRRRKRQWRR 

GEEEKRRRGRNCGGGGGEEKE 

DGRRRRLPCFLLLPSLLVSLLW 

LVSFLPCVFGFFGAPA VVFARF 

RGLRAFCRF 


5285 


35653 


A 


5326 


2 


467 




5286 


35654 


A 


5327 


269 


777 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


HNTLPKTKPWPQEPGDEEPQQE 

EPPTESRDPAPRLPRSP*SADPP 

WRSQRPQGLTRPPPEPLRPHGS 

PPAHLSLFCQRSCPGPQERPHPS 

TM 


5290 


35658 


A 


5331 I 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

PVLSQQGLTAGHCHHQHCRRP 

LACDVRPVVYEKVSRDHGLVS 

GQHN/PAPESQGQSTSPPRHTGR 

KQARAGGEKKVTSDPANTAQH 

NPNTGSRGRP 


5293 


35661 


A | 


5334 


109 


380 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5294 


35662 


A 


5335 


448 


724 


WPSRSALAAGGRTAPTPRSRAG 

PPAR*RAGRESARGTS*G|RPRS 

QPARRPCPPAPVGRGLPPGPAR 

PPPRAAPREPPRCRAAAHTSRP 

AGS 


5295 


35663 


B 


5336 


1 


1554 




5296 


35664 


B 


5337 


99 


366 




5297 


35665 


A 


5338 


1 


714 




5298 


35666 ! 


C 


5339 


391 


689 




5299 


35667 


A 


5340 


2 


614 




5300 


35668 


A 


5341 


2 


461 




5301 


35669 


B 


5342 


45 


1148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLE1A 

GILVQ*M1E*QPKKGTNSIPVSK 

PSP/VVQKPNGQWRQVQDLRLI 

SDAVIPLYPAVSNPYTLLSQ1LE 

EAEWFTVLDLKDAFFCI PLRSD 

SQFLLAFEDPTDHTSQLTWTVF 

TQGFMDTPHLFGQSLAQDLGH 

FSSPGTLVLQYVDDLLLAKQQA 

TLDLLNFLANQGYKLSKLKAQ 

LCELL VFSSC A RM H S 


5303 


35671 


A 


5344 


1 

* 


1035 


MGQVWALVRSTLELFHTDDEE 

EGEYDEVTEEVTEQVYLPAKA 

KVAQEEEVHPYPSAPPHYYFEE 

KEWPDPPDLSFLEDTGRKVVAP 

VTEQHLERLLSVLFRQEFSRLD 

ERDDAVEQLRGVCIRAWEKITS 

GGEQYPSFSAVKQGPKELYADF 

IAWNLLRQESLKKVISDSAAQD 

IVLQLLAFGNVNLDCQAALRPI 

RGKAHLVDY1KACDGIGAKQD 

SERFAFT1PVVNMLQPAKHFHY 

FTDGSSNGKASYSGSKGQNQQ 

PI WI LS RHLKPYH EPDAKEE1 PG 

G/CPRTPWLQPCRD*C*GGP*/P 

VTSNTR*TQPPTWGQIKKLSQM 

VEENLRKAGQLVTMTVYWN 


5304 


35672 


A 


5345 


1566 


1767 


KGGWSQRHSQGACYTCRKSGH 
WAKECPQPGIPPKPRPICVGPH* 
KSDCSTHLAANPRAPGTLAQGS 
L 


5305 


35673 


B 


5346 


1 


3429 




5306 


35674 


A 


5347 


1 


1776 




5307 


35675 


A 


5348 


I 


933 
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SEQ !D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5308 


35676 


A 


5349 


I 


1743 


MGKVWAVVRSTLELFHTDDEE 

EGEYNEVTEE1TEQVYLPAKAK 

AVKEREQRGNITATFEPFPFKLL 

KEFKQA1NQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKTWWAHEAS1QA 

ACNAQAQPQINITTGQLLGVGG 

WAGLDAQVVMQDDAIEQLRG 

VCIRAWEKIPLCGEQYASFSA1K 

QGPKEPYVDFIAWLQESLKKVI 

ADSAAQD1VLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIFCACDG 

IRGNMHKATLLVQAMAGLRVD 

KGN PLL PG ACFN CG KHG HTKQ 

ERRKKSVSQAARWGKRKTADP 

EICPKCKKGKYWANQCHSKFD 

KDGTL1SGNAMRAEQDCEWFT 

FTI PA VNN LQP A KH FH RFTD VS 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSATIP1SRVQGPSQV 

LGQGEKQTNQNVVPNPYTLLS 

Ql PEE AK WFT A L DL KD A FFC ! PL 

HSDSQFLFAFEDLTDHTSQLTW 

TILPQGFRDSPHLFGQALAQDL 

GHFSSPGTLVLQYVDDLLLATS 

SEASCQQATLDFLSFLAN 


5309 


35677 


A 


5350 


1 


1085 




5310 


35678 


A 


5351 


1 


3105 




531! 


35679 


A 


5352 


1 


5172 




5312 


35680 


A 


5353 


41 


324 




5313 


35681 


A 


5354 


18 


270 


KtSQVeiDLL* 1 REG ERDM YPG 
WA KFPSPYSLKGT* PI AQG VL W 
SFGDFFYC/1PSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5355 


80 


384 


SNNRTEGAWGKCQLMSS/PLTE 
PQVTLTIDSQE1DFLLDTGAAFS 
VLISCPEQLSSRSVTI*GILGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 


5315 


35683 


C 


5356 


99 


317 




5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LP1R1!*KLPQV 
CLDLL* IIEGEGDM YPG* AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*«Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*MIE*QPKK 

GTNS1PVSKPSP/GVQKPNGQW 

RQVQDLRL1SDAVIPLYPAVSNP 

YTLLSQ1LEEAEWFTVLDLKDA 

FFC1PLRSDSQFLLAFEDPTDHT 

SQLTWTVFTQGFMDTPHLFGQ 

SLAQDLGHFSSPGTLVLQYVDD 

LLLAKQQATLDLLNFLANQGY 

K LSK.LKAQLCELL VFSSC ARM H 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A 


5360 


153 


436 


CFCCCVEGNKPRNLQRTTKTPR 
LSVMSPSSCRGRGIWPNPGTC/R 
PSPSL1*SRSRQTWRJTTPCQQG 
N KTGQRMNLTN * QEQA SEGG * 
*QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IKI1QGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQ1HTCVALNPAIFLPEDGE 

PI KHDYQQIVAQTYVT*EDLLE 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTGVANIC*PVF*KD*G 
ELGKMNYAMMSTITQGKEENP 
AFLK WL WE A LRK YTPLSP 


5324 


35692 


B 


5365 


114 


2309 




5325 


35693 


A 


5366 


413 


1157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHRJCCFFPATEQKVC 

PCAAQG*PL*LRGDDPEMSVY1 

♦QLPLYYSSDLLSAANEVQILAF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFGRVFSNFE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 

ADRNSTGCYLV*LQHQRQTES 

GRQLSGL*GPGCNGVH/ASLYR 

TSAMFAERFGSYSRRSTTAGIPS 

LLRLKSTIRRSDRSRRKAQRKR 

CGQVMPQHRRSIRPLLQPITPSL 

NRNLHRSPHRSRNRWSRLNRR 

LKHHLRRSQNRSRSWKKKLHR 

RVKPMLCNWVR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lf nknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 . 


VNPALQVLVVAITPPPSLPSPSCI 

RVLTRVSNAIAAKPLCLAVCAV 

VEGGRIRALVAVAAWGAGVTG 

GPAGLIACGPVSPSVIRGQFRHA 

GISFFLYAIGGEMVPAVRRQ1MH 

TPA*HKRFAKAFQLAHPNAVN 

AEHFAGGDRHLFSHLNQGCVV 

KHHVRRDITF1GYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 

VFRPRFSRRWRRJSGETCKLWW 

RRWRSAWAS1NQTFASWSTLIF 

RA I SNPI I RKPDA PG V M ACPR K R 

CCFTIRLI WRGCA VV WKRSR/E 

GQLQDIERHKLNAMGAFAEAQ 

TCRRLVLLNYF/GRRASGAVRE 

LRYLPRSAETVRRFNRCSDCPF 

HHWSCESAVWDGLCGGSDSCC 

GVSRARLFASPVNLPITGEIPER 

GFHPFCGRTTENGKNHPRNLFI 

WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E* EEGESA1ICAKVCISVFPRRK 
N E LN M A 1TPNTI PKLNH W \ 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCCAQATVQGLEGTRSWS 

QSGTSSLSPWSHTSLACPQKEE 

GEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKI*TDSPQKK 


5333 


35701 


A 


5375 i 


2 


588 


SRPG ITG STI S YG D PG HG AG PPG 

ADLGPARSLKPERAAGAQLAA 

G E A RQSGDPGLPGG PGHSLGTA 

PC * VDKG WGHPVST VHHQRQP 

QPGGLRAPGTALLAGTQPSHPA 

AGPWEPQPQRGVRVLGGRRDS 

*VGGG*GQHNKALWGPR*PHT 

EQKPDRKLSRIPLRAAGGEKRG 

CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 1 


SLSHRAGGGGGVGGGAVCLFS 

PPRTKRESAPESPSRVLGHSPVP 

S*GAPSTRGSVSRJLTSGGTHER 

SNGLTCHRNQAGTGPSALRSGR 

P*CLSRANPPGSKRSAGPVHEE 

RT* PCRLSGSAGITQ* DGN* KAG 

PRVPEAPERGCATC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID Mi: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5335 


35703 


A 


5377 


*» 
j 


313 


QNDEVAFRKLKLIIEDVQGKSY 
LTNFHGMNLTHDKMCSMVKK 
WQTV1EAHVDVKTTNGYLLCL 
FCVGFTKKCNNQIWKTSLF*QQ 
SMMEDFFVLTTG 1 ISHLHEPFLV 
VTDYDQ 


5336 


35704 


A 


5378 


45 


764 


TSFLTTGGKKGS\KKKVVDPFS 

KKD/WL*YVKHRAMFN1RN1GK 

D VGSPRTQGTKI A S\DG L KG\R V 

FEWSLADLQNDEVAFRKFKLIT 

\EDVQGK\NC\LTNFHGMDLTP* 

QKCCSMVK1CM/WQTMI* SSPL 

MVKTT\DGLLASVCSCVGFTKK 

\RNNQIRKTSYAQHQQVRQIRK 

KMMEIMTREVQTNDLKEWNK 

LIPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKKPKFELGKLMELH 

GEGS 


5337 


35705 


A 


5379 


3 


501 


SSARFVSSSSSGGYGGGYGGVL 
TA SDG LL AGN EK LTMQNLN DR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWFTSRT 
EELN R E V A G HTEQLQM S RSE V 
TDLRRTLQGLEIELQSQLSMKA 
ALEDTLAET/EGDVRADSERQN 
Q£ YQRLMDI KSRLEQE 


5338 


35706 


A 


5380 


1 


716 


AQLKVKFWYWPEAGAGGLRR 

FKHYWTPFKDCRDKILGATIKN 

SR1VLQ1DNAGLAADDFRTKFE 

TEQALRMSV*ADITGLRRVLDE 

LTLARTDLEMQIEGLKEELAYL 

KKNHEEEISTLRGQVGGQVSVE 

VDSAPGTDLAK1LSDMRSQYEV 

MAEQNRKDAEAWFTSRTEELT 

REVAGHTEQLQMSRSEVTDLR 

RTLQG LEIELQSQLSRL WGFCC 

PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 
*=Stop codon » /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5341 


35709 


A 


5383 


3 


1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEK LTMQN LN DRLA S Y LDK V R 

ALEA ANGELEVK1 RD WYQKQG 

PGPSRDYSHYYTTIQ\ELRDKIL 

GATIENSRJVLQIDNARLAADDF 

RTKFETEQALRMSVEAD1NGFR 

\RVLE* S*TLAQEPN LEDARIEG 

LKEEVLAYLKKNHEEEISTLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDM RS\Q Y E VM A EQ\N RKD\A 

EA\WFT\SR\TER1ETREVAWPHR 

SSFQMSQAPRLLDLAAATPQGS 

* DLSCQSQLEPLK A ALGKTPLA 

ENRKA\RFGNPQLAPYPQALDS 

A VI * K PQLG/Dl V A K LDS STG RI 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYNN\LFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCKI\SLHEISG 
PESRVQXQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKHFPLSEVL 


5343 


35711 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEE/EEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEKKKKKK 

KKKKKKKKKKKKICKKKKKKK 

RKKKKKEEEEKVVEEEDEFI WF 

LGNSLYFPSFSHFAWSQIPSRED 

EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 


3 


259 




5345 


35713 


A 


5387 


53 


387 


LEEEKEEEKEEEKEEEKEEEEEE 

KE/DEEGEEGEGGEGEEGEEGE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


A 


5389 


3 


122 




5348 


35716 


A 


5390 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEKI 
FLGHRVGI 


5349 


35717 


B 


5391 


1 


1269 




5350 


35718 


B 


5392 


44 


244 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO* 




11 Uu 




Inrtfinn nf fi ret 
IUC<HlOII Ul iii>i 


rnrlnn fnr Inct amino ariH 

VVUUII IlFi IA3I nilllllU dLIU 


*=*ifnn ritdnn /=nn<c*iihlp niirt^nf *H« 
— oiop iuuuH ( / pvasiuic nucleoli tic 




sequence 




09/540,217 


codon for peptide 


or peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






5351 


35719 


A 


5393 


1 


626 


EEGEVEEEGEEEEEEEEGEGEE 














EEEEEGEGEGEGEGEGEEEEEE 














EEEEEEEEEEEEEEEEEEEEEEE 














EEEEEEEEEQEEEEEEEEEEEEE 














EE\EEAAAAAAASRDSHTSLEL 














TYWPPCPALRDTLVSNCSLSSL 














CTSGDSFHW*ETTIPAMSSCSH 














QHSLHQLGIIPRQILMRMASLM 














RRIC\EDHPATAEQ**HV*GPPD 


5352 


35720 


A 


5394 


2 


506 




5353 


35721 


A 


5395 


1 


480 




5354 


35722 


A 


5396 


1 


492 




5355 


35723 


A 


5397 


1 


870 




5356 


35724 


A 


5398 


111 


407 




5357 


35725 


A 


5399 


1 


651 




5358 


35726 


B 


5400 


1 


2427 




5359 


35727 


A 


5401 


571 


966 


SPFTNSRLTIFISFSECGQIAEIYI 














LSQPFMVRIMATEPP11MLQPGN 














FTLD1VSRDHTTAL*PGRQEQNS 














VSKKKEEEEEEEEEEEEEEEEEE 














EEEEEEEEEEEEEEEEEEEEEEE 














EEEEEEEEEEEEEEEEEEEEEEE 














EEEEEEEEEEEEEEEEEEKKKK 


5360 


35728 


A 


5402 


1 


1674 




5361 


35729 


A 


5403 


1 


306 




5362 


35730 


A 


5404 


2 


431 




5363 


35731 


A 


5405 


1 


585 




5364 


35732 


A 


5406 


1 


708 




5365 


35733 


A 


5407 


3 


595 




5366 


35734 


A 


5408 


287 


659 




5367 


35735 


A 


5409 


1 


633 




5368 


35736 


A 


-541 1 


3 


634 




5369 


35737. 


A 


5412 


344 


481 




5370 


35738 


A 


5413 


I 


525 




5371 


35739 


A 


5414 


1 


501 




5372 


35740 


A 


5415 


1 


461 




5373 


35741 


A 


5416 


302 


567 


MLCCLE1SSTRYPKSSLSSSKFH 














KSLGQGQNAASLFAKT* RESPL 














LQFPASSSSPSETTSAWTLLFISL 














SAFLTKAFNKSLGGSKLSH 


5374 


35742 


A 


5417 


251 


844 


NLGRGSQTSILDFCAPAGL1PCG 














SCQGLG LPHSE ATARA V Y WPL 














SAMAGVAGTQGTKSLDSSLFA 














KT*QESPLLRFPTSSSSPSETTSA 














FILLFISLSEFLSKPFNKSLGGSK 














LSHIFVSSSEPSKLSQPLHMPIQ 














ARISSFTSGHTDDSTVLFSVLLK 














LPLPVPSQAFSLKPGSIVMLLSS 














WSDNFNIPSiSDSDA 


5375 


35743. 


A 


5418 


1 


1113 




5376 


35744 


A 


5421 


1 


337 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in u^oii 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
Cuuon lor iHSi ammo actu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oiop cooon, /— possioie nucleotide 
deletion, \=possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5378 


35746 


A 


5423 


144 


373 




5379 


35747 


A 


5424 


1 


597 




5380 


35748 


A 


5425 


3 


3319 




5381 


35749 


A 


5426 


1 


612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 


1 


663 




5384 


35752 


A 


5429 


10 


417 


IA1MNDTVAIRTRKFMTNRLLE 

RKQMV1DVLHPGKATVPKTE1L 

EK L A QM Y KTTPD V IF VFG FRTH 

CGGGKTTGFGM1YDSLDYAEK 

NEPKHRLARHGLYEKKKTS*K 

QRQERTNRMKKVRGTAKANV 

VAG*KPNE | 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGM1 YVDCLDY A KKNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


5431 


2 


537 


TPG STTTTKFPTASTSEDRSPIM 

ND\TVTIPH*EKFMTQPTYFRGN 

QMVI\DVLSPPGKGDQCPKHRK 

FGKKLAQNVPRPTPDVVIFVFWI 

QNFIFGGGKTT\GF\GM1YGFPGI 

YAKEKMNPDHRLCKDMGLVL 

RXEKGPSRXANGKGTARNRIG 

RKVPGGTGKGPNVGCWAKRR 

NEVSSS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5387 


35755 


A 


5432 . 


1 


2195 


ARGLSMGH*FP/PHFQCALA*M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPEAGLRVAPRSPVQPGC 

TSVLPVAKRFNAR1LWLKRPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRMS PRA M LGGN VGLEPPPR V 

STRALPSGAVGRGLPPSRPKND 

TATGSLHPELGKAAD1QFHPVR 

AATGASPCKS1GTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFSIFSPPFPPFYSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQCSHILNGLCFTGG1NSNE 

CENVSRKKKMSEEFEAMTMDS 

LVDMPFATVDIQDDCGIFFDVW 

KLRVNCQE 1 L ANRH PG RAMRK 

V VLTKTSWEG ESL A VG K LPLK 

RLVSLDCQLRCLQCECGIL1RQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTALEHCNAFIYNTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PH SC I V MG H LTL L ITTS Y YTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLGKRGTPDPRVDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDIC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPNNYCNFCLGNS 


5388 


35756 


A 


5433 


1 


580 


FSPLIHLILSGHSTCFREHRVGG 

KVTDQQDPKAEEFFLVQNKMK 

SLPCLLLSTQTRQPSDFSIFSPPF 

PPFYSTKPPLSSWPVLNELLGTP 

PRRGGGRAEG/PPHFPVG\GPGR 

GAPSPPRRGGWPGGGLTPQPPS 

RTGRLAGRGADPPTSLPDGAA 

GRAGG*PHHLPPGRGGWPGRG 

APHFPVG VAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 
PS R LS 1 PQN RHCH HG PS/RN EPL 
GTPPR/PGSWPGRGAPHFPETFN 
HGRRWKGSRHVFTWPEQERE 
WGSATHF 1 


5390 


35758 


A 


5435 


1 


654 




5391 


35759 


A 


5436 


1 


426 




5392 


35760 


A 


5437 


1 


548 




5393 


35761 


A 


5438 


1 


459 




5394 


35762 


A 


5439 


1 


346 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

III viJOl' 

09/540,217 


Nucleotide 
lorntinn nf first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 


1 


1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVN K 

DTQELNSALHQADL1DIYRSLH 

A KSTE YTFFS A PHHTYSKI DH 1 L 

GSKALLSKCKRTEIITNYLSDHS 

A 1 KLELRI KNLTQNRSTT WK LN 

NLLLNDYWIHDEMKAEIKMFF 

ETNENKDTTYQNLWDAFKATA 

SKTNKEKEKNQIDTIKNDKGDI 

TTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVA11NSLPTK 

KSPGPDGFTAEFYQRYKEELHI 

NRAKDKNHMI1SIDAEKAFDKI 

QQPFMLKTLNKLGIDGTYFKIIR 

AIYDKPTANHLNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKL1 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRJK 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTOKWKNIPCSWVGR1N 

1MKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFI WNQKARARI 

AKA1LSQKNEAGG1TLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARA1RQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLLSNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTI ASKR1KYLG 1 

QLTRDVKHLFKENYKPLLKE1K 

EDTNKWKN1PCSWV\GRINIVK 

MAILPKVIYRFNAVPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5400 


35768 


A 


5445 


I 


1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QA FLYTINRQTESQI MS A 

LPLTIASKR1KYLGIQLTRDVKD 

LFKENYKPLLNE1KEDTNKWK 

NIPCSWVGRJNIVKMAILP/KEL 

EETTLKJ1WNQKRAR1AKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTA WY WYQN RDRDQ WN RTEP 

SE1MPHIYNYL1FDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLHV 

RRKTIKTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAKIDKW 

DL1 KLKS FCTAKETTI R VN RQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQI YKKKTNN PIKKWAKDN4NR 

HFSKEDIYAAKKHMKKCSSSLA 

IREMQ1KTTMRYHLTPVRMAII 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQWIPLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 


5401 


35769 


A 


5446 


I 


984 




5402 


35770 


A 


5447 




1563 




5403 


35771 


A 


5448 




1449 




5404 


35772 


B 


5449 




1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 


■ 


690 


MSELPFT1ASKRIKYLG1QLTRD 

VKDLFKENYNPLLNE1KEDTNE 

WKNIPCSWVGRINIVKMAILPK 

ATVTKIAWYWYQNRD1DQWN 

RTERSEIMPHIYNYLIFKKPEKN 

KQWGKDSLFDKWCSENWLAIC 

RKLKLDPFLTPYTKJNSRWIKD 

LNVRPKTIKTLEENLGITIQD1GI 

GKDFMSKTPKAMATKAKIDK 

WDLIKLK\FCTAKETT1RVNRQS 

TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 
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SEQ II) 

NO: 


of peptide 
sequence 


Met 
hod 


ahQ ID INU: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aciu sequence \ A— unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5408 


35776 


A 


5453 


1 


1416 


MMLIDAEKAFDK1QQPFMLKTL 

SKLGTDGTYLKHRAIYDKPTAN 

1 1 LNGQKLE A FPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDM1VYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKN1PCSWVGRJNIVKMA1LP\R 

DIDQW/NRTEPSE1MPHTYNYL1 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKT1KTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAK1DKWDLIKLKSFCTAKE 

TTI R VN RQPTTWEKI F ATYS SD 

KG L 1 SG I YN E LKQI Y KKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

KHMKKCSSSLA1REMDIKTTMR 

YHLTPVRMA11KKSGNNRCWR 

GCGE1GTL 


5409 


35777 


B 


5454 


1 


810 




5410 


35778 


B 


5455 




1277 




5411 


35779 


B 


5456 


130 


1701 




5412 


35780 


A 


5457 


1 


1395 




5413 


35781 


A 


5458 




1646 




5414 


35782 


A 


5459 


1 


759 




5415 


35783 


A 


5460 


2821 


5781 




5416 


35784 


B 


5461 


1 


2025 




5417 


35785 


A 


5462 


1 


3663 




5418 


35786 


B 


5463 


1 


2265 




5419 


35787 


A 


5464 


1 


2241 




5420 


35788 


A 


5465 


1 


2478 




5421 


35789 


A 


5466 


1 


2067 




5422 


35790 


A 


5467 


1 


2988 




5423 


35791 


B 


5468 


1 


2061 




5424 


35792 


A 


5469 


1 


2141 




5425 


35793 


A 


5470 


1 


400 




5426 


35794 


A 


5471 




2507 




5427 


35795 


A 


5472 


1 


768 




5428 


35796 


A 


5473 


1 


1527 




5429 


35797 


A 


5474 




1293 • 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 ! 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5433 


35801 


A 


5478 ! 


1 


524 


MSELPFRIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKNISCSWVGRIN1VKMAILPK/ 

VKHR/FSACLQSLGRSGTTGLE 

ALAM*PIWPQEVE*VKFPALPS 

GASSTKGGCVP*QIQVEERLLS 

WKL*QA*TSW\YQRQRRSDSSL 

RERK*PKSIQRNVRRLSYYTP 


5434 


35802 


A 


5479 


2 


1547 




5435 


35803 


A 


5480 


1 


2376 




5436 


35804 


A 


5481 


1 


1824 




5437 


35805 


A 


5482 


1 


1071 




5438 


35806 


B 


5483 


1 


1839 




5439 


35807 


B 


5484 


1 


1368 




5440 


35808 


A 


5485 


1 


1884 




5441 


35809 


A 


5486 


1 


1053 




5442 


35810 


B 


5487 




2532 




5443 


35811 


A 


5488 




2373 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


M A S PG P A PT A SPK1HSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAA1F1FELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGVILDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRTCAQAG 

VQISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFT1ASQ 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RIN1VKMAILPKVIYRFNA1PIKL 

PMTFFTELEKTTLKFIWNQKRA 

LIAKSILSQKNKAGG1TLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSEITPHTYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTPYTKINSRW 

IKDLNVRPKTIKTLEENLGITIQ 

D1GMSKDFMSKTPKAMATKDK 

IDKWDLIKLKSFCTAKETTIRNA 

NRQPTKWEKIFATYSSDKGLIS 

R1YNELKQ1YKKKTNNPIKKWA 

KDMNRHFSKED1YAAKKHMK 

KCSLSLA1REMQ1KTTNQNH\M 

RYHLTPGHG 


5447 


35815 


A 


5492 


1 


1872 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


5448 


35816 


A 


5493 


!95 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KG M LE VL A R A !\RQEK K IKG1QS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKALGYKISV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ASKRIKYLG1QLTRJDVKDL 

FKENYKPLLNEI KEDTNKWKN I 

PCSWIGRJNIVKMAILPKV1YGF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKDKAGGI 

TLPDFKLYYKATVTKTACNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTDTSLSTPAAPMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGV1EIADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5451 


35819 


A ! 


5496 


1 


2535 


MKSGHPEKEQDNSDVQETRE1T 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AG H PLETQTALCERG RG A RS L V 

GNT1MTSQPVPNET11VLPSNV1N 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSV1KRSIGWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGRJNIVK 

MAILPKV1YRFNAIPIKLPMTFF 

TELEKTTLKFIWYQKRARITKSI 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRH1DQWNRT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKFNSRWIKDL 

NIRPKT1KTLEENLGIT1QD1GMG 

KYFMTKTPKAMATKAK1DKW 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1140 




5455 


35823 


A 


5500 


383 


1185 




5456 


35824 


A 


5501 


1 


3159 


MLEVLAWAVRQEKE1KGIQLG 

KEEVKLSLFADNMTVYLENPIV 

SAQNLLKLISNFSKVSGYKVSG 

QKSQALLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIHLTRDVKDL 

FKENYKPLLKJEIKKDTNKWKNI 

PCSWVGRJNIVKMAILPKDI1QE 

NFPNLARQANIQIQE1RKTPQRY 

SSRRATPRH1IVRFTKVEMKEK 

MLRAAREKASHHTYSK1DPILG 

SKPLLSKCKRTEI1TNYLSDHSAI 

KLEFRIKNL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•^Stop codon, /^possible nucleotide 
deletion, \=nossibie nucleotide insertion) 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSFN*LI 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFT1ASKRJKY 

LGIQLTRDVKDLFKENYKPLLK 

ElKEDTNKWKNIPCSWVGRJNI 

VKMAILPICA1YRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPH1YNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTK1NSRW1K 

DLNVGPNTIKTLEENLGITIQDI 

GTG KDFM S KTPKAM ATKAK ID 

KRDLIKLNSFCTAKETT1RVNR 

QPTKWEKIFTTYSSDKGLISR1Y 

NELKQIYKKKTNNPIKKWAKD 

MNRHFSKEH1YAAKKHMKKCS 

PSLAIREMQIKTTMRYHLTPVR 

MA1IKKSENNSLLAAGGGNRRT 

AN V V AHG F ANLLTLDKKTLQEI 

LVHYPDSER1LMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGKASLARLL 

KLKREQAAQKKENSEGGEEEG 

KENEDKQKENEDKQKENEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASPIAVEEEPHSVRRTVLPRGT 

SRQSLIISMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 


1 


2463 




5459 


35827 


B 


5504 


1 


1221 




5460 


35828 


A 


5505 


1 


4494 




5461 


35829 


A 


5506 


1 


2825 


MARTSYGQHFFPTL1SMNIDSG 

RQNNGIPKLSTSYSLKPMNTLC 

YLVKRDLEGVLKLRJLTWESSL 

DYPGGPSVITKVL1RQKEGQSQ 

RTRYDNGSRGWSDAIAVKRPQ 

AKECGWPLEAGKGrCEWILRKE 

CI PANTLMLAQCPPTLRVGGSV 

CSAWRMIQNSDGERRKRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVI 1 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 
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SEO II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5462 


35830 


A 


5508 


1184 


4791 


TSMQKSSIKYWQTESSSTSKSLS 

TMIKWASSLGCKAGSVYANQ* 

M*SSI*TEPKTKTI*LSQ*MQKX 

PL/YKIQQPFMLKTLNKLAQNL 

LKLISNFSKVSGYK1NVQKSQA 

FLYTNNRQTESQIMSELPFTIAS 

KR1KYLG1QLTRDVKDLFKENY 

KPLLKEIKEDTNKWKN1PCSWV 

GRJNIVKMAILPQVIYRFNAIP1K 

LPMTFFTELEKTTFKFIWNQKR 

ARIAKS1LSQKNKAGGITLPDFK 

LYYKATVT 


5463 


35831 


A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


5511 


1 


4911 




5466 


35834 


A 


5512 


1080 


3119 


SSGLHPWDARJLVQYTQ1NKCN 

PAYKQSQRQKPHDYLNRCRKK 

AFDKIQQPFMLQTLNKLGIDGT 

Y FK1 1 RA I YDKPTAN 1 1 LNG QKLE 

AFPLKTGTRQGCPLSLLLFN1VL 

EVLARAJRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIISAQNL 

LKLISNFSKVSGYKINVQKSQTF 

LYNNNRQTESQIMSELPFTIALK 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKN1PCSWVG 

R1NIVKMA1LPKV1YRFNAIPIKL 

PMTFFTELEKTTLKF1WNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSEIMPH1YNYL1FDKP 

EKNKQWGKJDSLFNKWCWENW 

LAICRKLKLDPFLTRYTKFNSR 

WIKDLNVRPKT1KTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

K I D K WDL1 KLKS FCT AKETTIRV 

NRQPTTWEKIFATYSSDKGL1SR 

IYNELQQ1YKKKTNNPIKKWAK 

DMNRHFS K EDI Y A AKKH M KK\ 

CSSSLAIR\EMQIKTTMRYHLTP 

VRMAIIKKSGNMRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

A A WTV LP Y PCPA AT VG RFLKQ 

AQTA DHSFLG H V WR VPS SRS W 

TDKEILSLVVNRQNQEVVQLIG 

G LCG THTI S PTQH P ATG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5467 


35835 


A j 


5513 . 


2494 


4549 


LQTI LQG Y SN S KQH G TGTKT A 
WYWYQNRDIDQWNRTEPSEIT 
PHIYNYLIFDKPDKNKKWGKDS 
LFNKWCWENWLVIC1KLKLDP 
FLTPYTKINSRWIKDLNVRPKTI 
KTIEEN LGNTIQDI G M G K D FM S 
ETLKARATKAKJDKWDLIKLKS 
FCT AKETT 1 R VN RQPTKWE K I F 
A I Y SSDKG LIPRl Y KELKQ1 YKK 
KTNSPIKKWVKDMNRHFSKEDI 
YAAKKHMKKCSSSLAIREMQI 
KTAMR Y H LTP V RM A I 


5468 


35836 


A 


55J4 


1 


5582 


MG DFNTPLSTL DRSTRQK VN K 

DTQELNSALHQADL1DIYQTLH 

PKSTEYTFFSAPHHTYSKJDHIL 

GSKALLSKCKRTQ1ITNYLSDHS 

AIKLELRIKNLTQNHSTTWKLN 

NLLLNDYWVYNEMKAEIKMFF 

ETNENEDTTYQNLWDAFKAVC 

RGKFIALNAHKJtKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQK1NESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQIDTIKNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

S LA 1 REMQI KTTM R Y H LTP V RM 

AIIKKSGNNRSWYFEKINKIDRL 

LARLIKKKREKNQIDAIKNDKG 

DITTDPTEIQTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEV ES LN RP I RG SE I V AI INSL 

PTKKSPGPDGFTAEFYHRYKEE 

L VPLLLKLFQS! EK EV 1 LPNSF YE 

ASHL1PKPDRDTAKKENFRPISL 

MNIDAKILNKILANR1QQHIKKL 

IHHDQVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 ! 


GSACRDPDPDPLRLVGGGAAA 

PPCSS VS PS A WRQSRPRE Y Y EG 

GRGLHAPDRETALGLG1ATSER 

MLG1CRGRRKFLAASLSLLCIPA 

ITWIYLFSGSFEDGKPVSLSPLE 

SQAHSPRYTASSQRERESLEVR 

MREVEEENRALRRQLSLAQGR 

APSHRRGN H SKT YSM EEGTG D 

SENLRAGIVAGNSSECGQQPVV 

EKCXRRNPLHFHLIADSIAEQILA 

TLFQTWMVPAVRVDFYNADEL 

KSEVSWIPNKHYSGIYGLMKLV 

LTKTLPANLERVIVLDTDITFAT 

DIAELWAVFHKFKGQQVLGLV 

ENQSDWYLGNLWKNHRPWPA 

LGRGYMTGVILLLLDKLRKMK 

WEQMWRLTAERELMGMLSTS 

LADQDIFNAVIKQNPFLVYQLP 

CFWNVQLSDHTRSEQCYRDVS 

DLKVIHWNSPKKLRVKNKHVE 

FFRNLYLTFLEYDGNLLRRELF 

GCPSEADVNSENLQKQLSELDE 

DDLCYEFRRERFTVHRTHLYFL 

HYEYEPAADSTDVTLVAQLSM 

DRLQMLEAICKHWEGPISLALY 

LSDAEAQQFLRYAQGSEVLMS 

RHNVGYHIVYKEGQFYPV1MLL 

RNVAMKHISTPYMFLSD1DFLP 

MYGLYEYLRKSVIQLDLANTK 

KAMIVPAFETLRYRLSFPKSKA 

ELLSMLDMGTLFTFRYHVWTK 

GHAPTNFAKWRTATTPYRVEW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlcnown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5471 


35839 


A 


5517 


3 


2079 


GKPVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGMHSKT 

YSMEEGTGDSENLRAGIVAGNS 

SECGQQPVVEKCVRRNPLHFHLI 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSWIPNKHYS 

G1YGLMKLVLTKTLPANLERVI 

VLDTD1TFATD1AELWAVFHKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYNTGVILL 

LLDKLRKMKWEQMWRLTAER 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDHTRS 

EQCYRDVSDLKVIHWNSPKKL 

RVKNKHVEFFRNLYLTFLEYD 

GN LLRRELFGCPSE AD VNSEN L 

QKQLSELDEDDLCYEFRRERFT 

VHRTHLYFLHYEYEPAADSTD 

VTLVAQLSMDRLQMLEAICKH 

WEGP1SLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYHIVYKE 

GQF YP VN LLRN V AMKH I STP Y 

MFLSDIDFLPMYGLYEYLRKSV 

1QLDLANTKKAM1VPAFETLRY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

ELD VQE YEFI VLPN A YM 1 HM PH 

APSFDITKFRSNKQYRICLKTLK 

EEFQQDMSRRYGFAALKYLTA 


5472 


35840 


A 


5518 


403 


2757 




5473 


35841 


B 


5519 


128 


353 




5474 


35842 


A 


5520 


2 


333 




5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


I 


1113 




5477 


35845 


A 


5523 


I 


2526 




5478 


35846 


A 


5524 


3 


555 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide i 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 


1710 


MSQGTTPWGPTPAGTTPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTREL1 HS A CVS 1 SVNTM 

HG LS V A IN SRRCTY Y RK Y VI DF 

SKSE1IGIP1SKN1DLTVGTTVTQ 

LQNLNTVGIIGSRGGRGQVAAL 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMF1PGN 

PKHHCGPPVKVGAYGVTFLGV 

HWCGACQDTPCKMKDKLLHL 

A PPTTKKK AQ Y V VG LLGF WRPI 

YRVTQKAASFEWGPEQDKALP 

QVQAAVQPALLFGPYDSADPM 

VLEASVADRDAVWSLWQAP/IS 

HKMGHAQQHSIIKWK*YICDW 

ARAGPKGTRAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQK WTA A A LQPLSRTSLKG S 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLY IDS WA VANG 

LAGWSGTWKKHDWK1GDKEI 

WG RGM WMDLSE WPKP VKI FG 

SHVSAHQWV1SAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

G LPLTKTG LAM ATA ECPI 


5480 


35848 


A 


5526 


1 


438 




5481 


35849 


A 


5527 


1 


612 




5482 


35850 


A 


5528 


2 


736 


EKCAMTALSSKLISQQKAFFAK 

M V VD A VMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFSYAGFEMQPKXYHNPKIALL 

NVELELKAEKDNAE1RVHTVED 

YQAIVDAEWNILYDNKLEKIHH 

SGAKVVLSKLPIGDVATQYFAA 

DRDMFCAGRVPEEDLKRTMM 

ACGGS1QTSVNALSADVLGRCQ 

VFEETQ1GGERYNFFTGCPKAK 

TCTF1LRGGAEQFMEETERSLH 

DA1MIVRRA 


5483 


35851 


A 


5529 


3 


474 




5484 


35852 


A 


5530 


374 


968 




5485 j 


35853 


A 


5531 


1 


568 




5486 


35854 


A 


5532 


1 


2136 




5487 


35855 


A 


5533 


I 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


I 


1602 j 




5490 


35858 


A 


5536 


120 


340 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 

DDEEAEEKAPVKKS1RDTPA\K 

NAQKSNQNGRDSKPVSSTPRSK 

GQESFKKQEKTPKTPK\GPSSVE 

DIKAKMQASIEKGGSLPKVEAK 

FINYVKDCF\RMTDQEAI\QDLW 

QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSFISIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTTI 

NLGAGAMDELDIVEAEAMNYE 

GSPIKVILATLKMSVQPTVSLG 

G\FEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLS1SGICRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKKSIR 

DTPAKNAQKSNQNGKDSKPSS 

TPRSKGQESFKKQQKTPKTPKG 

PSSVED1KAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


5541 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVTIPPKYRELLAKPIGPDDAI 

DA LSSDFTCGSP* L Y PSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLHSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

DGIVSSSSPHFSSFSSLAFASSTS 

LIERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 J 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGLIEANGELK 

VFIDQNLSPGKGVVSLVAVHPS 

TVNPLGKQLLPKTFGQSNVNIA 

QQVVIGTPQRPAASNTL/VWVG 

SPHTPSTHFASQ\NQPSDSSPW\S 

AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 

NIRRRVYDALNVLMAIvrNIISKE 

KKEIKW1GLPTNSAQECQNLEV 

ERQRRLERIKQKQSQLQELILQ 

QIAFKNLVQRNRNHAEQQASRP 

PPPNSVIHLPFIIVMTSKKTVIDC 

SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5503 


35871 


A 


5549 


205 


616 


RICLHGSQSSITiAVFGKQNTYIR 

LEPFKINVLEQ1TKHIEKLQCGG 

VVKQLSRRGNNQH1SSTYDINR 

ADAQVRRAVlsfNYDIIVMSNSF 

NGQSEHQVWIGGQFTF1KRPIN 

SVSIRCRARQEGIMSSPGQQVG 


5504 


35872 


B 


5550 


1 


1407 




5505 


35873 


A 


5551 


3 


416 


MLPARMCCGIVSG*QFHTGNSY 

DHDYEFELGTRS*A*LKLLFS*T 

LPD* QLPAGSG EGPYH LEG QLS 

YCHRGGEKALAALLSSPTSKTR 

SPSEPDPEQDEQKLRFCKRHLY 

GQQPRSPVEIRLQHVAIAYQTH 

HAYD 


5506 


35874 


A 


5552 


1988 


2137 


LV ITTLLPLACGTAK.* E* VN VTS 
FGSRPICSTSPVLFSGL*GPVKEF 
DT 


5507 


35875 


B 


5553 


1 


561 




5508 


35876 


A 


5554 


1 


492 




5509 


35877 


A 


5555 


3 


1055 




5510 


35878 


A 


5556 


1 


634 




5511 


35879 


A 


5557 


1 


723 




5512 


35880 


A 


5558 


1 


384 




5513 


35881 


A 


5559 


1 


792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSVILLIQLSFCFS 

SGNCGKVLVWAAEYSHWMNI 

KTILDELIQRGHEVTVLASSASI 

LFDPNNSSALK1EIYPTSLTKTEL 

ENFIMQQIKRWSDLPKDTFWLY 

FSQVQEIMSI FG DITRKFCKDVV 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFNIPFVYSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFEIFDMKKWDQFYSEVLGR 

PTTLSETMGKADVWLIRNSWN 

FQFPHPLLPNVDFVGGLHCKPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

A QI PQK V L W\RFDG D\KPDTLG L 

NTRLYKW\1PQN\DLLGHPKTRA 

FITHGGANGIYEAIYHGIPMVGI 

PLFADQPDNIAHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSRIQHDQPVKPL 

DRA VFWIEF VM RH KG AKH LRV 

AAHDLTWFQYHSLDVIGFLLV 

CVATV1FIVTKCCLFCFWKFAR 

KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID. NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHC1RMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMN1KTILDELVQRGHEV 

TVLASSAS1SFDPNSPSTLKFEV 

YPVSLTKTEFEDI1KQLVKRWA 

ELPKDTFWSYFSQVQE1MWTFN 

DILRXFCKDIVSNKKLMKXLQE 

SRFDVVLADAVFPFGELLAELL 

KIPFVYRPRFSPGYA1EKHSGGL 

LFPPSYVPVVMSELSDQMTFIE 

RVKNM1YV LYFEFWFQ1 FDMK 

KWDQFYSEVLGRPTTLSETMA 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLGLNTRLYKWIPQ 

NDLLGHPKTRAF1THGGANG1Y 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

LLNALKTVINDPLYKENAMKLS 

RIHHDQPVKPLDRAVFW1EFVM 

RHKGAKHLRVAAHDLTWFQY 

HSLDVTGFLLACVATVIFIITKC 

LFGVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


1 


225 




5518 


35886 


A 


5564 


1 


3210 




5519 


35887 


A 


5565 


1 


835 




5520 


35888 


A 


5566 


222 


477 


H PRCLSPKG ILKY LTKK YLKKN 
NLRDWLRVVANSKESYELRYF 
QINQDEEEEEDED* I SFI WK1 LYE 
FLNKTWDPKKKKTKKKKK | 


5521 


35889 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 

VEDPVRKVGGGGTAGGDRWG 

GEDEDEDVKDNWDDDDDEKK 

EEAEVKPEVKISEKKK1AEKIKE 

KERQQKKRQEEIKKRLEEPEEP 

KVLTPEEQLADKLRLKKLQEES 

DLELAKETFGVNNAVYGIDAM 

NPSSRDDFTEFGKLLKDIMTQYE 

ESLYYARFLEVLVRDVCISLEID 

DLKKITNSLTVLCSEKQKQEKQ 

SKAKKKKKGVVPGGGLKATM 

KDDLADYGGYDGGYVQDYED 


5522 


35890 


A 


5568 


1 


897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


3 


427 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5526 


35894 


A 


5572 


1 


952 


PRLVLLKMAPLDLDKYVEIARL 

CKYLPENDLKRLCDYVCDLLL 

EESN VQPVSTP VTVCG DIHGQF 

YDLCELFRTGGQVPDTNY1FMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQ1TQVYG 

F\YDDCLTKYG\NANAWRYCTK 

VFDMLTVAALIDEQILCVHGGL 

SPDIKTL\D\QIRTIERNQEIPHKG 

ARCDL\VWS\DPEDVDT\WAI\S 

PRGAGWLFGAK\VTN\EFGS* ST 

NLKLICRAHQLVHEGYKFMFD 

EKLVTVWSAPNYCYRCGNIASI 

MVFKDVNTREPKLFRAVPDSE 

R V 1 PPRTTTPYFL 


5527 


35895 


A 


5573 


54 


588 




5528 


35896 


A 


5574 


1 


4287 




5529 


35897 


A 


5575 


1 


507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 


1 


841 


ILLWDVDGGLTQIDKYLYSSED 

YJKSGALLACGIVNSGVRNECD 

PALALLSDYVLHNSNTMRLGSI 

FGLGLAYAGSNREDVLTLLLPV 

MGDSKSSMEVAGVTALACGMI 

AVGSCNGDVTSTILQTIMEKSE 

TELKDTYARWLPLGLGLNHLG 

KGEA I E A 1 L A ALE VVSEPFRSFA 

NTLVDVCAYAGSGNVLKVQQL 

LHICSEHFDVSKEKEEDKDKKEK 

KDKDKKEAPADMGAHQGVAV 

LG1ALIAMGEEIGAEMALRTFG 

HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


A FG VTEPGC YG V I D V DTG KSTL 

FVPRLPASHATWMGKL/HSVLT 

SQKPSVLLTLRGVNTDSGSVCR 

EASFDGISKFEVNNTILHPEIVE 

CRVFKTDMELEVLRYTNKISSE 

AHREVMKAVKVGMKEYELER 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5533 


35901 


A 


5579 


18 


1541 


RRCRANMAAATGPSFWLGNET 

LKVPLALFALNRQRLCERLRKN 

PAVQAGSIVVLQGGEETQRYCT 

DTGVLFRQESFFHWAFGVTEPG 

CYGVIDVDTGKSTLFVPRLPAS 

HATWMGKIHSKEHFKEKYAVD 

DVQYVDEIASVLTSQKPSVLLT 

LRGVNTDSGSVCREASFDGISK 

FEVNNT1LHPEIVECRVFKT\DM 

EL\EVLRYTNKJSS\EAHREV\MK 

AVKSGEWKEYGVGKASFEHYV 

CYSRG\GMRH\TSYT\CILRAVG 

*GTSAVLTFTGH\AGAPNDRTIQ 

NGDMCLFDMGGEYYSVASDIT 

CSFPRNGKFTADQVKAVYEAVL 

LSSRA VMGAMKPGDW WPDM\ 

HRLAYR1HLEELAHMGILSGSV 

DAM VQ A H LG A VFMPHGLGHF 

LG I DVH D VGG Y PEG VERIDEPG 

LRSLRTARHLQPGMVLTVEPGI 

YFIDHLLDEALADPARASFLNR 

EVLQRFRGFGGVRIEEDVVVID 

SGIELLTCVPRTVEEIEACMAGC 

DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 


1 


810 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5536 


35904 


A 


5582 


1 


861 


MLKE1IDDTNKWKHIPCSWMG 

RIS1VKMT1LPICAIYKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGGITLLDFKR 

YYSAIVTKTVWYWYKNRHIHQ 

RNRJENPE1NPNTYSQLIFNKAM 

KNIKWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKIMSRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNPKANARKAKI 

NIWDL1KLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLL1SR1 

YNELKQISKKK\TNNPIKKWAK 

DMN RQFSKED VQM AN K YMKK. 

CSTSL 1 AN L I CREMQ1 KTTMQY 

HLTPARMAI1KKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLICELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTfAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

HIPCSWMGR1SIVKMT1LPKAIY 

KFNAVLIKIPPSFFTELEKT1LKF 

LCNEKRASRAKARLNKKNKSG 

GITLLDFKRYYSAIVTKTVWY 

WYKNRHIHQRNR1ENPEINPNT 

YSQLIFNKANKN1KWGNDTLFS 

KWCWDNWLATCRRMKLDPHL 

SPHTKINSRWTKDLILRPETTKIL 

EDN 1GKTLLDVG LG KDFMTKN 

PKANARKAKJNIWDLIKLKSFF 

TAKGTV SR VN RQPTE WEK.IFII H 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1149 


PPVSHSMTLGNSYLFAPNWT1T 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSE1CQPECKQHFQESL 

TESSKQN1YETCA1YVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

HSGPPSTCPNFPGPSYYTARESA 

YALKLRALEIIQISQSTKLMQRNL 

GNPILPAIHQQPPQ 


5540 


35908 


A 


5586 


I 


804 




5541 


35909 


B 


5587 


1 


1995 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X«Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

♦NRVK.AJM/VGKAEWKTIELPL 

PRKTVNQKQ YRI PGGI A El STTI 

KELNNAGMVIPTTSPFNSPIWP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQJ*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDAVWILWQAPISESQWRPP 

GFWSKALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELPIMMWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


1 


1337 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEG IQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIVID1LNIWRIPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIV1QKQYHIPGAITEISATIE 

DLKETGVV1LTTSPFKSSIWPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQINTSPGT 

W YAA1 DLVNVFFSIPV YKA HQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCR1CRHH 


5544 


35912 


A 


5590 


2 


693 


KIVN/QKQYHIRGGIAEISATIKD 

SKDTGVVIPTTSPFNSPIWPVW 

KTDGSWTITVDYHFCLDQVVTPI 

AAAVPDVVSLLEQrNTSPGTWY 

AAINLENAFFSIPVHKANQ/KQF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQD1PSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWKQHI 

PHLRVLLQP1 YQVTLK AA 1 FEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5545 


35913 


A 


5591 


1 


1011 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKJG 

DKEIWGRGMWMDLSEWSKAV 

KJFVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTVGLPFTKADL 

AM ATA ECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDYIGPLPS 

WKGQKFVLTV1DTYSRYRFAY 

PAHNASAKTTI HG LIECLIHC YG 

IPHSIASDQSJHF/TTKEVQ'WAH 

AHGIHWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS*R\PTIPVIAQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATA ECPICQQQRPSLSPRCGT 
IPR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


116 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIKWK*YICDW 

ARAGPKGTTVAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWKIGDKEI 

WGRGMWMDLSEWPKPVKJFG 

SHVSAHQWVISAEEDFNMQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


1 


354 




5551 


35919 


A 


5597 


3 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVW1 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


1 


483 




5554 


35922 


A 


5600 


1 


1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWRIVSCWFCGWEERR 

EG S A FF VG IP A RM S A A RES H PH 

GVKRSASPDDDLGSSNWEAAY 

LGNEERKQKFLRLMGA/GKGEE 

DQKINEELESQYQHSMDSKLSG 

RYRRHCGLGFSEVEDHDGEGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID- NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X<=Unkno\vn, 
*«Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5558 


35926 


A 


5604 


i 


404 


PWR1VSCWFCGWEERREGSAFF 

VGIPARMSAARESHPHGVKRSA 

SPDDDLGSSNWEAADLGNEER 

KQKFLRLMGAGKKEHTGRJLVI 

GDHKSTSHFRTGVEDHDGEGDV 

AGDDDDDDDDSPDP'SPDDSES 

DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWRIVSCWFCGWEERREGS 

AFFVGIPARMSAARESHPHGVK 

RSASPDDDFFLFA1MNGK*KIV 

NSHRCSVKAKSRQQLGSSNWE 

AADLGNEERKQKFLRLMGAGK 

KEHTGRLV1GDHKSTSHFRTGE 

ED* KJNEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


PQPAAMAAYIWVL1RHGESAW 

NLETSFSGWYDATLSLAGHICE 

AKRGGQALRGLFQVPLAPEAV 

GTVWCSWRTPCALKQL*PRPL 

KRRLRILADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYK\LVLG\ 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

EFDICFTSV\QKRAIRTLW\TVL\ 

DAFDQMWLASGEGLWGFNER 

HYWGS*PGLN*KQKLAAKIG*G 

PRLKIVWRRSY\D\VPPPPMEPDH 

PFYSNISKDRRYADLTEDQLPS 

QESLKDTI A RALPF WN EEI VPQI 

KEGKRVLIAAHGNSLRGIVKHL 

EGLSEEAIMELNLPTGIPIVYEL 

DKN LKPI KPMQFLG D EET V RKA 

MEAVAAQGKAKK 


5563 


35931 


A 


5609 


2 


450 


VN KAGG L I YQLDS Y A P/RA E A E 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLAINGMDVN 

GRYTADGKEVLEYLGNPANYP 

VSIRFGRPRLTSNEKLMLASMF 

HS\IKFVVLADP\RQAGIDSLLRK 

1YEIYSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


5611 


1 


2034 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locHtion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1106 


1PVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\A1NGM\DVNG 

RYTADG\KEVLEYLG* PLLNYP 

VS1RF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIG\SQACLPGTREASR 

HLKI LG RQDTFK\LH\C YQTLTVG 

IKFVVL\ADPR\QAGI\DSLLRKI 

YE\IY\SDFALKNP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


5567 


35935 


A 


5613 


1 


336 




5568 


35936 


B 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 


1 


449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


EAMSSKVSRDTLYEAVREVLH 

GNQRKRRKFLETVELQISLKNY 

DPQKDKRFSGT/VQVGTVLIPPS 

PQCPRACPSPAGSR*AGGGHVG 

TDVLG*FRPPAPGRRGWTDPHP 

GS*NMRGGVGRPRPSPPASLRS 

QAGCW*M*TLRVRLGWLLRSQ 

TLHRALGTPGLGVTCWCCPPK 

RRLKSTPRPKPSVCVLGDQQHC 

DEAKAVDIPHMDIEALKKLNK 

NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 

GNQRKRRKFLETVELQISLKNY 

DPQKDKRFSGTVRLKSTPRPKF 

S VC V LG DQQHCDE A KA V DIPH 

MDIEALKKLNKNKKTGSRSWP 

KKYDAFLA/SQSPLIQADSPKSL 

GP\SLNKGRKSSPSLLTH\NKNM 

V A K V DE V KSTI KFPN WRRCLC L 

AVAVGHVKMTDDELVYNIHLA 

VNFLVSLLKKNWQNVRALYIK 

SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5575 


35943 


A 


5621 


3 


1215 


LLIMADPRDKALQDYRKKLLE 

HKEIDGRLKELREQLKELTKQY 

EKSENDLKALQSV\GQI\VGEVL 

KQLT\EEKFIVKATNGPRYVVG 

C\RRQL*QKVSLKPGTR\VAL\D 

MTTLTI\MED1LPR\EVDPLVYN 

MS\HEDPG\NVSYSEIGGLSE\QI 

RGI*GEVIGLPLYKPQSYFQRVG 

IIPPK\GCLLYG\PPGTGKNT/LLA 

RAVASQLDCNFLKVVSSSIVDK 

Y1GES ARLIREM FN YARDHQPCI 

IFMDEIDAJGGRRFSEGTSADRE 

1QRTLMELLNQMDGFDTLHRV 

KMTMATNRPDTLDPALLRPGR 

LDRKIHIDLPNEQARLDIL\KIHA 

GPITKHG\EIDYEAIVKLSDG\FN 

GADLRNVCTAEAGMFAIRADHD 

FVSTGKTSLKAVXRKVADSKJCL 

ESKLDYKPV 


5576 


35944 


A 


5622 


104 


173 




5577 


35945 


A 


5623 


j 


1140 




5578 


35946 


A 


5624 


1 


528 




5579 


35947 


A 


5625 


1 


1083 




5580 


35948 


A 


5626 




471 




5581 


35949 


A 


5627 




2322 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 


2 


339 


FGLHKWGLGLEASSPCGPLTPS 
YLGFPRPHPGTLGLGRFWPFLA 
LQSLSETPSHARMPRVTVARTS 
PETLEISPLRAAT*NHRSSGHTC 
FRERMLRVSCRLSLDLSSS WVR 


5585 


35953 


A 


5631 


1 


783 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


A S RMTVLQEPVQA A 1 WQ A LNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSKLAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGH 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVE1GERPLPHQTFN\ 

FTS*RNFANCLHTSGTKQVTN\ 

H VFSHRQPET V LTETPQXDTIEL 

1MRLNLESSNSKYSLNTDSSVSY1 

DSAV1SP\DTVPLGTG\TSILSKP 

VQ\NKPKTGRSLLGGPAALSPL 

TPKFWGFLP1RJCPP\SPG\DGS\Y 

LQNYTNTPPVIDVPSTGAPSKX 

TFRVLQSVARIGQTGTKSVFSQ 

SGNSREVTPILAQTQSSGPQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSKJCLKMKFPPKIP 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSSIISEGKISTITPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YMTGWVLCQIGRAYFELSEYM 

QAERJFSEVRRIENYRVEGMEIY 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

GADSQIEKSQSSYFIQDLSRFDY 

VKFAVVTKIRAWCAAGNCFSL 

QREHDIAIKFFQRAIQVDPNYA 

YAYTLLGHEFVLTEELDKALAC 

FRN A 1 R VNPRH YN A WYG LG M I 


5587 


35955 


A 


5633 


260 


678 


GEFSIFFWVWN*LLLWHQETFS 

I*NLFSSH*TSITYQATEEGFDFII 

QMKLIHFGDSIFIYLKLLILNRK 

P**EAAISI*V*TWRSRFSHFQLR 

*HQTQVTNHSWFTEAR*LTDLV 

KSKSPTIPCSRFKANTLF**SDP 


5588 


35956 


A 


5634 


I 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


I 


444 




5591 


35959 


A 


5637 


2 


345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=*Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAAVAAAAATTAFGCR1 

WN PC A A LTM KQS SN V P A FLS K 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQRFAKEILPKYFKHNN 

MASFVRQLNMYGFRKVVHIDS 

G I V KQERDGPVEFQHP YFKQGQ 

DDL L EN I KRK V S SSKPEEN K 1 RQ 

EDLTK1ISSAQKVQIKQETIESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKIVQFIVTLVQNNQL 

VSLKRKJtPLLLNTNGAQKKNL 

FQH1VKEPTDNHHHKVPHSRTE 

GLKPRERISDDIIIYDVTDDNAD 

EENIPVIPETNEDVISDPSNCSQY 

PDIVJVEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNGSSSLTS\EDPV\TMDGFP 

FGMDNIQSFWGRVEL\LDY\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMNPTDYINNTKS 

EN KG L ETTK\NN V VQPV SEEGK 

ENLKSKP\DK\QLIQYTAFPLLAF 

LDG\NPASSV*TGRGTTASFRKF 

CPL*DKPIEVDELLDSSLDPEPT 

QSKLVRLEPLTEAEASEATLFY 

LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


251 




5594 


35962 


A 


5640 


70 


297 


QLRSPLKWKKAQRQPLA1AHV 
LLLRPRKKRQNGFFTVRYARLL 
STLPRSWRR\KQWY*AQNHVRS 
PEWKWHYQSLS 


5595 


35963 


A 


5641 


i 
J 


985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


C 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 

P VCLG I SSGGCRT VDI A ALQL W 

LRGLALPEQLLRVDPHPQACRR 

LPREPPVGPGQTFGTREPPQAVS 

TKEASSSNLHAPERTVAGLTFT 

TEQVRALEGVFRHHQYLGPLE 

RNWLAREMQLS\RSR*KPGFKI 

AG*NTNGKCRTPS 


5600 


35968 


A 


5646 


90 


2401 




5601 


35969 


A 


5647 


776 


1018 




5602 


35970 


B 


5648 


1 


1296 




5603 


35971 


A 


5649 


1 


1257 




5604 


35972 


A 


5650 


731 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


1 


819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in UoI>i> 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5608 


35976 


A 


5654 


56 


251 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 


3 


467 


A I A SPRA AG I RH ELTSTM A AG K 

NKRLTKGGKKGAKKKAV/DNII 

NIGKTLVTRTQRTK1ASDGLKG 

RVFEESLADLQNDVTDGYLLRVI 

♦VAFTTERTNQ1/REVFNKLIPDS 

IG KD I EKACQS J Y PL H DDF ARK 

VKMLKKPKFELRXLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 

NKVVDPFSKKDWYDVKAPAM 

FNIRNIGKTLVSRTQGTKIASDG 

LKGRVFEARLADLQNDEVAFIK 

C KLI TDD VHGKNC LTIFHG M DL 

TRDKM\CSLGKK WQTM I E A H V 

DVKTTDGYLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPAAG1RHEGSLTSTMAVGKN 

KRLTKG\GKKGS\KKKVVDPFP 

R\KJDWY*RRKHPLMFHYKN\IG 

KT\LVTQDPKGPKIA\SDGLQGF 

VCLKVSLADLQ\NDEVASRKF\ 

RLITEVCFRGKNLP*LTSHGAW 

DLYPVTKMCSHGQKNWQT\MI 

DSSR*MFKTNPMGYLALRLFLC 

/VG FT* KNRNQFRLRKA PP Y A S 

ATQQVPPKSRKKM\ME\IMTPR 

GARQNDLEKKWVNKLIPRQAL 

G KDIRKG P AQS YF I PL\HD VLRL 

EKLKLLEGSPKF* IGESSLG ASM 

GGRAVVPGKSHLGTQTGAKVG 

TSLMGYEPPVPRILV 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon Tor peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5616 


35984 


A 


5662 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQAIRQEKE1 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLMKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELMNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNMRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KEMYKPLLKEIREDTNKWKNIP 

CSRIGR1NIMKMA1LPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEYTSH1YNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIH S R WI KDLN VRPKTI KTL EEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDV1KLKSFCTA 

KETTIRVSRQPTEWEKIFA1YPS 

DKGLISRIYKELKQ1YRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKXCSSSLVIREMQ1KTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLAKJUQQHJKKLIHHDQVGF 

1PGMQGWFNIRKS1NV1QHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAH1AKS1LSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RD1DQWNRTEPSE1TLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

G ITIQD 1 G MGKDFM SKTPKA M A 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTP VRM A 1 1 KKSGNN RH A PFS I H 

THIMFGSLYLQIQKDLSILGFW 

YPRG1LEPIY 


5618 


35986 


A 


5664 


1 


1910 


MTniNllllIITJITnilVHIlTIMlVIT 

TTILTTVI I SST1I I IITIF VFETG AI 

KLEI R I K K LTQN RS AT WK LNN L 

LLNDY WV HN EM KAE1 KM FFET 

NENKDTTCQNLWDTFKAINKID 

RPLARL1 KKKREKNQ1DAI K*N D 

KGDITTDTTGIQTTIREYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEEIINSL 

SIKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTTKJCENFRPISL 

MNIDAKILNKTLANRIQQHITK 

LIHHVQVGFIPGMQGWFN1RKS 

INNWKKTTLKL1WNQKRACITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTA WY WYQN RD1 DQ WN 

RTEASEIIPHTYTvlYLSFDKPDKN 

KKWGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKJNSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAKATKAK1D 

KWDLIKLKSFCTAKETTIRVNR 

QPTEWEKIFAIYPSDKGLISRIY 

KELKQVY KKKTNNPIKK W A KD 

TNRHFSNEDIYAANRHMKKCS 

SSLAIREMQIKTTMRYHLAPVR 

MTIIKKSGSNRQ/W*ASGHVRC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide \ 
deletion, ^possible nucleotide insertion) 


5619 


35987 


A 


5665 


1 | 


2460 


MPHAGHARSPGHTLIKLAEWW 

MSRWMEWNPGFPLS1DAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEiEAIlN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASI1LIPKPGRYTHKKNNFRPI 

SLMNID AKILNK1 L AN RIQQH I K 

KLIHQDQVGIIPGMQSWFNJHK 

SINVIQHINRTKDKNHMI1SIDAE 

KAFDKIQQPFMLKTLNKL\G1K 

YLR1QLTRDVKDLFKENYKSLL 

NEIKEDTNKWKNIPCSWIGRMN 

I1KMA1/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKF1WNQKRARJAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKT A WY WYQNRDIDQ WN 

RTEPSEMTPHIYNHLIFDKPDKN 

KQ WGKDSLFN K WC WEN W LAI 

G RQLKLDPFLTPYTK INS R WI K 

DLNVRPKTIKTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DK WDL I K LKSFCTA KETTI R VN 

RQPTEWEKNFAIYSSDKGLISRI 

YKQLKQIYKKKTNNPIKKWAK 

DMNRH FSKEDV YA ANRHMKK 

CSSSLA I REMQIKTI M I YH LTP V 

TM AIIKKSGNN RCWRGCG EMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELGI PF DP A I PL LG I Y PK 

D YKSCC YKDTCTPKLA RDDQI 

HI LKQHRRKELETRQKQYRA W 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRWIHNQILPERI 

KYLGIQLTRDVKDFLKEKYKPL 

LNEIKEDINKWKNIPCSWIGRJN 

LVKMAIL/PQAICRKLKLDPFLT 

TYTKINSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAM ATEAK1DK WDLI KRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRJYEELKQ1YK.KK 

TNNPINKWAKDMNRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

HPSNNDGKGYRGKPRFQSLSD 

VHGPQDQKKIIKESALPPTPTFI 

NILMNAKTIENGQFPYLLNALK 

QQQPHDAENLFTWGKENAAIV 

SPC1EVSAALSQWKVPAWPQRS 

GIPNR1LRSPIPGLGSWVAFLDL 

VWVRGDPTALK 
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SEQ ID 

rikJ. 


SEQ ID NO: 
of peptide 
sequence 


Met 
noo 


SEQ ID NO: 
in Uooi> 
09/540,217 


Nucleotide 
location oi iirsi 
codon for peptide 
sequence 


Nucleotide location or last 
cooon ior i«im urn liio acta 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
* es Stop codon, / = possible nucleotide 
deletion, V=possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 


1 


1851 




5623 


35991 


A 


5669 


1 


1947 


MNIDAKILNK1LANRIQQHIKKL 

WHDQVGFIPGRQGWFNICKS1N 

VIQHINRAKDKNHMHSIDAEKA 

FDK1QQLFMLKTLNKLG1 DGTY 

FK1IRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL 1 SN FSK VSG YKIN VQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

Y KPLLKE1KED AN K WK.N I PC S W 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLY Y KATVTKTA WY WYQNRD 

1DQ WN RTQPSEI TPH I YN YLI FD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

1T1QDIGMGMDFMSKTPKAMAT 

KDKIDKWDUKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISR1YNELKQIYKKKTNNPIKK 

WA KDMNRHFSKEDIY A AKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMA1IKXSGNNRCWRGC 

GEIGTLLHCWVWINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


5624 


35992 


A 


5670 


2 


1967 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSJ 

K/YLAKRIQQHIKKLIHHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

KDKNHMJISIDAEKAFDK1QQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKSILSQKNKAGG1TLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GITIQD1GMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

T1RVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQ1YKKKTNNPIK 

KWAKDMNRHFSEED1YAAKKH 

MKKCSSSLAIREMQ1KTTMRYH 

LTP V RM AI I K KSGNN 


5626 


35994 


A 


5672 




3477 




5627 


35995 


A 


5673 




2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 




2724 




5630 


35998 


A 


5676 


■ 


4680 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPTKKDPGPD 

GFTAEFYQRJKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGR1NIMKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARITKS1LSQKNKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRAEPSEIML 

PIYNYL1FDKPDKNKQWGKDSL 

FNKWCWENWLAICRKLKLDPF 

LTPYTKINSRWIK 


5631 


35999 


B 


5677 


1 


1989 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


I 


3573 




5634 


36002 


B 


5680 


1 


2630 




5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


1 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
**=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


1011 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRITEWPPFEYM1LAT11ANC 

I VL A L EQHL PDG DKTPM S E RLD 

DTEPYFIGIFCFEAGIKI1ALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKE\DVRTHRK 

EAKNLEKRLDKMWNRINSVEK 

TLNDPMELKTMARELCDACTS 

FSS*FNQVEEKVSV1EDQMDEM 

K*EEKFREKRVKRNEQSLQEIW 

DYVKRPNLRL 


5640 


36008 


A 


5686 


1 


1539 




5641 


36009 


A 


5687 


1 


756 


M DDPRLN VKPLTESLETYSGKS 

KGLEGDV1TDSKLNDCRCPSGT 

KLPEEGLGSNICCSAIFAVLQPL 

LVIPRQTGSGVDHQQTPTDLRM 

TVRRKMNKQKG1ASTSTKRTK 

KDIHTKTPSVCHQHQRPKDCSP 

SPATEQSWMENDLEELTEIGFR 

RSVITNFSELKEDVRIHHKKAK 

NLGKRLDEWLTR1NSVEKTLND 

LMELKTMARELHDSCTSFNSRS 

NQAEEKVSVIEDQFNE1KREEK 

FREKVRVKRN 


5642 


36010 


A 


5688 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRJTEWPPFEYMILATI1ANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAGIKIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSV1TNFSELKEDVRTHRK 

E A KN L EKRL DE WLTRMN S V EK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVSVIQDQISEM 

KREEKFREKRVKRNE/QSLQ*I 

WDYVERPNLRL 


5643 


36011 


A 


5689 


1 


672 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGS1NINKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDC\SSSPAME 

QSWMENNFDELTEIGFRRSV1T 

NFSELKEDVQTHCKEAKNLKK 

RLDECLTRINSVEKKTLNDLME 

LKTMAQELHDTCTSFNTQFDQ 

VEERVSV1EDQ1NEIK*EEKFRE 

K\RVK1NE*SCQEIWD*VKRPNI 

HLITVPESDGEKGTKLENTLQDI 

IQENFKN1ARQANIQIQEIQRTA 

QRYSSRTATPRHllVRFAKVEM 

KEKVLRAARKKG 


5647 


36015 


A 


5693 


3 


620 


EAGWLLLSSVDEVMKENDELR 

DSISQLQKQ1LSLKSAKIALTESL 

ISFRERAEIVEKQTQALIM*VAD 

LQQGN DQTFQG L L DTG SELTL 1 

PGDPKHHCG PPG PK V RA Y G DQ 

VINGVLAQVQLIVGPVGPWTHP 

VVISPVPECVIGIAILNSWQNPHI 

GSLTGRVRA1MVGISWQGQQY 

TFTVLPQRYINFPALCHKTAKR 

HTARR 


5648 


36016 


A 


5694 


1 


1098 




5649 


36017 


A 


5695 


2 


563 


IIRRAVFRWFWG*RSWGLNM1R 

PQNTKDSN SNCLEKTDSPWCEL 

FKELYKINAFDTPDSLLMRGNE 

FSDPIHHTFDHMWRTKEHNEA 

GWLLLSSVDKVMKENDELGDS 

ISQLQKQILSLKSAKIALSESLIS 

CRERAEIVEK*T*ALIMLVADL 

Q* K VH AQPHH AQPRQVSTVK V 

RALIVLQEVTDP 


5650 


36018 


A 


5696 


1 


499 


FVLVDVNNMWHRYASMLYER 

RLLHCSKLSTLTACIHGFAAML 

YPMYWQHVY1\PVLPPHLLDYC 

CAPMPYLiGIHLSLMEKVRTMMA 

LDDVVILNVDTNTLETPFDDLQ 

SLPNDVISSLKNRLICKVSTTTG 

DGVARAFLKAQAAFFGSYRNA 

LK1EPEEPITFCEEA 


5651 


36019 


A 


5697 


1 


795 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPQEQLNLALLTLNFLSL 

PKGQMLSAAEQHLQKPAAKTE 

A/GRM1WQRDPITKIWE1GKIIT 

WGRGYACVSPGQNHQSVWIPS 

RHLKSCHGPDAKEE1PGGS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno» n, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5657 


36025 


A 


5703 


1 \ 


612 


PTRPIKHITDIPYNSEGQAIVER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQKPAAKTEAEQ 

LVWWRDPITKS*EIGKIITWGK 

GYACVSPGLTQQPIWIPSRHLK 

PYHEPDAEEEIPGGSRG PPPPP V/ 

DSHVETDAEEEPHCHEQHLSNT 

ATHLGTDQEAVTAGGRKPEES 

KTTSHNK 


5658 


36026 


A 


5704 


2 


791 




5659 


36027 


A 


5705 


2301 


2620 


DGQQLIALHRLALRELQQAGH 
AGLPQQAKILFDGGSEIGK1RGL 
QRPRAKN RJLSG RG PLREPSPK* F 
FGVQGRKTLNRTLKGAPH*NL 
A A KAGKPLS PCTSG R I RM 


5660 


36028 


A 


5706 


1 


1010 


MDD1PQEAGRYRHNQAYAYSI 

QGDGAEDDDER1VRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

GSDLVLYGTSTPKNLIWVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRAILLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQANVQQFIDEGNYTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNKA 

YYGGGTNFFRKESQICLQQSAK 

KRDAELANGALGIIELNNDYTL 

KKVMKPLITSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMTID 

GIMSNDIYMLGYVSNSLTGPYK 

PLNKTGLVLQMGLDPNDVTFT 

YSHFAVPQAKGNNVVITSYMT 

RGSSR*RQRP*IPCIRSQHGNRK 

RIPR/SKNLYLTKRTTAAARTSS 

VKKARSFSRALKNAMLS*RTAP 


5661 


36029 


B 


5707 


1 


1149 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNRIFACWGK 

PAWTACCNSLRARR*RAISCCP 

SH*KRIPRRRIF!*PKRTTAAART 

SSVKKARSFSRALKNAMLS*RT 

APSVS*S*1MITH*KK**SR*SLQ 

TRDLPISEPPSNRNFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FIN AAGTTGJ PDWKAGSERNA 1 

NGAIALIEGFRPLTLEPSSL1VNS 

CSKLEQHSTLSRAILLIYKGFCR 

FRMHHQTGFSPAGPNQRGPLAA 

TLSGPGGEGQSAVARLTGEKK 

NHPGAQYANRLSPRVGRF1MAA 

GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 

LTG EKK H PRG DQ* QKAPLL A R 

W/RNPLMQLAQ/PDFPTGKRAI 

DTHRSVSHAHIIITIHSSTLSSDIS 

HTDAPNTSSNNYVIA1TSPSDTA 

PTSRTPLHRIHHTTPIPIATLARP 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


ISYTVPEALSARSNPAACQHAS 

CRPAACPVASVGSPRQPAPGGA 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRS\RRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAA\PVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDP A AG S A CP AG WSS RQRS RC 

ELMCAAGISCWHTGHCTWCSL 

SFMPLVLM1LAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEI IPC VLSKQLL VTF1TCR 

ASCINESANARGEAVCVLGAR 

VV/SSFHQ*DGQQLIALHRLALR 

ELQQ A V H AG LPQQ AK1 LF DGG S 

EIGKIPYKSKE*PENRLSVVPVW 

EQESTLASV 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X°Unkno\vn, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEH1LLFSREPSNKE 

PET*AHSM*ADDKRFAAYKKK 

TKGGTERWDKYG RRPANG I RT 

GENNAKTEHLRDRDQKR/PRER 

ERAR*TTEITEQEGSG*GEPVEQ 

MRKRRAQAWSRRKSTGSQTET 

RSVRVTRVGLKTASESRRIRTM 

EQN 


5675 


36043 


B 


572! 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045 


A 


5723 


1 


1102 


MRWTPGHE1TKALQTFQRYTGI 

QHVHRJGMAERMWCDRNRER 

HTVSSSGGNRLPNPEHFEAFQS 

V AQCTYNQTVQLDITA FLKTV 

KKNKHKFYPAFIHILARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLIYKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLIYRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKXEMEKKKEKERKK 

ELQGGRGRRRGGGWGKGRER 

GGRGKKRRGGGEAIRDAEKAG 

RLPHPDME1RGRVEQRVGYTIE 

Q1NHM RD VFGTRLRRA ED VFPP 

V1G V A AH KGG V YKTSVS VHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

K L PTDPHLMLRL AIETV A H D YD 

VIVIDSAPNLG1GTINVHPAWGS 

AISLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

IPQRNPTHLHPTTSFPSCNPDTV 

DAWMRFL1TWCLYTSPYSTLM 

GELFPFYQGMLLESTKQGSQVR 

K VF V WTL V PN WNNTQP YSRA I 

LL1YKGFCRFRNHHQTGFSPAG 

ANQRGPLAATLSGPGGEGQSA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 


A 


5728 


1 


960 




5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKNGHTAQGNL*1QCHPHQA 
TNDFLHR1GKNDFQVHMEPKK 
SPH RQVN PKPKEQS WRH HAT 
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SEQID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQTDADDPWL 

ADHLQHCQRCGEILRHYSGGIR 

GNVSAVKCAEHHVPAFARLRN 

PQC GDFQRLDYRLFDSPG V KRR 

EL*TAYRFCHVAP*LMDLRSG 

WAAGAVYRYQSH*FTADRLRS\ 

VDMDEAGNHHSQQTASQDQKI 

KQRTFS L I SG S* TTRTHG H REGN 

ITHRGLSRPNTARILCASKAHLG 

LPLRSSLP 


5685 


36053 


A 


5731 


114 


329 




5686 


36054 


C 


5732 




1983 




5687 


36055 


c 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 




721 


MTSYNEQNKKPVTDPNEMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TE H LMTPPP LPTREQQPPLT VI F 

H Y L PK.S YKTAPPLSPFPDSLFG L 

SQPAPRDMDEAGNHHSQQT\K 

QEQKTKHCMFSLTSGS*TMRTH 

GHREGTVIHRGLLGQFSQQLIN 

KSEFSNTVCREKSGRVLQVNM 

ESPL*M1QDALQDQTTPKGP1TV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGSITVLFIRCSEP 


5690 


36058 


A 


5736 


417 


696 


DRNRKANTACFQHSQVGVEQ* 
EHMDTGKV*SI*YGNYEHTSTC 
ERMEJQKATTEHL1ML*S*SGSFL 
RFTWKMLQFSKISRSFYQVLKH 
QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHYIKVISWRELLL1 

WLRAANASINPGVEQSPSGDPK 

TVTGFPFLRLEAADWVEEASVP 

KGVHiALSSQEQRAGDPRDLEA 

PSNLVISERTHRSFRVSWTPPSD 

SVDRYKVEYYPVSGGKRQEVV 

RTPGVPDLRLPAIIPQAAWLLA 

HLPAPSAPPTELPTKHTEAQSQ 

RCWSLLLCSVTEVAAPSQVVK 

EAPPSFHTGTENGYQGEESLFN 

KAYYGGGTNFFRXESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEI ERA 

NVFKMNGKWYLFTDSRGSKM 

TIDENKIPRNPTYKGREGPLQGE 

LQTTAQGNKRGYKQMEEHSM 

LMDRKNQYRENGLTAQA\PQPP 

PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*«Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACY1YTTEYYAA1KNDEF/TVL 

CRDMDEAGNHHSQQTVTRTKN 

QTPHVLTHRWELNNENTWTQE 

GEHHTPGPVMLDSAPPTLGHQT 

PGSSAFGLWDLHQRLRLPRpQT 

KGSTVGFPGSEAFKLGLGHYW 

LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 


3 


872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAKMATEGLHENE 
TLASLKSEAESLKGKLEEERAK 
LHDVELHQVAERV/VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
PJGMCHCLWWFG 


5697 


36065 


A 


5743 


3 


387 


AKMATEGLHENETLASLKSEA 

ESLKGKLEEERAKLHDVELHQ 

VAERV/VGPGAVCHEDQKDPQ 

RPREQSPVHGLVQR*EEDRELV 

TGWEGDRVGFLHHKQDPDSER 

RWHMCPVGRGERAAAAELPRT 


5698 


36066 


A 


5744 


1 


1575 




5699 


36067 


A 


5745 


20 


510 




5700 


36068 


A 


5746 


1 


1392 




5701 


36069 


A 


5747 


1 


1560 




5702 


36070 


A 


5748 


3 


325 




5703 


36071 


C 


5749 


206 


409 




5704 


36072 


A 


5750 


1 


855 




5705 


36073 


C 


5751 


233 


571 




5706 


36074 


A 


5752 


1 


3600 




5707 


36075 


A 


5753 


1 


4137 




5708 


36076 


A 


5754 


3 


1357 




5709 


36077 


A 


5755 


3 


194 




5710 


36078 


A 


5756 


3 


269 




5711 


36079 


A 


5757 


1 


1770 




5712 


36080 


A 


5758 


164 


411 


RKN RKPNTA F LTH K W ELNN EN 
TWTQGGN1THQG\CWGVQG*R 
RDSIRRNT*CKCRVPGCSKPPW 
HVYTYVTNLHILHMYPRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=»possiblc nucleotide insertion) 


5713 


36081 


A 


5759 . 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLKLLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLDIAEFLIG 

QGAHVGAVNSEGDTPLDIAEEE 

AMEELLQNEVNRQGVDIEAAR 

KEEERJ M LRD A RQ WLNSG H IN 

DVRHAKSGGTALHVAAAKGY 

TE V LKLLIQAG Y D VN I KD YDG 

WTPLHAAAHWGKEEACRJLVD 


5714 


36082 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVNITLEVS 

NVPRRNGVFLGISTAIVHAIGLEL 

VDGKVLFHVNNGAGRJTAAYE 

PKTATVLCDGK WHTLQAN KSK 

HRITLIVDGNAVGAESPHTQSTS 

VDTNNPIYVGGYPAGVKQKCL 

RSQTSFRGCLRKLALIKSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRA A WLG LG FRG SA V LG LC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

TISRTHEIKKQVDGL1RETKATD 

CRLHN VFNDFLMLSNTQFI EN R 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQ VL DS A FEQLDI KAGN S DS EE 

DDANGRVELILEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


5718 


36086 


A 


5764 


1 


972 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQKALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

1HYDLLEKNIN1VCK*LNRPLTL 

SEKIVYRHPDDPTSQEIERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHL1 

EAQLGSEKDLHQAKDFNHEVY 

NFLATGSVKYGLSFWKPGSGII 

HQI LLEN Y E YPG VLL IGTDSHTP 

NGGSLGGICIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

GWTSPKDVILKVAGILTMKGG 

TGAIVEYHGPVVDSISCTGMVT 

VCNMGLE1GTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQLIEVNPSELK 

LHINGPFTPDLAHPVAEVGKVA 

EKEE WPLDI * VG L WG SCTNSS Y 

EDMGCSAGVAKQALAHGLKC 

KSQFTITPCSEQ1RASIEQDGYA 

QTLRDVGGIVLANACGPCIGQL 

HRKDINKQEKNI1VTSYNRNFM 

GHNDTNPETHAF1TSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\P WGTTDH I S A AG P* L KFR 

GHLDT1SNNLLSGAINIENGKAN 

SVHDAVTHEFGPFPDTARYKK 

YGISWVVIGD*NYGKGSSWEH 

AALEPRHL\GGRAIITKSFAR1HE 

TN L R RQG LLPLTF A DP A DN K I H 

LVDKLT1QSLKDLT/PGKPLKYI 


5720 


36088 


B 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




5722. 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPHLQHTRTSKRLNRSSQA 
FLQN LLPQEL ATS AGNL A I RPR 
NACSLGFLVSRVPSLAATPRAP 
WNSGPRLSD*LLPRSSRLSS*RL 
TLPDRLG SPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


411 




5727 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 


1 


417 




5730 


36098 


A 


5776 


88 


279 


EDLGRSQSESLGPEFQG*VVA1E 
TI^TEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPNRLRSLQDHHRCSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5731 


36099 


A 


5777 


206 


816 


FIDSMLSPSRYQ*LSSQNWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH*LTSNCTTSLH*SKQHGT 

GTKTEKKT* A 1 PFRT* A WA KTS* 

LKHQKQWQQKPK*TKK1KYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKN1PCSWIGGINIMK 

MA1LPKVIYRFNALPIKIPMTFF 

TELEKTTLNFIWNQKRARJAKTI 

LSTKNKAGGITLADFKLYYKPT 

LV KT A W Y W YQNREEN LGNT1Q 

D1GMGKNFMTKTPKAMATKA 

KI DKRDLIKPKS FC1 AKETT1 RM 

NRQPTEWEKLFAIYPSDKALIS 

GIYKDLKQ1YKKKNNPIKKWA 

KEMNRHFSKEDIYAANRHVKN 

AHHHWSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLRJQNQCTKITSILI 

HQQQTNREPNHE*TPIHNCFKE 

NKIPRNPTYKGCEGPLQGELQT 

TAQGNKKGYKQMEEHSMLMG 

RKNQYRENGHTAQELEKTKVH 

MEPKKSPHRQVMPKPKEQSWR 

HHTT 


5734 


36102 


A 


5780 


381 


528 


LPPPLPAGLC**DQQQNSNAPLI 
H * EKERPPDDSYRJFLPRY H FHD 
DRI 


5735 


36103 


A 


5781 


1 


477 




5736 


36104 


A 


5782 


180 


496 


TPIHTMCYKENKIPGNPTYKGCE 

GPLQGELQTTAQ*NKRGQKQM 

EEHSMLMDRKNKYHEN/EPYSP 

R*FIDSMPSPSNYQ*LSSQNWK 

KLL*GPYGTKKEPT*PRQS 


5737 


36105 


A 


5783 


1 


533 


MGPEICTSDKLSDEADVTVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RISIMKTAILPKVYIRIKDDEWN 

1 Y RR YTEFRSLH H KLQN K Y PQ V 

R A YN FPPKKA IGNKE A VLCHG 

R* H DC1 S RKPH RLSPKSP* ADKQ 

LQQSLRJQNQCAKITSILIYQ*QT 

NREPNHE*TPIHNCFKENKIPRN 

PT Y KGCEGPLQG ELQTTAQGN 

KRGTFHQMEEHSILMGRKNQY 

HENGHTAQGLHPDKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5738 


36106 


A 


5784 


599 


870 


TPANQQHYRRMTLQLKENQTN 
RKRQQKQHQQKRPHKNPIQRS 
ATSKIKGDGS1QP*MLPWGQSP 
QKA LTL A T A PEQ R K DTPP V RG L 
SLQD 


5739 


36107 


C 


5785 


1 


1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 

SSQNWKKLL*SSYGTKKEPTSP 

SQS*AKRTKLEASRYLTSNYTT 

RLQ* PKQHGTGTKTEI * INGTQQ 

SPQK*/QPHVYNYLIFNKPEKKK 

QWGKDSLFNKWDMDEVGNHH 

SQQT1TRTGNQTPHVFTHRWEL 

NNEITWTQGAGHHTPGPVVGL 

GAGRGIALREIPNANDELMVQQ 

TNMAHIYLC1KPARCADVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLI 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 


5742 


36110 


A 


5788 


281 


491 


SFGYIPSNGMAGSNGISSSRSLR 
NRHTDFHNG*TSLQSHQQCKSV 
PISPHPLQHLLFPDFLM1A1LTGV 
R 


5743 


36111 


A 


5789 


1 


381 




5744 


36112 


A 


5790 


1 


3231 




5745 


36113 


A 


5791 


1312 


1463 


KGSATCSPPQANATTTTALQML 

GGIPWGNACGIFTRPPPQTYLN 

THLSTR*RPLLLLLKCVR*KGSA 

TCSPPQANATTTTALQMLGGIP 

WGNACG1FTRPPPQTYLNTHLS 

TR 


5746 


36114 


A 


5792 


811 


1065 


1S*VSFMSITH**WKKKEQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LI1LCI*RMKK1LEIQKGMFKL 

LPY*TKRIMLK/TLNRQLNSTVS 

SLHSRVDSLEKSNTKLIEELAIA 

KNN 1 1 KLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMYNEARRQLRDE 

SQLRQDVENELAVQVSMKHEI 

ELAMKLLEKD1HEKQDTLIGLR 

QQLEEVKAIN1EMYQKLQGSED 

GLKEKKEIIVRLYWSALCG 


5747 


36115 


A 


5793 


1 


1353 




5748 


36116 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 

GENFCNLLI*QRANIQNLQ*TQT 

NLQEKM KQPHQK VG EG Y QQTL 

LKRRHLCSQKTHEKML1ITGHQ 

GNTNQNHNE1PSHTS*NGDH*K 

VRKKQGHG*SWKPSFSANYRK 

DKKPNTSCSHSQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5749 


36117 


A 


5795 


2 


200 


YGLM 1 RTI P V DPTI RTTSVSLTV 
RL ATMN P RSRP A P V DT\A PG PP 
HLHKNQKSSQHSQYLDLTSYC 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


I 


2445 




5752 


36120 


A 


5798 


207 


475 


TNLQEKNKQPHQKVGKGYEQT 
LLKRKHSCSQQTYEKMLIITGH 
QRNANQNKND1PSHSS*NNDH* 
KDRKQQMLERM * RN RN A FTLL 
VGV 


5753 


36121 


B 


5799 


1 


681 




5754 


36122 


A 


5800 


1 


798 




5755 


36123 


C 


5801 


78 


245 . 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 
DKGGLWLSLGRTRTEAHTALS 
RLRASMWIDRSTRAVSVHFTLY 
NPPTQLFTSVSLRVEILPTGSLV 
PS SL V ES FS 1 FRSDS A LQ YHLM L 
PQLVFLALSLIHLCVQLYRMMD 
KG VLS Y WRKPRN WLEVASL VS 
FSFEK 


5757 


36125 


A 


5803 


3 


2791 




5758 


36126 


A 


5804 


219 


392 




5759 


36127 


A 


5805 




1044 




5760 


36128 


A 


5806 




360 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 

TTPESTKNLVESSMVNGGLTSQ 

TKENGLSTSQQVPAQRKKLLR 

APTLAELDSSESEEETLHKSTSS 

SSVSPSFP\EEPVL\EAVFTRKKP 

PKFLPISSTPQPERRQPPQRRHS1 

EKETP 


5764 


36132 


A 


5810 


328 


1086 




5765 


36133 


A 


5811 


1 


2076 




5766 


36134 


A 


5812 


1 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 




5769 


36137 


A 


5815 


24 


330 


ARDQP1/PKKGTVEGFEPADNK 
CLLRATDG KK K 1ST V VSSKEVN 
KFQMAYSNLLRANMDGLKKR 
DKKNKTKKTKTSSSSSSSSSPA 
A AT A ATT A ATT A ATA AQ 


5770 


36138 


A 


5816 


1 


2247 




5771 


36139 


A 


5817 


1 


339 




5772 


36140 


A 


5818 


3 


463 




5773 


36141 


A 


5819 


3 


83 




5774 


36142 


A 


5820 


1 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 




ui pcpiiuc 


hfwl 

iiou 




location oi iirsi 


rnrlnn fni* Iflct timinn firirl 


*~C trtr\ rnclnn /=nnsiihlp nitrljmtisl* 
— Oiop cuuifii^ / puoaiun. itucicoiluE 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






Sill 


36145 


A 


5823 


3 


425 ■ 




5778 


36146 


A 


5824 


1 


450 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 


I 


1554 




5781 


36149 


A 


5827 


129 


522 


LCTDN1E1TSKVHLHCSHHGAG 














LGTCSPLCLSLPPPPWAPVQPEP 














PR*APPPAPQRPVPSTIQGRKRL 














QLHS*SQ*DH/DAHAKVCSFTPE 














PARPRTHQKEETPNTSEHQKKQ 














TPDTPPLRTVTLTARLHGF 


5782 


36150 


A 


5828 


1 


541 




5783 


36151 


A 


5829 


1 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 














S*SGHQPNSQQ 


5785 


36153 


A 


5831 


71 


689 


SPVLDDCPQGPLPSEESW/EQPV 














TRQ YPLRPE VHKG LQN 1 V K H L K 














APGLVRKCSSHCNTPILGVQKP 














NGQWRLVQDLRLINEAVVPLY 














PVVPNPYTLLSQTPEEAEWFMV 














LDLKDAFFC1PLHSDSQFLFAFE 














DPTDHTSQITWMVLPQGFRDSP 














Y LFGQA L AQDLG H FS SRG TLV L 














QYADDLLFATSSEASCQQATLD 














LLNFLANQ 


5786 


36154 


B 


5832 


45 


1148 




5787 


36155 


C 


5833 


233 


319 




5788 


36156 


C 


5834 


11 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 














G1LVQ*MIE*QPKKGTNSIPVSK 














PSP/VVQKPNGQWRQVQDLRLI 














SDAVIPLYPAVSNPYTLLSQ1LE 














EAEWFTVLDLKDAFFCIPLRSD 














SQFLLAFEDPTDHTSQLTWTVF 














TQGFMDTPHLFGQSLAQDLGH 














FSSPGTLVLQYVDDLLLAKQQA 














TLDLLNFLANQGYKLSKLKAQ 














LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGISSYKFCGMGRKTSVS 














AAKSVSATIPISRVQGLLQVLG 














QEVFLLLCQDQEEQAKREKRD 














QRKATALAMALRQTNLGGSER 














1ENGAGQSPSRACYQCGLQGHF 














K FCD YPTR/EPA A PC PLC* GN H W 














KMHCPRGQRSCDSHLAITHL 


5791 


36159 


A 


5837 


1 


723 




5792 


36160 . 


A 


5838 


186 


602 




5793 


36161 


A 


5839 




843 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 




1182 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5796 


36164 


A 


5842 


23 


302 


LSQWICNRWTRTFLASLSVIANI 

LEPLLNILHVAVWLMLPN*S*V 

KKQVIM\FWNWWVLGLTDFKN 

EATDPRVCSWPCWLRSEAADL 

CGECYSS 


5797 


36165 


B 


5843 


1 


2622 




5798 


36166 


A 


5844 


279 


1024 




5799 


36167 


A 


5845 


3 


3619 




5800 


36168 


B 


5846 


1 


1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKKTQAASVEAVKMLDEI 

LLQLSASVPVDVMPGEFDPTNY 

TLPQQP L H PCMFP/L ATA Y STLQ 

L VTNPYQ ATI DG VRFLGTSGQN 

VSDIFRYSSMEDHLEILE*LRVR 

H1SPTAPDTLGCYPFYFCGNTPS 

FGSKIIRGPEDQTVLLVTVPDFS 

ATQTACLVMLRS/LACQPISFSG 

FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSVAMFSEQAAQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAHIYATRLIQM 

RPFLENRAQQHWGSGVGVKKL 

CELQPEEKCCVVGTLFKAMPL 

QPSILRE VSEEHN LLPQPPRSKY 

IHPDDELVLEDELQRIKLKGTID 

VSKLVTGTVLAVFGSVRDDGK 

FLVEDYCFADLAPQKPAPPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSAS V P V D V M PG E\FD 

PTNYTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLEILE 

WTLRVRHISPTAPDTLGCYPFY 

KTDPFIFPECPHVYFCGNTPSFG 

SKIIRGPEDQTVLLVTVPDFSAT 

QTACLVNLRSLACQPISFSGFG 

AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 


3 


279 
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SEQ ID 

NO: 


SEQ JD NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 

« 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5807 


36175 


A 


5853 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKK\*RNFAELKIKRLRKKFA 

QKMLQRARRKFIHEKAKHWH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFVIRIRGINGV 

SP K V RK\ VLQLLRL RQ1 FNGNLL 

*SSTKAS\INMLRDCRSHILAWG 

VPQILKSVNELIYK\RGYGKINK 

KRI A\LTDN\ A LI ARSLGK\ YG 1 L 

LAWEDLIHE1YTV\GK\RFKEAN 

NFP VGPSNLSSPPRWK* KKKTT 

HFCKKVEDAGNREGRTRSNRP 

YLEGMDLRCLP 


5808 


36176 


C 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




5811 


36179 


A 


5857 


3 


581 


EQRK1PLVPENLLKKRKAYQAL 

KATQAKQALLAKKEQKKGKG 

LRFKRLESFLHDSWRQKRDKV 

RLRRLEVKPHALELPDKHSLAF 

VVRIERIDGVSLLVQRTIARLRL 

KKIFSGVFVKVTPQNLKMLRJV 

EP Y VT WG FPN LKS V RELILKRG 

QA\KVKNKTIPLTDNTVIEEHLG 

ECYSLGVSWGRKPGSLKL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 


1 


2652 


mfgrsrswvggghgktsrnih 

sldhlkylyhvltknttvteq 

mrnllvetirsiteiliwgdqnd 

ssvfdffleknmfvfflnilrqk 

sgryvcvqllqtlnilfen1she 

tslyyllsnnyvnsiivhkfdfs 

deeimayyisflktlslklknh 

tvhffynehtndfalyteaikf 

fnhpesmvr1avrtitlnvykv 

dn q a m l h yi rdkt a v p yfsnl 

vwfigshvielddcvqtdeehr 

nrgklsdlvaehldhlhylnd 

1liinceflndvltdhllnrlflp 

lyvyslenqdkvfl1ihhaplv 

nslaevilngdlsemyakteqd 

iqrssvlptlsslwqgshlslnq 

lqsglhkcsshlcgaqaaads 

vtge1pairslewlisagskart 

ffflkmligfwekvdceyqrr 

qvlstrlqealpsnrltdvaav 

hsscmlgfgstaprgswigdpa 

avhlplpgelaehlgskgtttv 

tkhqpq a kpsl rcfi kptetler 

slemnkhkgkrrvqkrpnyk 

nvgeeedeekgptedaqedae 

kakgteggskgiktsgeseeie 

mv1mersklselaastsvqeqn 

ttdeeksaaatcsestqwsrpf 

ldmvyhaldspdddyhalfvl 

cllyamshnkenllkkrkayq 

al katqa kqella kkeqkkgk 

glrfkllesflhdywqqkpdk 


5813 


36181 


A 


5859 


1 


405 


LEISIMAAS1SGYTFSAVCFHSA 

NSNADHEGFLLGEVRQEETFS1S 

DSQISNTEFLQVIXKVIGWYRFR 

RNTQQQ M S Y REQ VLHKQLTRI 

LGVPDLVFLLFSFISTANNSTHA 

LEYVLFRPNRRYNQRJSLAIPN 


5814 


36182 


B 


5860 


1 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, | 
*=Stop codon, /""possible nucleotide 
deletion, \=possible nucleotide insertion) 


5815 


36183 


A 


5861 


3 


1260 


E1SIMAAS1SGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQV1Q1YMHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLTMULGVPDLVFLLF 

SFISTANNSTHALEYVLFRPNRR 

YNQRJSLAIPNLGNTSQQEYKV 

SS VPNTSQS Y AK V I KE HGTDFF 

DKDGVMKDIRAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVNKLRRQITQRKNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAAEGRSTLGDAEASDPP 

PPYSDFHPNNQESTLSHSRMER 

SVFMPRPQAVGSSNYASTSAGL 

K Y PGSG ADLPPPQRA AGDSGE 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAH PDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


MSLE VDRSVETMCSG DEILLPD 

LPKADVADPLWGPFPVQNCLS 

LARSDSREQGLVLVMESRNRE 

VVPPGVSYSKDGAKSLKGDVP 

A S EVTS KDSTFSQFSP I SS A EEC 

G DDEK1 K VDDPLTRRTCNQ A SG 

S A PQQD Y DKLKAFGG ENSSKT 

GLSPSGNMEKNKVVKREAEAN 

SINLSVYEPFKVRKAEDKLKEN 

SDNVLENRVLDGKLSSEKNDT 

CLPGTAPSKTKSSSKLSSCSSAI 

MALSAKJCAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 

DSRRTFTKRLMLEKHVQLMHS 

LKDPDLKE/TDRCHQ*GGNRNK 

RRH/LSSPVPSGSWKNQFSR/CA 

MCGFTTENLLQFHEH1PQHKSD 

SSSYQCQECGLWYTSHVSLSRH 

LFIVHKLKEPQPVSKQNGAGED 

NQQENKPSHEDESPNGTVSDRK 

CKVCVKTFETEAALNTHMR1H 

GMAF1KSKRMSSAKK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5819 


36187 


A 


5865 


1 


765 


MQRDVYISHVRKEHGKQMKK 

QPCCQRDKPFSSSHSLCWHNR1 

KHKVIRKVYTCSHCSDSRGTFT 

KQLMLEKHVQLTHG1KDPDLK 

E/TDRRHQ*GGNRNKRRPQG PQ 

SQVEV£RTGSGVQASQ\GAITQ 

PLKKLKJNVFKVHKCARA\GFT 

TENLLQFHEHIPQHKSDGSSYQ 

CREHLFVVHKLKEPQPVSKQN 

GAGEDNQQENKPSHEDESPNG 

AMSDRKCKVC A KTFETE A A LN 

THMQTHGMAFIKSKRMSSDEK 


5820 


36188 


A 


5866 


878 


1095 


AFFLDTLYTQFSRC*SRAFVPFA 
HPTAMACSSRR/LIRVQEQDAA 
QVTHQSFKDDLCVVLGDTLHH 
RFFLIFRH 


5821 


36189 


A 


5867 


1 


1137 




5822 


36190 


A 


5868 


1 


1380 




5823 


36191 


A 


5869 


55 


558 




5824 


36192 


A 


5870 


1 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


B 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 
* 


3 


3678 


I PA PVSG RPPPG LL A EGKLSGPR 

PMCRTRLGSHTAASAPARMWL 

FHTLLCIASLALLAAFNVDVAR 

PWLTPKGGAPFVLSSLLHQDPS 

TNQTWLLVTSPRTKRTPGPLHR 

CSLVQDEILCHPVEHVPIPKGRH 

RGVTVVRSHHGVLICIQVLVRR 

PMSLSSELTGTCSLLGPDLRPQA 

QANFFDLENLLDPDARVDTGD 

CYSNKEGGGEDDVNTARQRRA 

LEKEEEEDKEEEEDEEEEEAGT 

EIAIILDGSGSID 


5829 


36197 


A 


5875 


I 


3189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1119 


2463 


LRAGGPGQGGKGPAHPGRRVD 

ELLLGHPTAVGCAKGTDCPTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSFINT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAEL1AFIR 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGIQAYGAAPFE 

DLQVDFTEMPKCGDIRKIVTGD 

VNTPAILGVVSSSPPSHIGNNITE 

DPELQPILAGLSLSMYLVTVLR 

NLL1ILAVSSDPHLHTPMCFFLS 

NLCWAD1GFTLATVPKMIVDM 

QSHTRV1SYEGCLTRISFLVLFA 

C1EDMLLTVMAYDCFVAICRPL 

HYPVIVNPHLCVFFLLVYFFLSL 

LDSQLHS WI VLQFTI 1 KNVEISN 

F VCDPSQLLKL ACSDS V I N S I FM 

YFHSTMFGFLPISGILLSYYKIVP 

S1LRJSSSDGKYKAFSTCGSHLA 


5831 


36199 


B 


5877 


1 


1830 




5832 


36200 


C 


5878 


109 


245 




5833 


36201 


B 


5879 


I 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGG DG P 

EEQWMSFCWDIPRKSGAPRER1 

TLRRHLEDGGCKVSKKKAQICR 

QQKDPQEESPAQFYERLCEAYG 

M YTPFDPDSPENQRM1 H M AL V 

RQSAEDMRRKLQKQAGLAGM 

NPSQLLERASQVFVNRDAV/TP* 

G KQQRE WRERG * YDSQ Y R RGG 

TQPCDIVPNIRRERR*YHSQYRR 

RARPPGPH*SERGALRPGSLPRQ 

AA*RVPSGPADGQ 


5838 


36206 


A 


5884 


1 


1860 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=*Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


IR1GKNYFKVHMEPKKSPHRQV 
N PKPKEQS WRHHTT* LQT1 LQG 
YSNQN S MPG PTPQVPSTP A PG G 
NLRNPQSSDLLQVTKQQGQAL 
A IQRE APLHRI PA PEA I P WY FQ P 
QPATQLGSPPVDPPSSAMM/SR 
R A HRS RG PDRQG YPLQGD * PG E 
PRPQEH*RGHSQERLPSSEKQTP 
ICPPAQATQHPEEPDAHQPYKH 
LFQVCAHQGHPVAQRRN*PGY 
WERYHSAEDPELQPILAGLSLS 
MYLVTVLRNLLIS 


5840 


36208 


B 


5886 


1 


2379 




5841 


36209 


B 


5887 


1 


6741 




5842 


36210 


B 


5888 


165 


928 




5843 


36211 


A 


5889 


56 


2028 




5844 


36212 


B 


5890 


1335 


3804 




5845 


36213 


A 


5891 


365 


1573 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGYELALQSG 

N K VC VCSPRTTI SGDA V APRS V 

LPGCRHIPGEISQHSHC WAGRS 

LSSRKRGSLFRRMGFIKVVKNK 

AYFKRYQVKFRRR\RKGKTVDY 

YARKR\LV1QDKNKYNTPKY\R 

MI V\RVTNRDI\ICQM L Y A/RRI E 

GDMIVCAAYCTPNLPKIWV*RV 

GLTNYAAAY\CTGLLL\ARRLL 

NRFGMDKIYEGQVXELTGDEYN 

VESIDGQPGAFTCYLDAGLARX 

TTTGNK VFG A PEGKL WMGGLS 

I PHSTK\RFPG\YDSE\SKEFN A\E 

VTSG K H I MG PKCLQN Y M\R YL 

ME\ED\E D A Y KK\QFS\Q Y IK\N S 

VT\PDMM\EEMYK\KAHAAIRE 

ESSSMEKKAQGKJCFKKKRWNR 

P\KMSLAQKKDRVAQKKASFL 

QSSRSGLLESLTPAIFP 


5849 


36217 


A 


5895 


1 


1191 




5850 


36218 


A 


5896 


21 


159 


PRSSVRPAGGFSSTCPPSWAAS 

RSCTTSHGCGHQ*CAGTGTQTR 

L 


5851 


36219 


A 


5897 


1 


1062 




5852 


36220 


A 


5898 


1 


246 




5853 


36221 


A 


5899 


1 


642 




5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 


1 


555 




5856 


36224 


B 


5902 


151 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5857 


36225 


A 


5903 


1 


2915 


VSLAFCQPLSLSLSPLLPLASSL 

APERTHLPGPGSLLLSPPSFPAR 

PREPRGCVTAAPPDKMDTAEE 

DICRVCRSEGTPEKPLYHPCVC 

TGSJKFIHQECLVQWLKHSRKE 

YCELCKH RF A FTP1 YSPDMPS RL 

P1QD1FAGLVTSIGTAIRYWFHY 

TLVAFARWEVVLLPACRJYKCL 

FLGSVSSLLTLPLDMLSRKNLL 

ADCLQGCFWVTCTLCAFISLV 

WLREQIVHGGAP1WLEHAAPPF 

NAAGHHQNEA 


5858 


36226 


A 


5904 


3 


907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 


1 


5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 

■ 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHFYRDWVCPNRPCIIRNALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSGEKHFLFHPPSDRPFIPYEL 

YTPATYQLTEEGTFKVVDEEA 

MEKAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 


1 


429 




5864 


36232 


A 


5910 




690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 


3 


2756 


SPGGRTPAARDS1VREVIQNSKE 

VLSLLQEKNPAFKPVLAIIQAG 

DDNLMQE1NQNLAEEAGLNITH 

1CLPPDSSEAE1IDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTD1NLGKLVRGDAH 

ECFVSPVAKAVIELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRKGSMTMSIQWKTRQLQSKL 

HEADIVVLGSPKPEE1PLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

IHFGGLIEED 


5869 


36237 


A 


5915 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 

ETIRTALAMGADRGIHVEVPPA 

EAERLGPLQVARV/AVVTADLR 

LNEPCYATLPNIMKAKKKKIEV 

IKPGDLGVDLTSKLSVISVEDPP 

QRTAGVKVETTEDLVAK.LKEIG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


1 


334 




5871 


36239 


A 


5917 

> 


88 


870 


MADVRVLVAVKRVIDYAVKIR 

VKPDRTGVVTDGVKHSMNPFC 

EIAVEEAVRLKEKKLVKEVIAV\ 

SCGPAQCQETI\RTALA\MGA\D 

RG I H V E\V PP A E AERF/G V PLQ V 

ARVLGQAWQRRRRLDLVLLGK 

QA\IACTDCNQ\TGQMTAGFLD 

WPQGTFVASQVTLEGDKLKVER 

EIDGGLETLRLKLPAVVTADLR 

LNEPRYA\TLP\NIMKAKKKKIE 

VIKPGDLGVDLTSKLSVISVEDP 

PQRTAGVKVETTEDLVAKLKEI 


5872 


36240 


A 


5918 


1 


774 




5873 


36241 


A 


5919 


1 


1557 




5874 


36242 


A 


5920 


1 


759 




5875 


36243 


A 


5921 


305 


638 




5876 


36244 


A 


5922 


364 


540 




5877 


36245 


A 


5923 


9 


111 




5878 


36246 


A 


5924 


1 


594 




5879 


36247 


A 


5925 


169 


594 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 
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SEQID 
NO: j 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X<=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5882 ! 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

ASISRGVLVCDECCSVHRSLGR 

HISiVKHLRHSAWPPTLLQMVH 

TLASNGANSIWEHSLLDPAQVQ 

SGRRKANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCRD\DDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAELVLVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGHYIIPQMAD 

SLDLSELAKAAKKKLQALSNRL 

FEELAMDVYDEVDRRENDAV 

WLATQNHSTLVTERSAVPFLPV 

NPEYSATRNQGRQKLARFNAR 

EFATLI I DI LSEAKRRQQGKSLSS 

PTDNLELSLRSQSDLDDQHDYD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQRE1HKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

APGGSTHRRDRQAFSMYEPGS 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDAIYSVHVPAGLYRIRK 

GVSASAVPFTPSSPLLSCSQEGS 

RHTSKLSRHGSGA DSD YENTQS 

GDPLLGLEGKRFLELGKEEDFH 

PELESLDGDLDPGLPSTEDVILK 

TEQVTKNIQELLRAAQEFKHDS 

FVPCSEKIHLAVTEMASLFPKRP 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 

RLPHSM*SGGTLL1SMMQANQS 

LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 

MPQPYPQINITADQLWGSVAVL 

V*MH\NGLPGLCI*AWEKTTSG 

GEQYPSSSAIKQGPKEPYADFIA 

RLQESL KKVI A DL A AQDI VL WL 

LA FDN AN PECQ A A LRP1 RG KA H 

LVDYTKVCDGIRDKLHKATLL 

AQAMAGLRMGKGNTPFPGACF 

NCGKHGH 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5888 


36256 


A 


5934 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 

EQEYSEVTEDVTEHVYLPAKA 

KVAKEEEAG1QQARQEGDLEA 

WQFPVRIHPPDQQENITATFEPF 

PFKLLKE L KQA INQ YG PG S PF V 

MGLLKNVTVSSQMIPTDGDPLT 

RACLTPAQFLQFKTWWADEAS 

IQAARNAWAQPQ1NITADQLLG 

VGG WAG LDAQF VMQDD A I EQ 

LRGVCIRAREK\IT*CGEQYPSF 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 


1 


933 




5892 


36260 


A 


5938 


1 


840 


MGKVWGLVHSTLELFHTDVEE 

EGEYNEVTEEVTKHVYLPAKA 

KAAKEGEVHPYHSAPPHYYFE 

ENDPPDLSFLEDTGTPRLAAAA 

TTKAN A\KQPL LLSPSM H R/PLP 

TRPLLAG\QATALPQGV*PLIAP 

PTRPHLEHCSTQ* RPQPA PTLGE 

1TPVTVPQAPLHPRAVQPW/HST 

PTRSWLQAVMPGIAPPSRSPPW 

AVQLRJLTYLGCLSTTPAAVQS 

LSQPPASVRQARVPQAPASSLC 

QEKPPSPPPVAPHGAAAAARPP 

SYHSSCASVAVVAANVLIG 


5893 


36261 


A 


5939 


1 


134 


MGQVW*KSQSPKA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 


1 


1158 




5895 


36263 


A 


5941 


1 


673 


MGIALGSPTTGPKAMKQNLSIG 

PAGILLPQPVMTPGCPAAAPPV 

APRCGYVLSEDAWGNLQGLCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

VVKGGRQSEISSQNKKVIADLA 

AQDIVLQLLAFDNANPDCQAA 

LRP1RGKAHLVDFIKACDVIGGI 

PNLLLHPRGLRAITIAVFGKQMR 

TSGSNPLRSTFLSRSRS1SKNCSA 

EV 


5896 


36264 


A 


5942 


1 


1182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \»possiblc nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQIKKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSSIQAGIQQ 

AR*EGDLEAWQFPVRIHPPDQQ 

GNU VTFEPFPFKLF K EFKQA VN 

QYGPGSPFVMGLLKNVAVSSW 

MIPTDWDALTRACLTPAQFLQF 

KTCAMKQGPREPYVDF1ARLQE 

SLKKMIADSAAQEIVLQLLAFD 

NAHPDCQAALRPIRGKAHLVD 

Y VKACDGIGEYTPSTY EKKVN 

C KTA SCRSFRR YPEEG I V ITG DD 

SSMRVVVPEDLPVGQDVEVED 

RDIDDPDPV 


5898 


36266 


A 


5944 


1 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




5901 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


C 


5950 


145 


402 




5905 


36273 


A 


5951 




1104 


gsrpgghtlqshrgrhaqglr 

splla pvclgcgtwgqrrlf w 

slki*rllcwf/crrlqincknk 

paiprgpt/gpseksglllqdqg 

dttnteeenskslenifgrvike 

nfqslvrdldi\qykkhk:ehpg 

nssqkdhhlgtlssgypklrqr 

kes*elsdrstrkisqs/y7^jlytp 

ntgaprfikqlltdlrneidsnt 

iivgyfstpltaldrssrqkvnd 

etvdlnytleqmdlteiyrtfh 

pttteytfystvhgtfskidhmi 

chkmslnefkkteiisstlsdhs 

gikleinskmnlqnhantwkl 

NNLLLNEHWVKNEIKMEIEKFF 
KLNDSNDTTYQNLWDMAKAV 
LRGKFIALNTYIKKMM 


5906 


36274 


B 


5952 


1 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 


1 


1461 





694 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRJELLDPQSRSRSGFCF 

♦EYPPTSGTEQESVSGNRALCSS 

LRMNGDQNSDVYAQEKQDFV 

QHFSQ1VRVLTEDEMGHPEIGD 

A1ARLKEVLEYNAIGGKYNRGL 

TV V V AFREL V E PRKQD A DSLQ 

RAWTVGWCVELLQAFFLVAD 

DJ MDSSLTRRGQIC WYQKPG V 

GLDAINDANLLEACIYRLLKLY 

CREQPYYLNLIELFLQSSYQIEI 

GADPGPPHSPPRAMWILSDSLK 

RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


1 


532 


RLNEAEQKYKDIQDKLQIISEET 

NARAPECMALKADVV AKKRA 

YNEAEVLYNRSLNEYKALKKD 

DEQLCKRIEELKK/RVLTN/RLE 

PERLERQKK1SWLKERVKAFQN 

QENSVNQEIEQFQQALEKDKEE 

HGKIKREKLDVKHALSYNQRL 

LKELKDSKTDRLKRFGPNVPAL 

LEAIDD 


5911 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




5913 


36281 


A 


5959 


131 


3101 




5914 


36282 


A 


5960 


44 


292 


CQDYRWLLASSVLCWLY*KTQ 
QSDTEDLLCSAPTGPPNPEEDD 
GKS*PEKCRQMT*KKWSINCKC 
FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAATVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

QI SPFTSQPYV AHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTIIT 

TTVITTEQAP 


5917 


36285 


A 


5963 


1 


1185 




5918 


36286 


A 


5964 


495 


636 


PSVVLDINVSFNHWSA1FLTME\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 


3 


688 


GTSAGDGCPHPHTVLWPPDIMP 

PKKDVPVKKPAGPSISKPAAKP 

AAAGAPPAKTKAEPAVPQAPQ 

KTQEPPVDLSKVV1EFNKDQLE 

EFKEAFELFDRVGDGKILYSQC 

GDVMRALGQNPTNAEVLKVLG 

NPKSDEMNVKVLDFEHFLPML 

QTVAKNKDQGTYEDYVEGLRV 

FDKEGNGTVMGAEIRHVLVTL 

GEKMTEEEVEMLVAGHEDSNG 

C IN Y\EEL V RM V LNG 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPSTVEF 

K E A\FQLF DRTG DG K 1 L YSQCG 

DVMRALGQNPTNAEVLKVLGN 

PKSDEMNVKVLDFEHFLPXMLQ 

TVAKNKDQGTYEDYVEGLRVF 

DKEGNGTVMGAEIRHVLVTLGV 

EKMTENEDVHMLVAGHEDSNG 

CINYEAFVRHILSG 


5922 


36290 


A 


5968 


1 


405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETFI 

SHLEVKKGMLVGIVGKVGCGK 

SSLLAA1AGELHRWEQVQCGG 

HTLH*APEQMLRGHVAVRGLS 

KGFGLATQEPWIQFATIRDNILF 

GKTFDAQLYKEVLEACALNDD 

LSILPAGDQTEVGEKGVTLSGG 

QRARIALARAVYQEKELYLLD 

DPLAA VDA DV AN PP ACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


1 


915 




5929 


36297 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


280 




593! 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


1 


537 




5933 


36301 


A 


5979 


242 


576 


A ANSLYKGSNS AAL1ILVGP* IS 
CLTHPVYMK*APS*TICLLYSM 
VILKALFFPQNINFIFLPVKSRHS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


1 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFL!LPTSF*WCSFFV 

LLFLFLSLSLSSLKLHSDLDKGE 

GTAKYTLSGDGAGPWFTIDETT 

GD\IHA1RSL\DREEKPFYTLR\A 

Q\AVDIETRKPLEPESEF\IIKVQ 

D1\NDNEPKFWG WDLMVATGP 

QKWSPVG*VGQ1KIL 


5937 


36305 


A 


5983 


1 


1510 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 

i. _ -i 
nod 


SEQ ID NO: 
in uoopi 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 

r» rv #4 nri fnr Ifict aminn nfifl 
tUUUii I VJ I uiiiiiiu niiu 

of peptide sequence 


Amino acid sequence ( X=*Un known, 

*=Stnn rorion. /=nn«ihle nnrlpritiHo 

deletion, V=possibie nucleotide insertion) 


5938 


36306 


A 


5984 


I 


603 




5939 


36307 


A 


5985 


250 


505 


GFSPTWQ*MNTHPSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SHVKGKDQIPVPICPCTTAPVT 
MESTCIC*PTHVSCKTLMV 


5940 


36308 


A 


5986 




131 


RVLVPD1RGA1*AVPKSPS1KSYP 
ALPRALFLLPPYPDDLG1 


5941 


36309 


A 


5987 


1 


913 




5942 


36310 


A 


5988 


5 


177 




5943 


36311 


A 


5989 


3 


383 




5944 


36312 


A 


5990 


1 


1323 




5945 


36313 


A 


5991 


342 


594 




5946 


36314 


A 


5992 


1 


321 




5947 


36315 


A 


5993 


*> 
.> 


601 




5948 


36316 


A 


5994 


1 


1023 




5949 


36317 


A 


5995 


1 


606 




5950 


36318 


A 


5996 


1 


1536 




5951 


36319 


A 


5997 


2 


1394 




5952 


36320 


A 


5998 


371 


1045 




5953 


36321 


A 


5999 


3 


360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


711 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKKSR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRLQMPLKDDHTSRPLWV 

APDGHIFLEAFSPVYKYAQDFL 

VAIAEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDGIMQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSAISKTAESSGGPSTSR 

VTDPQGKSDIPMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRCIHLEYPLLAEYDFRN 

DSVNP\D1NIDLKPTAV\LRPYQE 

ICS LRUCMFGNGR A RSG V 1 V LPC 

GAGKSLVGVTAACTVRKRCLV 

LGN S A V S VEQ WKAQFK M WSTI 

DDSQ1CRFTSDAKDKPIGCSVAI 

STYSMLGHTTKRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLT1VQAHCKLGLTATLV 

REDDKI VDLN FL1GPKL YEAN W 

MELQNNGY1 AK VQCAEV WCP 

MSPEFYREYVAIKTKKR1LLYT\ 

MNPNKFRACQFLIKFHERRNDK 

IIVFADNVFALKEYAIRLNKPYI 

YGPTSQGERMQILQNFKHNPKI 

NTIFISKVGDTSFDLPEANVLIQI 

SSHGGSRRQEAQRLGRVLRAK 

KGMVAEEYNAFFYSLVSQDTQ 


5958 


36326 


A 


6004 


] 


933 j 




5959 


36327 


A 


6005 




879 




5960 


36328 


A 


6006 




727 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTV1SSSQLMALGP*RTAQVLA 

A A PA * LG ASS AARG JDPQ AG KT 

QKVETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLNPVWQPFS1PVRA 

LCNG D Y DRT VKID V Y D WDRD 

GSHDFIGEFTTSYRELSKAQNQ 

FT V YE VLN PRKKCKKKKY VN S 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLS 

AYAMALKAVGEHQDYDSDKL 

FPAYGFGAKLPPEGRISHQFPLN 

NNDEDPNCAGIEGVLESYFQSL 

RTVQLYGPTYFAPVIMQVASLP 


5964 


36332 


A 


6010 


1 


1059 




5965 


36333 


A 


6011 


255 


405 




5966 


36334 


A 


6012 


251 


1199 




5967 


36335 


A 


6013 


1 


1791 




5968 


36336 


A 


6014 


335 


984 




5969 


36337 


A 


6015 


1 


127 


LPLRLSYE1YLYFTF*KPEHNKS 
HFLESH L I RNTRSALNTRK 


5970 


36338 


A 


6016 


t 


774 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5971 


36339 


A 


6017 


186 


2699 


PRG A KP A VP AG PERPG PG PG PC 

SPRPMVLPTCPMAEFALPRHSA 

VMERLRRRIELCRRHHSTCEAR 

YEAVSPERLELERQHTFALHQR 

CIQAKAKRAGKHRQPPAATAP 

APAAPAPRLDAADGPEHGRPA 

THLHDTVKRNLDSATSPQNGD 

QQNGYGDLFPGHKKTRREAPL 

GVAISSNGLPPASPLGQSDKPSG 

ADALQSSGKHSLGLDSLNKKR 

LADSSLH LNGGSNPSESFPLSLN 

KELKQEPVEDLPCMITGTVGSIS 

QSNLMPDLNLNEQEWKELIEEL 

NRSVPDEDMKDLFNEDFEEKK 

DPESSGSATQTPLAQDINIKTEF 

SPAAFEQEQLGSPQVRAGSAGQ 

TFLGPSSAPVSTDSPSLGGSQTL 

FHTSGQPRADNPSPNLMPASAQ 

AQNAQRALAGVVLPSQGPGGA 

SELSSAHQLQQIAAKQKREQML 

QN PQQA TP A PA PGQMST WQQT 

GPSHSSLDVPYPMEKPASPSSY 

KQDFTNSKL/PHDA*CE*EFPSA 

RRPLPPAQPCEPA ESPATE* LES 

ELRE/YTRGLCWURQYKTPFSL 

QSGLWARQPGVWPEQASPDGL 

SSPAAVPYKSRAELPVSDEAKA 

RKYAFPITGSTWPGAEPFQCPC 

ASPGYQCWDPAACRVRGQLPQ 

QLPLSQQPATGRCNEAASVAFG 

PTETKGAAAKAFTATAVPSEAT 

APSRGTGEATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 . 


36341 


A 


6019 


3 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKE1RESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPVIFAGGQAYTIQGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

\NTGFQWALES\SFPEV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

IIGRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TLRSSWQVVRTGTAQAATVRG 

FPPHPPRP\SASTLTLEGPPLEAY 

TIQGQYAIPQPDLTKLHQL\AM 

QQSHFPMH/GDGIHSDYSAGVLD 

ASA\QTTSH\ELTISKRILIGLA*S 

GRSRAPKINGGSRQMSGAQ1\K1 

ANPV\EGSTD*GRFTITGSAASIS 

LAQYLINVRLSSETGGMGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5975 


36343 


A 


6021 


181 


1369 


PLKVQLPRTLLDMDTGVIEGGL 

NVTLTIRLLMHGKEVGSII\GKK 

GESVKKMREESGARI\N!SEGNC 

PERll\TLAGTH*LPSFKAFAMl\I 

DKLGRRDISSSMYTNSTAAQLGP 

PVTLKLG\APAS\QCGSL1GKGG 

CKIKEIRESTGAQVQVAGDMLP 

MSTEAGHHYLLG!PQSII\ECV\K 

QILRGSCWETLFPSSPPKGVTIPV 

YRPK\PSSSPV\I RAGGPGQVPA 

QAATVRAFPTPPRPCGSTLTWE 

GPPLEAYTIQGQYA1PQPD\LTK 

L\HQL\AMQQSHFPMTHGNTGF 

SG\IESSRPEVKGYW\AGL\DAS 

AQTTSHELTI\PNGFDWAGI1GA 

FKGAKINVEIRQMSGAQIKIANP 

VE\GSTDRQVTITGSAASISLAQ 

YLINVRLSSETG\GMGNN 


5976 


36344 


A 


6022 


1 


690 




5977 


36345 


A 


6023 


1 


399 




5978 


36346 


A 


6024 


3 


397 




5979 


36347 


A 


6025 


<> 


249 




5980 


36348 


A 


6026 


177 


477 




5981 


36349 


A 


6027 


49 


451 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFG PA RWRETPPSLYKEFSG 

LFGSFFLSSAWGAHNLRALFLL 

LPSSRIQPTPWVFGDLKSPAGL 

QVLNDYLADKSY1EGYVPSQA\ 

DVAVFEAVSSPPPADLCHALR 

WYNHIKSYEK\EKASLPGVKKA 

LGKYGPADVEDTTGSGATDSK 

DDDDIDLFGSDDEEVESEKPKRL 

\REERLAQYESKJCAKKPG\LVA 

KSSILLLVKP\WD\DETDMAKLE 

ECVRSIQADGLVWGSSKLLWPV 

G YG I KKLQ IQC V VEDDK VGTD 

MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


6031 


1 


211 




5986 


36354 


A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
MSEFLFH*LM*ELVLKRV*CLS 
HLSLAPFLAM*YACSSSSPSTMI 
VSFFFF 


5987 


36355 


A 


6033 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


{Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
**=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5988 


36356 


A 


6034 


279 


1333 


L1FCGCWLFASLTVMEAAHFFE 

GTEKLLEVWFSRQQPDANQGS 

GDLRTIPRSEWDILLKDVQCS1I 

SVTKTDKQEAYVLSESSMFVSK 

RRFILKTCGTTLLLKALVPLLKL 

ARDYSGFDSIQSFFYSRKNFMK 

PSHQGYPHRNFQEEIEFLNAIFP 

NGAGYCMGRMNSDCWYLYTL 

DFPEERWISQPDQTLEILMSELD 

PAVMDQF*HEDG\VTAKDVTRE 

SGIRDL1PGSVIDATMF\NPCGYS 

\MMGMKS\DGTYWT\1 H ITPEPEF 

SYVSFETNLSQTSYDDLIRKVV 

EVFKPGKFVTTLFVNQSSKCRT 

RLG LPQKAl EG FKRAL DCQEG WF 

KDSNFFFYTSFAKXQQQQQS 


5989 


36357 


A 


6035 


1 


687 




5990 


36358 


A 


6036 




894 




5991 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 

- 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEKGATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKAISR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVNGEHLWL 

ETN VSGVDLC Y LG EENGQ VRFA 

KSALRRKCAVCKIVV/HTTACIE 

ELEKINFRCKPTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 


1 


5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 

TAAT1TAAAIMSDTDSDEDSAG 

GGPFSLAGFLFGNINGAGQLEG 

ES V LDDECKKH LAG LG ALG LG 

SLITELTANEELTGTDGALVND 

EGWVRSTEDAVDYSDINEVAE 

DESRRYQQTMGSLQPLCHSDY 

DEDDYDADCEDIDCKLMPPPPP 

PPGPMKKDKDQDSITGEKVDFS 

SSSDSESEMGPQEATQAESEDG 

KLTLPLAG 1 MQH DATKLLPS VT 

ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 


1 


354 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6002 


36370 


A 


6048 


1 


666 




6003 


36371 


A 


6049 


129 


456 


TYPAVGESSRRPERSRGVPGPD 

AAAESHFRPGRISNPLHRAGEQ 

GHARAEGSGVFRPHRGRGLRL 

LFVQAPDQVDAPVHG*VAPPAP 

GARDAQTCRSHECPRfRPLDEV 


6004 


36372 


A 


6050 


1 


1095 




6005 


36373 


A 


605! 


171 


619 




6006 


36374 


A 


6052 




621 




6007 


36375 


B 


6053 




181 




6008 


36376 


A 


6054 




905 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 . 




6011 


36379 


A 


6057 




829 


LTDCLKDVDL1PPFNRMLLEVT 

FGKL Y A WT VQN I LN V LM D A S A 

KFKELGIQPVPLQTITSENPLGP 

SLGSIPQARFLLMMLSMLTLQH 

SANNLDLLLNSGTLALTQTALR 

LIVLPDVELLI*DHLL*MQTSIV* 

LPVLALLLAQHRSFGPSCDNVE 

EDMNASAQGASATVLEATRKE 

TAPVHLPVSGPELAATMKIGTR 

VMRGVDWKWGD/QEAEQTER 

NIHPTTMMFTSTiNLLQTLCLPA 

RVHAEIMQSEATKTLCGLLQIL 

VESGTTDKTRME 


6012 


36380 


A 


6058 


133 


5421 


I F VFGCPGSPRLQM VENR YTES 

FFTGQNCRNNEKVTLVRIADLE 

NKNNDGGFWTVIDGKVYD1KD 

FQTQSLTENSILAQFAGEDPVV 

ALEAALQFEDTRESMHAFCVG 

Q YLEPDQ EG VT1 PDLG SLS SPL I 

DTERNLGLLLGLHASYLAMSTP 

LSPVEIECAKWVQSS1FSGGLQT 

SQIHYRYNEEKDEDHCSSPGGT 

PASKSRLCSHRRALGDHSQAFL 

QA1ADNNIQDHNVKDFLCQIER 

YCRQCHLT1PIMF 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6013 


36381 


A 


6059 


I 


2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALA1L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSI1CSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTL1CKADLENHMK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSRVCSHRWALG 

DHSQAFLQAIADNNIQDHNVKT 

HQEQGRSYKEVCTPV1ERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRIAQK1IRERRKJCRIPKKP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRP1AIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLL1MSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

G VS ATVL E ATRKETA P V H L P VS 

GPELAATMKIGTRVMRGVDW 

K WG DQDGPPPGLG R VIGELG E 

DGWiRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 


6014 


36382 


A 


6060 


1 


7297 




6015 


36383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
R/PPELERKSHTERLYLEEGSAE 
PA*VGRRAPESVNDRGGAIQRA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 


3 


437 




6017 


36385 


A 


6063 


1 


425 


MTELPTLWKPLKNSPMFRVIAR 

AFCVTFILVSTHQEMLTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLMSGTLALTQT 

ALRLIGGTPVELPAELAAPAFR 

AAAA/VDKNPRRRGQKVAVAK 

SGGDRGKKSR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGErCM 

PSESFCLAAQARLDSKWLKTDI 

QLAFTRDGLCGLWNEMVKDG 

E I V YTGTESTQNG ELPPRK DDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTLSALRLKQRLVILERYFIA 

LNRTVFQENVKVKWKSSGISLP 

PVDKKSSRPAGKGVEGLARVG 

SRAALSFAFAFLRRAWRSGEDA 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVR1AD 

LENHNNDGGFWTV1DGKVYDI 

KDFQTQSLTENSI L AQFAGEDP 

VVALEAALQFEDTRESMHAFC 

VGQYLEPDQEGVTIPDLGSLSSP 

LIDTERNLGLLLGLHASYLAMS 

TPLSPVE1ECAKWLQSSIFSGGL 

QTSQIHYSYYEEKDEDHCSSPG 

GTPASKSRLCSHRRALGDHSQA 

FLQAIADNMIQDHNVKDFLCQI 

ERYCRQCHLTTPIMFPPEHPVEE 

VGRLLLCCLLKH 


6021 


36389 


A 


6067 


1 


1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 

GKLPSWVP1SLQCTPSSPECRSV 

*RQL*HGHMHELLYIITKADSVI 

TASCL1SRSEW\WGDGGTVSLV 

QRFVDYGSSQCQRPHRTGCASS 

SAPQRASSVAPG 


6023 


36391 


A 


6069 


1 


49 


EWSGTRTWWRPWSCRT*CRT 


6024 


36392 


A 


6070 


1 


726 




6025 


36393 


A 


6071 


368 


485 




6026 


36394 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPA1CERESASMSSPEE*P/ 

DMAKG A PPSQPPPNS VPAD/CS 

RSVRLSSSNFEESLRPTEDDEGQ 

EGQDSMSRAKANWLRAFNKV 

RMQLQEARGEGEMSKSLWFKG 

G PGGGLI 1 1 DSMPDI RKRKP1 PLV 

SDLAMSLVQSRKAAITSALASS 

TLNNEELKNHVYKKTLQALIYP 

ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NGIPDFSNTTLLRGLQMPGARG 
PCCGSQRHrNLLMGTGVFLVK 
M KA/NEFFFLDSETRLCKIAPEG 
WREQPQKTSMNTFTLFLRIKFF 
VSHYGLL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


(Vict 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^Stop codon, /^possible nucleotide 
deletion V=DOSSiblc nucleotide insertion! 


6030 


36398 


A 


6077 


91 


749 




603! 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNF1WELSSPHMTSAVLLVVF 

HKGPSPKFEVKLKKNANGLGFS 

FVQMEKESCSHLKSDLVRJKRL 

FPGHPAEENGAIAAGDIILAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

APQEVTLLLCRPPPGALPELEQE 

WQGQKYKCAWAIVNEAEVEE 

VVEVAGTVEFFGDQ\GA*CHHP 

ACSGKPLGWHGGLSRKCPRLFF 

RGATRVTGAQGLKEVKQQSFR 

SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 

NGMGGGKGKQAAPKGREAFR 

SQRRESEGSVDCPTLEFEYGDA 

DGHAAELSELYSYTENLEFTNN 

RRCFEEDFKTQVQGKEWLELE 

EDAQKAYI MGLLDRLE V VSRE 

RRLKAARAVLYLAQGTFGECD 

SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKAIEKNLKEDGIS 

A A K D VKLLLLG AG ESG KSTI VK 

QM K 11 H\EDG FSGEDV KQ Y KP V 

V\YSNT1QSL\AAIVRAMDTLGIE 

YG DKJERKA D A KM VC D V VSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDRIGAADYQPTEQDILRTR 

VKTTG I V ETH FTFKNLHFRLFD 

VGGQRSERKKWIHCFEDVTAII 

FC V ALSG YDQVLHEDETTN RM 

HESLMLFDSICNNKFF1DTS1ILF 

LNKXDLFGEKIKKSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNN1QVV 

FDAVTDI11ANNLRGCGLY 


6039 


36407 


A 


6086 


1 


1053 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide ; 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6040 


36408 


A 


6087 . 


2 


377 


1YDG FDG FA KGQIKEIG WTDVG 

GWTGQGGSILGTKRVLPGK/Y 

MEEIATQMRTHS1NALLIIGGFE 

AYLGLLELSVFVTLKLFYQHFM 

HVLLTUPNRRVPICPTSPSACC 

LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 


1 


591 




6042 


36410 


A 


6089 


1 


2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKAIGVLTS 

GGDAQGMNAAVRAVVRMGIY 

VGAKVYFIYEGYQGMVDGGSN 

IAEADWESVSSILQVGGTIIGSA 

RCQAFRTREGRLKAACNLLQR 

GITNLCVIGGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGS1DNDFCGT 

DMTIGTDSALHRIIEVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMCVKLSENRARKKRLN1I 

IVAEGAIDTQNKPITSEKIKELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAV1ALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

DAVRLRGRSFAGNLNTYKRLAI 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLA1YDGFDGFAKGQIKEIGW 

TDVGGWTGQGGS1LGTKRVLP 

G K Y LEEI ATQM RTH S I\N ALL1 1 G 

GREAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNNVPGSDFSIG 

ADTALNTITDTCDRJKQSASGT 

KRRVFIIETMGGYCGYLANMG 

GLAAGADAAY1FEEPFD1RDLQ 

SNVEHLTEKMKTTIQRGLVLRN 

ESCSENYTTDFIYQLYSEEGKG 

VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


6044 


36412 


A 


6091 


1930 


5781 


RAKSPAN1IMTGSNSH1TILTLN 
VNGLNSP1KRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKiKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLI MG 
DFNTPLSTLDRSTRQ K VN K DTQ 
ELNSALHQADL1DIYRTLHPKST 
E YTFFSAPHHSYSKIDH 1 LG SEA 
LLSKCKRTEIITN Y LSDHSA 1 KL 
ELRIKNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 


1 


5127 




6047 


36415 


A 


6094 


1 


3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELT1LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAH1CRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


6049 


36417 


A 


6096 


1 


5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWK RTEJITNY LSDH 

SAIKLELRIKNPTQSRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETN ENKDTTYQNLWDAFKA VC 

RGKFIPLNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQK1NESR 

SWFFERINKTDRPLARLIKKKR 

EKNQIDTIKNDK 


6051 


36419 


A 


6098 


1 


3235 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6052 


36420 


A 


6099 


I 


3070 


MATLIPLLFHKHPHLTQRYQFN 

VRGGCPTSTSAIATLDPRTAVFP 

LMSVFQTSAPWPFWGFTHQTP 

V PQPL K VK1 H SS A DT A A D I Q AN 

RVWSGPPANSKRPAAEEGKLT 

NRKDIHTKNPSVRHHHQRPKV 

DKTTKTGKKQRRKTGNSKKQS 

ACPPPKERSSSTATEQSWTEND 

FDKLREGFRRSNYSKLQDE1QT 

KGKEVENLEKSLDECITR1TNTE 

KGLKKLENYVKNEETSGANAI 

NWKKGINKIDRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAIIMSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQS1EKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

M FRPI SLMNID A KILN K I LAN Rl 

QQH1KKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MHSIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

S PLLFN 1 LLE V L A RA I RQEKEI K 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKL1SNFSKVSGY 

KINVQKSQAFLYTSNRQTESQ1 

MSELPFTIASKRIKYLGIQLTRD 

V KDLFKEN YKPLLKE1 K E DTN K 

WKN1PCSWVGRINIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAI1KKSGNN 


6055 


36423 


A 


6102 


1 


3417 | 





709 



WO 01/075067 



PCIYUS01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDT1 

SKVCLDKTVGKLCHSGEESRK 

CTLICKNKHYPIQDNLQGYKTQ 

N KJFLN KE 1 LELS A L RRN A ERRE 

RDLMA K YSSLEAKLCQI ESK YL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 


1 


1825 


MVKGSIQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELW1KNLTQNHSTTWELNNLL 

LN DY WVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FI PLN A H KRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERJNKIDRLLARL1KKKREKNQI 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEE V ES LNRP1TG AE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSI EKE 

G1LPNSFYEASI1L1PKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KR1QQH1KKL1HHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK 

NHM1ISIDAEKAFDKIQQPFMLK 

TLNKLNGIKYLGIHLTRDVKDLF 

KE1MYKPLLKEIKEDRNKWKN1P 

CSWVGR1N1VKMAILPKNILITL 

QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHJVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARL1KKKREKNQI 

DT1KNDKGD1T 


6061 


36429 


A 


6108 


I 


3297 




6062 


36430 


B 


6109 


112 


3300 




6063 


36431 


A 


6110 


3 


3316 




6064 


36432 


A 


6111 


1 


3457 




6065 


36433 


A 


6112 


1 


3170 


MVKGS1QQEELTILNIYAPNTG 

APRFI KQ VLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKR1E1ITNYLSDHS 

A1KLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSK1DTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAELKEIETQ 


6066 


36434 


B 


6113 J 


1 


4753 




6067 


36435 


B 


6114 


I 


3384 




6068 


36436 


A 


6115 




3345 




6069 


36437 


A 


6116 




3780 




6070 


36438 


A 


6117 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 


■ 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFI KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

A 1 KL E LRI KN LTQSRSTT WKLN 

NLLLNDYWVHNEMKAEJKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


6073 


36441 


A 


6120 


I 


3780 




6074 


36442 


A 


6121 




3852 




6075 


36443 


A 


6122 




3345 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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SEQIl> 

NO* 


SEQ ID NO: 

of nrntiHp 

sequence 


Met 
hod 


SEQ ID NO: 

in I ISSN 

III UtjCli 

09/540,217 


Nucleotide 

Inrntinn of first 

codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 


I 


405 




6080 


36448 


A 


6127 


1 


1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDEN DS V SN 1 ATE IKEGQ 
QSVXHVSPQKQSAWKVIFKKKV 
SLLN 1 ATRJTGGG KSGTVSSQKQ 
PPSKATS DKTDS A LNIATEIKJX3 
LQCGTVSSQKQPALKATTDEED 
SVSNIATEIKDGEKSGTVSSQKQ 
PALKATTDEKDSVSNIATEIKD 
GEKSVTVSSQKQPASK 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CGSAQAAAAAAAEEATEKIPAL 

RP/ASAVGAAGALAVLRDPRA 

WREAGSKS/PETPFS*CQGA/HG 

GGQFCPSGTAFPGKMKVMMR 

KRKKKGQCLPG1CRSLKRRKSP 

RSPGM/IGYSTLSIPPEMLASYQ 

SYSSTFHSLEEQQVCMA/G*HR 

QMPGADKPVRACQRVLAGVW 

AGFTMRHQSRLY*ECSICGVIFR 

HRCVAHLLGRAIGAGLFVITPA 

G ERG MCCKA 1 KLGN A R VFPVT 

TL*NDGQCQACMHAGnTLEDP 

GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


C 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1152 




6087 


36455 


A 


6135 


1 


639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


1 


4263 




6091 


36459 


A 


6140 


1 


1311 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 
LMGRISK*VTTTATTTTITTTTT 

in i rrn i lAi rn j iti titi 
rrri-nMGPTLPLiPiGLGs | 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 

LLALLLPTLLAQGEARRSRNTT 

R P ALLRLS D Y LLTN Y RKG V RP V 

RDWRKPTTVSIDVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

Q WNPED FDNITK LS I PTDS 1 WV P 

DILINEFVDVGKSPNIPYVYIRH 

QGEVQNYKPLQVVTACSLDIY 

N FPFD VQNCSLTFTS WLHT/SPG 

HQHLFVALARKGEIRQECLHEP 

GRVGVAGGAALLSGVQHGKQ* 

LLCRNEVLCGHPPAAPLLCGQP 

ATAQHLPHGHGHRGLLPAPQQ 

WREGLFQNYTPPGLLGLPDHRF 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALGGTPMLGKLAMLLWVQQA 

LLALLLPTLLAQGEARRSRNTT 

RPALLRLSDYLLTNYRKGVRPV 

RDWRKPTTVSIDVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

QWNPEDFDNITKLSIPTDSIWVP 

DILINEFVDVGKSPNIPYVYIRH 

QGEVQNYKPLQVVTACSLDIY 

NFPFDVQNCSLTFTS WLHT/SPG 

HQHLFVALARKGEIRQECLHEP 

GRVGVAGGAALLSGVQHGKQ* 

LLCRNEVLCGHPPAAPLLCGQP 

ATAQHLPHGHGHRGLLPAPQQ 

WREG LFQD YTPPG LLG L PDH RF 


6099 


36467 


A 


6148 


-» 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIK I DLG KFSDN PDG Y I D VLQ 
G LRQSFDLT W RD I MLLLDQSLT 
PNEKSAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
♦D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAPIQQEA 
V 


6101 


36469 


A 


6150 


1 


420 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6102 


36470 


A 


6151 


1 


878 


TLLPPRPG VGSDYP1M1 PGCPM W 

GNKDPGEGTLERGKVEDASQR 

TSRTLKETSGKA EHRKJCQDG K 

CSPQGKNALKMYSGEFDPVRV 

CVPFSLSDLKQLKIDLGRPSDNP 

DGYIDVLQGLGQSFDLTWRDI 

MLLLDQTLTPNERNATITAARE 

FGDLWCLSQVNDRMTTEERER 

FPTGQQ A V PS ADPH * DTES E HG 

DWCCRHLLTCVLEGLRKTRKK 

AVNFSVMSTVTQGKEENPTAFL 

ERLREALRKHTSLSPDSIEGQLI 

LKIKFITRSAADIRKQTSKVHLR 

PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




6106 


36474 


A 


6155 


1 


335 


TCPIVPG/QEMIIEJSKGRSGLGL 
SIV*GKDTPLNAIVIHEVYEEGA 
AAVDGRLWAGDQ1LEVNGVDL 
RNSSHEEA1TALMQTPQKVRLV 
V YRDE A H Y RDEEN LEI FP V DLQ 


6107 


36475 


A 


6156 


109 


4687 




6108 


36476 


A 


6157 


109 


4991 




6109 


36477 


A 


6158 


3 


862 




6110 


36478 


A 


6159 


1 


1857 




6111 


36479 


A 


6160 


3 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQ1CAA/SSEWGPEQEIC 

ALQE VQAA VQA AL1 LEP YDPA 

GPVVLEVSLADRDAVWSLWQ 

APIGESQQRPLGFWSKALPSSA/ 

DHKACHAQQHSIIKWKWYIHD 

R A RAGPEGTN SS A R Y A ATM • K 

WYTAS ALQPLSRKSLKDSSEG K 

SSQWAELRAVHLAVHVAWKE 

KWPDVRLDTDSWAV/ANGLAR 

WSGTWKEHDRKIGDKEVWGR 

GTRJ 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


I 


1098 




6117 


36485 


A 


6166 


1 


538 




6118 


36486 


A 


6167 


410 


625 


LTLVPFSFSVVLTPLPKGNT1RY 
*TGIL*GWNLSWKGTLGFSVTA 
QPSSGTPRTALGSRTTKPLLVSL 
LQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6119 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKJQWRRTVR 

G D LQ/PFTR VTV H WG KGN DQT 

FQGLLDTGSELTL1PGDPKRHC 

GPPVKIGAYGGQIINGVLAQVQ 

LTVDAVGPWTHPVV/I/SPVPECI 

IGIDILSSWQ/NSHIGSLTGRVRA 

TMVGKAKWKPLELPLPRKIVN 

QKQYH 1 PGGI AEIGATI KDLKDT 

GWIPTSPr^NSPI^PMQKTDGSW 

RMTVDYL 


6120 


36488 


A 


6169 


203 


850 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

HWGKGNDQTFQDLLDTGSELT 

L 1 PG DPKRHCGPPVKIG A YGGQ I 

1NGVLAQVQLTVDAVGPWTHP 

VV/I/SPVPECIIGIDILSSWQ/NSH 

IGSLTVHLSSDPKGCHSEWGPE 

QEKALQEVQAAVQAALILEPY 

DPAGPVVLEVSLADRDAVWSL 

WQAPIGESQQRPLGFWSKALPS 


6121 


36489 


A 


6170 


1 


864 




6122 


36490 


A 


6171 


] 


205 


VPDFPAKPIQGPHFNSRYL/REA 
VHGEAVHAPFIAGQPLT**ELM 
SIFPQFQFFLYRRLDSHSGQSWQ 
1 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

H1LLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPELIIGIDILSSWQNPHIGSL 

NG RG YINSLALCHN LI RRDLDR 

FLLPQD1TLVHY1DHIMRLDSVK 

DK WLH LA PPTTKKE AQCL VG L/ 

FGFWRQHIS\LWRQPLACYWAL 

VETEHLTMGHQ VTMQPELPI M 

NWLLSDPSSYKPAPMASWGVP 

YGQLTEEEKTRAWFTDGSARY 

TETTRKWTAVAIQPLSRTSLKD 

SNEGKSSHQQAKNGITVLAGVI 

DPDYQDE1 SL/LTPQ WRCH PGSS 

VWRASSLG1SHPP 


6125 


36493 


A 


6174 


114 


1996 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6126 


36494 


A 


6175 


1 


475 


MG RNQN RKAENSKN WN ASSPP 

KEHNSSPAREQNWREDEFNELT 

EVGFRRSVITNFSDLKEHVLTH 

CKEAKILEKRLDKWLTKITSVE 

KS/CK* PDG/D* KPQYENFM KHT 

QAS1ADLIKRKKRYQ*LK1KLM 

K*SKKTR*EKKXYKLPSENTTN 

TSMQIY 


6127 


36495 


A 


6176 


179 


393 


NKRG Y KQMEEHSMLM DKKNQ 
YYENGHTAQGN*AGEGNKGYS 
]RKTGSQIVPLCR*HDCISRXPD 
CLSPKSP 


6128 


36496 


A ! 


6177 


1 


710 


MARELRDECTSFSSQFHQLEER 

VSV1EDQMNEMKQEEKFREKGI 

KRSEQSLQEIWDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPNLGRQANIQIQEIQRMPQR 

YSSRRATPRHIIVRFTKEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIEAIINSLPTKKSPRPDGFTAEF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASIILIPKLGRDTTK 

K EN FRPI SLMN I D AKI LN K 1 LAN 

QMQQNIKNLIRHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HM1IS1DAEKAFYKIQQPFILKTL 

NKLENKIPRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRINIVKMAILPKVIYRLS 

AIPIKLPMIFFTELEKTTLKFrWN 

QKRACIAKSILSQKNKAGG1ML 

PDFKLYYKATVTKAAWYWYQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDKPDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKT1KTLEENL 

GNTIQDIGMGKDFMCKTPKAM 

VTKAK1DKWDLIKLKSFCTAKE 

TTVRVNRQPTEWEKIFAIYSSD 

KRLISRIYKELKL*PCSIV*SQVA 

♦CLQLCSFGLGLTWQCRLFFGSI 


6129 


36497 


A 


6178 


464 


724 


IGEVLLDN1LQRVFQLGSILPITF 
RYTNQT* I WS WTLF WL VS Y 


6130 


36498 


A 


6179 


j 


2022 




6131 


36499 


A 


6180 


1 


882 




6132 


36500 


C 


6181 




1935 




6133 


36501 


A 


6182 




672 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XKJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

KRKAVVPGPAEHPLQYNYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASWEQFWRFYSHMVRPGDL 

TGHSDFHLFKEG1KPMWE\DDA 

NKNG\GKWIIRL\RKGFGSRC\W 

ENLILAMLGEQFXMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

A TT A R 1 RDT1ARR V L\NL P ANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 


A 


6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 

FFFFFFFFFFF\SSSSSSFFFFSFFL 

FFFFKLKELRLVI*PLNPEN*ESC 

PLFSPVNLDMP*TFKDKRWKV 

N W A RSTSRQQLLES ARTKS W A 

EREGGTRWRAW 


614] 


36509 


A 


6190 


227 


420 


KNFLPNCSAKELFFFFFFFFFFFL 
LLLLLLLYFKP/M1*WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 


36511 


A 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


6145 


36513 


A 


6194 


110 


377 


QW1SRQKPYKPEKRGDQYSTFL 
*EC*ILVPPLFWLVGFLPRDPLL 
V* WAYGCP*HFFLHFNLGESNN 
YVSWGCSS 


6146 


36514 


A 


6195 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 j 


36516 


A 


6197 


1 


609 




6149 


36517 


A 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHLILVGSCSWKMV1VL 

PLVTHFLFTALTVPWNLPWVEL 

YWNM*TM*LRSMKESLMATIF 

TLPELKA\VLHEKLQ*LQSTEDL 

♦HGLLGG 


6152 


36520 


A 


6201 


5772 


5971 


TANIIMTGSNSHITILTLNVNRL 
NAR1KRHRLENCIKSQDPSVCCI 
* ETH LMCRDTYRLKI KG WSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 





717 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X*=Unl<nown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQDPKPKFQEGERVLCFH 

GPLLYEAKRVKVAIKD/ITREI/H 

SYITVVGIKIGMNGFRRAKYSN 

TWTPICRNSENFKKPISKFVL*T 

E Y * G EM P V D* F WT WNEQ WRSC 

WLPCLYNDTSDLSAGV 


6156 


36524 


A 


6205 


1 


3827 


MQKA1RLNDGHVAPLGLLARK 

DGTRKGYLSKRSSDNTKWQTK 

WFALLQNLLFYFESDSSSRPSG 

LYLLEGCVCDRAPSPKPALSAK 

EPLEKQHYFTVNFSHENQKALE 

LRTEDAKDCDEWVAAIAHASY 

RTLATEHEALMQKYLHLLQ1VE 

TEKTV AKQLRQQI EDGEI EIERL 

KAEITSLLKDNERIQSTQTVAPN 

DEDSDIKKIKKVQSFLRG WLCR 

RKWKTIIQDYIRSPHADSMRKR 

NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KIRVPAAVAGLSPPLGPWSLRS 

PSQPERCCPWRNSSWWTAPRTS 

IITAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMVIASSNLERP 

SALSRM*PTSQSMTRKRWWRL 

WPSTTL 


6160 


36528 


A 


6209 

- 


3 


495 


SCAQTFPKLDTFLEHIKSHQEEL 
S YRCHLCG KDFPSL YDLG VHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCQ 
VCKKFFR REHYLKLH AHIHSGE 
KPYKCSVCESAFNRKDKLKRH 
ML1QYDEVRQGLGMVPGTQKV 
LNKCFCHNVKKKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


6211 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPVIYGLE 
FQA RA\LTPQT\A ETDA IRFLVG 
TQS L K YDNQ1 H 1 1 DFDDENNI IN 
KNVLLHQS/AGEIWH1SASPADR 
GVLTTCYNRTSDSKVLTCAAV 
WRMPKELESGSHESPDDSSSTA 
QTL\ELLCHLDNTAHGNMACV 
VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEV1AVSCGPAQCQ 
ETI RTA L A M G A DRG I H V E V PP A 
EAERLGPLQVARV/AVVTADLR 
LNEPCYATLPNIMKAKKKK1EV 
1KPGDLGVDLTSKLSVISVEDPP 
QRTAGVKVETTEDLVAKLKEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRVIDYAVKIR 

VKPDRTGVVTDGVKHSMNPFC 

EIAVEEAVRLKEKKLVKEVIAV\ 

SCG PAQCQET1\RT A L A\MG A\D 

RGIHVEWPPAEAERF/GVPLQV 

ARVLGQLAKK\EKVDLVLLGK 

QAUACTDCNQYTGQMTAGFLD 

WPQGTF\ASQVTLEGDKLKVER 

E1DGGLETLRLKLPAVVTADLR 

LNEPRYA\TLP\NIMKAKKJCKIE 

VIKPGDLGVDLTSKLSVISVEDP 

PQRTAGVKVETTEDLVAKLKEI 


6169 


36537 


A 


6218 


1 


1023 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 


I 


122 




6172 


36540 


A 


6222 


1 


1257 


MNDATAVQEGSQMYSWQKLT 

PTGPFIMQPEGMGRLFA1NKMA 

EGPFPEHYEP1ETPLGTNPLHPN 

VVSNPVVRLYEQDALRMGKKE 

QFPYVGTTYRLTEHFHTWTKH 

A LLN AI AQPEQFVEI SETL A A AK 

G IMNGDR VTVSSKRG Fl R A V A V 

VTRRLKPLNVNGQQVETVGIPI 

HWGFEGVARKGYIANTLTPNV 

GDANSQTPEYKAFL/GQHREGV 

RN*LHHAAFSGA*LQCFQYAH 

NSRKNN 


6173 


36541 


A 


6223 


737 


941 


WLRMMEHRILFPLWKRESKKA 
HYVQSSVLLCLGMLR*KYKGK 
KG KKERKKKDEKRKGNGKKRI 
KIHSI 


6174 


36542 


A 


6224 


I 


1072 




6175 


36543 


A 


6225 


1 


585 




6176 


36544 


A 


6226 


I 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 
LWWNSSFFL*SCLHALFH*VDL 
QSL1AFLLLD*SSY*YLCMLHEV 
LVLCFSAPSGHLCSSLS*LF*LAI 
HLTFFQGS*LPCIGLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 


1 


271 


SAIVTFVCFMK.FSCCVFQLHQV 
FHVUFKLVILVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFV1THLLKP 
APVNSSNSFSVQFCSLAGKEL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=5top codon, /^possible nucleotide 
deletion, \=possinte nucleotide insertion) 


6179 


36547 


A 


6229 


1 


1089 


MGWRPRWLPYLYWGFQSDLC 

PHCICRKAQEEDSLAAQAASHP 

RLSANSKNMSWGKQYSYALFK 

AMRHMLCIGYGRQAPAAVSDV 

WLTMLSM\ 1 VG ATC Y A M F 1 G H/ 

ATALIQVLDCSRRQYQEKVVLP 

REHPN1GSSQEGGTWHQTVGL 

QQTSDKFDANDP1LKDQTQEW 

SGSATFTSDGKIRLFYTDYSGK 

HYGKQSLTTSAANTGTENGYQ 

GEESLFNKAYYGGGTNFFRKES 

QKLQQSATTRDAELANGALGI1 

ELDNDSPLKKRGATQRSSEENI 

TLKAYKRDVRSLLMLTRNEDV 

ADSLNSSKKRQNYQLPSIRSVT 

RCKKIGVCAKG1GCGQGTHYLS 

VSILNTADRDRRKLGFTRTSMY 


6180 


36548 


B 


6230 


1 


1140 




6181 


36549 


A 


6231 


3 


204 


GSDYELGLW*PWLTSEATDLH 

GECYSS*SGASGVVRSSLWARG 

LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 1 




6183 


36551 


B 


6233 


1 


1686 




6184 


36552 


A 


6234 


1 


627 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSGXFPAASRRG 
RLPLSPPPWPAV\RVYPCGMLD 
NKASAAHPPKKIC 


6186 


36554 


A 


6236 


1 


103 




6187 


36555 


A 


6237 


699 


887 


G LQPPAPRETRPL Y * TL A WN LH 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYLIHLFHTFTGLSIAYFNF 

GNQLYHSLLCIVLQFLILRLMG 

RTITAVLTTFCFQMAYLLAGYY 

YT ATGN YD1KWTM PHCVLTLK 

LIGLAVDYFDGGKDQNSLSSEQ 

QKYA1RGVPSLLEVAGFSYFYG 

AFLVGPQFSMNHYMKLVQGEL 

1DIPGK1PNSIIPALKRLSLGLFYL 

VGYTLLSPHITEDYLLTEDYDN 

HPFWFRCMYMLIWGKFVLYKY 

VTCWLVTEGVCILTGLGFNGFE 

EKGKAKWDACANMKVWLFET 

N PRFTGT1 ASFN FNTN A WV A RYI 

FKRLKFLGNKELSQGLS\MLFLF 

LWHGLHSGYLVCFQMEFLIV1V 

ERQAARLIQESPTLSKLAAITVL 

QPFYYLVQQTIHWLFMGYSMT 

AFCLFTW\DKWLKVYKS1YFLG 

HIFFLSLLFILPYIHKVAMVPRKE 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6190 


36558 


A 


6240 


56 


324 




6191 


36559 


A 


6241 


68 


487 




6192 


36560 


A 


6242 


52 


457 




6193 


36561 


A 


6243 


263 


787 


SLEV*KWPGVACRLQL*P/MVP 

APKS'ESKSAGSLNTPSAICRDA 

SGRGLARPWLRJCSKCLACHLV 

DTRSKTAGGLAPVPSAHLISVR 

EREPGLCAVLVSQLEFRVGVGL 

VGPTLGARREPCWPQAMGDLA 

PEPVAALRLISRRALPAFPWGR 

ARDLQPAMPEPPTHSMGSCAPE 

PPR 


6194 


36562 


A 


6244 


3 


236 




6195 


36563 


C 


6245 


1 


1608 




6196 


36564 


B 


6246 


1 


1083 




6197 


36565 


A 


6247 


823 


1055 


KQKDGTGAPWSRGRRSSGRLG 
THRSPRRGWEAQAWRAAGPET 
CPAGRQLRPGEKSSA APG* RSR 
RKDAYEMDTAKKK 


6198 


36566 


B 


6248 


1 


390 




6199 


36567 


A 


6249 


27 


363 




6200 


36568 


B 


6250 


1132 


1268 




6201 


36569 


A 


6251 


11 


489 




6202 


36570 


A 


6252 


356 


638 




6203 


36571 


A 


6253 


1 


507 




6204 


36572 


A 


6254 


80 


336 




6205 


36573 


B 


6255 


100 


912 




6206 


36574 


B 


6256 


821 


2992 




6207 


36575 


A 


6257 


2 


602 




6208 


36576 


A 


6258 


1 


519 




6209 


36577 


A 


6259 


3 


228 


STGVPVSQVRTCLLEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


6210 


36578 


A 


6260 


1 


963 




6211 


36579 


A 


6261 


1 


925 




6212 


36580 


A 


6262 


1 


397 




6213 


36581 


A 


6263 


1 


2625 




6214 


36582 


A 


6264 


11 


241 


SLQHLNPATFLPVSKSPVKHNC 
VEVLDSVYSSGPNHRDHP*TSV 
DWELYMDGSSFTNPCKVTLKK 
TTSPAPVTPGS 


6215 


36583 


A 


6265 


1 


1662 




6216 


36584 


B 


6266 


1 


897 




6217 


36585 


A 


6267 


3 


258 




6218 


36586 


A 


6268 


1 


279 




6219 


36587 


A 


6269 


1 


258 




6220 


36588 


A 


6270 


1 


639 




6221 


36589 


B 


6271 


1 


1935 




6222 


36590 


A 


6272 


698 


1643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6223 


36591 


A 


6273 


91 


386 


IFDFLFLLYVSGCNS1AEPQHFT 

TTVTRCSPTVAFVEFPSSPQLKN 

DVSEEKDQK\KP\ENEMSGKGG 

SWVLFTKGEVQEWRESGLNPT 

KFNMGPL1YS 


6224 


36592 


A 


6274 


1 


2538 




6225 


36593 


A 


6275 


1 


471 




6226 


36594 


A 


6276 


152 


520 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPWAPVRPEPPRRAPPPAPR 
RPVPSTGKEQTTQGLRNASARR 
GTG RQLH LASPG VG STG* SQGL 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 

CSISCPALAAFPRVGLGTCSPPG 

LSLPPTPWAPVRPEPPRRAPPPA 

PR/PPSPIDHPRAEEYE/PHGAGL 

AGSSTCSPSAESTG*SQLGS*VV 

RVRGFILEVSETKNPPIPDTFGL 

PPGSSSAASTLVQVTRL*1SAISL 

PHLLSRPCSNTARGPVPAPVPG 

AAVRAPAAGGRWCGGARGRG 

RRGGGH 


6228 


36596 


C 


6278 


1 


426 




6229 


36597 


A 


6279 


1 


535 


MKHSGAQLASPSGS\PLGPQVE 

LPASPVPCACTSQPLGGRWDW 

APWSRGWCSSGRLGPHRSPWS 

GWE\LRHGGLQVPSPAPREGS* 

GPARNP/GTAPGRPAAPS\GGPP 

SPRPPRTPAGPQALRAAPVPVLA 

PLPPHLPAS*GSGLQPWPA*KE 

APTVQCQAEGLLKCRQSGSPGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


GTREEHLKRSGREIALPIEACV 

MLLLETGMKEEGLFRIGAGASK 

LKKLKAALDCSMLTWDEFYSD 

PHAVAGVALKSYLRELPEPLMT 

FNLYEEW\AQVASVQDQGQKT 

FKDLWRTCQKLPPQNFVNFRY 

L1KFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 

APVRPKPPR*APPPAPRRPVPST 

TQGSLGPHCFYEL*HSP*RSAAS 

LLKPARP*AHREERTTP/GRSAL/ 

TSCNTHREGLQ/PSLRKKETPNT 

SEHQKEQTPDAPP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6233 


3660! 


A 


6283 


698 


2233 


IQAAMQAAPQFGPSTED*CCPIT 

SEAPWAIMDAKLR\LKPPSHPPL 

VSPHLNPQVWDTSSPSLATEHA 

SLTISLKPNHPYPAQSQYS1PQH 

ALKGSKPVITRLLEHGLLKPINS 

PYNSPJLPVQKLDKSYRLVQHL 

CLIYQIVLPIHPMVPNPYTLLSSI 

PFTTHYSVLDLKHAFFTIPLYPS 

SQPLFAFTWTDPDTHQAQQJTL 

AVLPQCFIDSPHYFSQAQISSSS 

VTYLGIILMKTH1GLGAVEQGV 

VLVGEARAAQEPMEWVGGSG 

MVGCRSRALPRGKAAKARREI 

ERSAVTIVPVLDFNPAFHIIPDTT 

PDHHDCISLIHLTFTPFPHISFFP 

VPHLEHTWFIDGSSTRPNCHSP 

AKAGYAIVSSTSUEATALPRST 

TSQQAKL1AYTDSKCAFHILHH 

HAVIWEERNFLTMQGAS1INAF 

LIKTLLKDILLPKEAGVIHCKGH 

QKASDPITQDNAYADKVAKKQ 

LAFQLLSLTAVFLLLIRPLSPTSP 

LKLPLFNLFPHKANDS 


6234 


36602 


A 


6284 


I 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 

ASHKAGPQLGDVGVCAGQGG 

QVGPLVLQPYVEH1QQLPG/AG 

HCAHQ*QGSPS*SSLPRPERSLQ 

CRRPQGATATIRSTWWGPRGP 

VCTAALVPLCWPGWPVQKDEL 

QAVRSHSALASAMQTCSLAGP 

GLGSSHARLTA 


6236 


36604 


A 


6286 


1 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


1 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 


1637 


ESQVLSNVSPHVKV*NMASWE 
GICDLTVPQPDTRKGSVLRRJSK 
RGRNASCS*DKRKASVSCLSLG 
NGMSRYKTRLYAPSTEIGKNRL 
RAGGGTCGQQYCFVKH 


6241 | 


36609 


A 


6291 


1 


507 




6242 j 


36610 


A 


6292 


215 


389 




6243 


3661 1 


A 


6293 


1 


255 




6244 ! 


36612 


B 


6294 


69 


1055 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Impossible nucleotide insertion) 


6245 


36613 


A 


6295 


23 


1596 


1KPQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNKAGQRRS 

WFFERL/NKIDRLLARLIKKKRE 

KNQIDAIKNDKGD1TTDPTEIQT 

Tl REYYKH L Y ANKLENLEEM D 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEAIISSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLKLFQSIE 

KEGILPNSFYEASI1LIPKPGRDT 

TKKENFRLISLMN1DVKILNKIL 

ANRJQQHIKKLVHHDQVGF1PG 

MPDWFNICKSIN1IHH1NRTNGK 

NHMIISIDAEKAFEKIQQCFMLK 

TLNKLG1DGMYLKIIRAIFDKPT 

AN V 1 LNGQKLE AF PLKTG TTQG 

CPLSPLLFKIVLEVLARAIRQEK 

E1KRIQLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYKINMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLG1QL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKNIPSSW1GRISIAKMAIL 

PKV1YTFNAIP1KLPMTFFTELEK 


6246 


36614 


A 


6296 


1 


1488 




6247 


36615 


A 


6297 


1 


1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X»Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6250 


36618 


A 


6300 


735 


2718 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPGINSHKTLDPNRV1IKVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL*KKREKNQIDTIKND 

KG DITTD ATEIQTTI REY Y KH L Y 

ANKLENLEEMDKFLDTYILPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKRSPGPDGFTAEFYQTYKEE 

LVPFPLKLFQSTEKEG1LPNSFY 

EASIILIPKPGRDTTKKENFRP1S 

LMN1DAK1LNK1LANRIQQH1KK 

LIHYDQVGFIPGMQGWFNKRK 

SINVIQHINRTNDKNHMI1SIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYLKVIRAIYDKPTANIILNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQNLLKL I SN FSK V SG Y KIN I QK 

SQAFLYTNNRQTESQ1MSELPFT 

TASKKIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

SWVGRINIMKMAILPKVICRFN 

A I PI KLPM PFFTELETTTLKFI WN 

QKRARKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

DIDQWNRTEPSEIMPHIYNYLIF 

DKPEKNKQWGKDSLFNK*CWE 

NWLAIWRKLK 


6251 


36619 


B 


6301 




2907 




6252 


36620 


A 


6302 




2358 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 


1 


1059 


MKNNSESFEPLLLIPRQRGSGV 

DLQQTPTDLQLRVLTVRRKTN 

KQD1HTKTPTVRHHHQRPKNP 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKEVEKQEQT 

QSKASRRQEITKIRGELKEIETQ 

KTLQKINESRSWFFEKJNK1DRL 

LARLIKKKREKNQIDTIKNDKE 

DITTDSTEIQTT1REYYKHLYAN 

KLENLEEMDKFLNIYTLPRLNQ 

EEVESLNRPITGSEIEAIIMSLPT 

KKSPGPDGFTAEFYQSYQEELV 

PFLLKLFQSIEKEG 1 LSNSFYKA 

NHLIPKPGRDTTKKENFRPISLM 

NIDAKILNKIL/ANRIQQHIKKLI 

HHDQVGFIPGMQGWFN1 


6256 


36624 


A 


6306 


1 


1692 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in Uooni 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

cuuuii tur iusi niiiinu nuu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 


1 


1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSP1DRDYFEQENMSSSSCC 

CCCYHCHRKHCGGKGLSFPGE 

MPLSPGHFNKMMYSVSELMQG 

SGSGTF1PLPAELSLWLLVTNTK 

GQRMIKNDAEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TSSEIVAIIN 

SLPTKKSPGPHGFTAEFYQRYK 

EEL VPFLLKLFQS1 EKEG 1 L PN SF 

YEASIIL1PKPGRDTTKKENFRPI 

SLMNSDAKILNK1LANRIQQH1K 

KL1HHDQVGFIPGMQGWFNICK 

SINVIQHINRTKDKNHMIIS1DAE 

KAFDKIQQPFMLKTLNKL\G1K 

YLGIQLTWDVKDLFKENYKPL 

LKE1KEDTNKWKNIPCSWVGKI 

NIMKMAIPPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEM1MEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRTPQRYS 

SRRATPRHHVRFTKVEMKEKM 

LRAAREKDRSTRQKVNKDTQE 

LNSALHQADLID1YRTLHLKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRJKNLTQNRSTTWKLNNLLLN 

D Y WVHNKMKA EI KM FFETN EN 

KDTTYQNLWDTF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6261 


36629 


A 


6311 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEI ITNYLSDHS 

A1KLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKJD 

TLTSQLKELEKQEQTHSKASRR 

QEITK V R A ELKE I ETQKTLQKIN 

ESRS\ARLIKKKREKNQI/DAIKN 

DKRDITIDPTE1QTT1REYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TGSEIVAIIN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

F YE AS! I LI PKPGRDTTKKEN FRP 

I SLMN I D A K1LNKI L AKR1QQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSlNViQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKK1KGIQLGKE 

ELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSEYKINVQKS 

QAFLYTKNRQTESQIMSELPFTi 

ASKRJKYLGIQLTRDVKDLFKE 

NYKPLLKE1KEDVNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFIWNH 

KGARIAKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWY 



727 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6262 


36630 


A 


6312 


2 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYS1AVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

1 RRKTNKQKG H PHQN PI S S RRQ 

EITKIRAELKK1ETQKPFKK1NES 

RSWFFEKINK1DRLLARLIKKKI 

EKNQIDAIKNDKGNITTNPTEIQ 

TTIREYYKH LY ANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

PITGSEIEAIIMSLPTKKSPGPDRF 

TAELYQRYKEELVPFLLKLFQS1 

EKEG1LPNSFYEASIILISKPGRD 

TTKKENFRP1SLMNIDAKJLNKI 

LANQ1QQHIKKLIHHHQVGF1PG 

MQGWFNILKSINVIHHINRTKD 

KNHMIISIEAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLK11RAIY 

D K PTAN 1 1 LNGQKLE A FPFKTGT 

RQGCPLSPLLFNIVLEALARAIR 

QEKEIKG1QLGKEDVKLSLFAD 

DMIVYLENP1VSAQNLLKLISNF 

SEVSGYK1NVQKSQAFLYTNNR 

QTESQrMSELPFTlASKRIKYLGl 

QLTRDVKDLFKENYKPLLNEIK 

EDTN KWKN 1 PCS WIGRINI VKM 

AILPKTLNQKFSYWFRVNKHYI 

HQRTFPLKETEFNTIATLYNGA 

SP/CTAPKSTGTNGHQASGLPRF 

* Rl AFCS AL VKSKRKL YQG YLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


6313 


t 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 





728 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

M PTDLQLR V LT V KRKTN KQKG 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELT1 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHT11MGEFNTRLSTLDRS 

MRQKVNKD1QELNSALHQADL 

I D 1 SRN LHPKSTE YTF FS APHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSAIKLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAE1KMFFETSENKDTTYQNL 

WDTFKA VCRG KFl A LN A H KRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQEIETQ 

RTLQKI SESRS WFFEKINKIDRS 

LARLIKKKJtEKNQIEAIKNDKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLNRP1TGSEIVA1INSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1 EKEG 1 L PNSFYE 

ASINL1PKPGRDTTKKENFRPISL 

MN1DAKILNK1LANR1/WGN*AE 

ERNKEYS1RKRGSQIVPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSILIHQ*QTNR 

EPNHE*TP1HNCFKENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*1QCHSHQATNDF 


6267 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 
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SEQID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVKRLLLYEFVVEUPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

1NRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEEIRTN 

GKEVKSFEKKLDEWITRITNAE 

KSLKHLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRSWFFEK1NKID 

RPLARLIKKKREKNQTDTIKND 

KGDI1TDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLSQSIEKERJLPNSSYE 

ASI ILIPKPGRDTTKfCENFRPISL 

MNIDAKiLNKILANRTQQHIKK 

LIHHEQVGC1PGMQGWFNIRKS 

IMVIQH1NRTKDKNHMI1SIDAE 

KLISKFSKVSGHK1NVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLNEIKEDTNKWKNIPCSWVG 

R1N I VKM A LLP\RFS A I PI KLPMT 

FFTELEKTTLKF1WNQKEP/C1A 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSEIMLL1YNYLIFDKPDK 

KKE WGKDSLFN KWCWENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


6271 


36639 


A 


6321 


1 


2307 




6272 


36640 


A 


6322 


1 


1989 




6273 


36641 


A 


6323 


1 


3285 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTARGTI RQQH LLFTN I RCSA 

A S A A DTQ ANR V WSG PP AN SN R 

P A A\R V LTVRRKTN KQKG H PH 

QNPICTSPSSKTKETQTTIREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRR1TESDIE 

A11NSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASIILIPKLGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFN1CKSINVIHHMKRTKDKNH 

M 1 1 SI DAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

GFQLGKEEVKLSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

I MSELPFT1 ASKRI K Y LG I QLTGD 

V K.DFFKEN YKPLLN E I KEDTDK 

WKN1PCSRVGRINIMKMA1LPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LKFIWNQKRAR1AKSILSQKNK 

AGGITLPDFKLYYKATVTKTAC 

HRVGRAQQHSISKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

TAAALQPLSRTSLKDSHEGKSS 

QWAELRAVHLVLRFAWKEKW 

PD VQL YTDS WA V A SGL AG WS 

GT WKKHD WKIG DKEI WG RATP 

VIAQWAHEQRGHGGRDGDYA 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRMEQSLQEIW 

DYVKRPNLPLIGVPESDGDNAT 

KLENTLQDHQENCPNLARQANI 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGRV 

THKGKPIRLTAALSAETLQARR 

DRRPIFNILKEKNFQPRISYPAK 

LSFVSEGEIEYFTDKQMLRDFL 

MTRPALKELLKEALNMETTGA 

PRFIKQVLRELQRDLDTHTIITG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQADL 


6278 


36646 


A 


6328 


1 


1808 




6279 


36647 


A 


6329 


1 


4695 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6280 


36648 


A 


6330 


1 


29)5 


MIMGDFNTPLSTLDRSTRQKVN 

KDTWELNSALHQADLIDIYRTP 

HPKSTEYTFFLAPHHTYSKIDHI 

AGNKALLSKCERTEIITNCLSDH 

SA 1 KLQLRIKKLTQNHSTTWKL 

NNLLLNDYWVHNEMKAEIK1F 

FETNKNKDTTYQNLWDTFKAV 

CRGKFIALNAHKRKQERSKTDT 

RTSQLKHLENQEQTHSKASRRS 

WFFEKINKIHRPLARLIKKKREK 

NQ1DAIKNDKGDITTNPTE1QTTI 

REYYKHLYTN 


6281 


36649 


B 


6331 


1 


6730 




6282 


36650 


A 


6332 


1 


378 




6283 


36651 


A 


6333 


3 


1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 


2 


409 




6286 


36654 


A 


6336 


1 


2051 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFENISHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYYISFLKTLSLKXNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRT1TLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWFIGSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

I L 1 1NCEFLND VLTDH LLN R LFLP 

LYVYSLENQDKVFL1IHHAPLV 

NSL A E V I LNGDLSEM Y AKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWLISAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKG 1 KTSG ESEEI E 

MVIMERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNK/GKSPEKEEGLS 

GTQSHPGKAGTFGKEGAEERK 


6287 


36655 


A 


6337 


2 


2753 




6288 


36656 


A 


6338 


1 


577 




6289 


36657 


A 


6339 


1 


849 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion \=DOSSiblc nucleotide insertion) 


6290 


36658 


A 


6340 


1 


1293 




6291 


36659 


A 


6341 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


R R A PG Kl PGQAS AFLGRTWSRP 

CLRTQLCVIVSCLAKAGVQGYL 

VGSPGGAKRFLFSERTGSFSKL 

AAMSSWLGGLGSGLGQSLGQV 

GGSLASLTGQISNFTKDMLMEG 

TEEVEAELPDSRTKEIEA1HAIL 

RSENERLKKLCTDLEEKHEASE 

IQIKQQSTSYRNQLQQKEVEISH 

LKARQIALQDQFLKLQSAAQSV 

PSGAGVPATTASSSFAYGISHHP 

SAFHDDDMDFGDIISSQQEINRL 

SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTCVPDRPCNVSG*RI\SIEEI 

EAGRIPNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRWIRVIPFPRFF 

LRC11WNTRDVILDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPAEQVCTIAKKDAFWRLDKT 

ESKI PA RV VFQ1 WDN DKFSFDD 

FLDPYAIVSFLHQSQKTVVVKN 

TLNPTWDQTLIFYEIEIFGEPAT 

VAEQPPSIVVELYDHDTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHH 1 PG FESEDTDLPYPPPQR E A 

NIYMVPQN1KPALQRTAIEILA 

WGLRNMKSYQLANISSPSLVVE 

CGGQTVQSCVIRNLRKNPNFDI 

CTLFMEVMLPREELYCPPITVK 

V I DN RQFG RRP V VGQCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVL1DIDDKEPLJPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 
S RH RPS A A S PRPG RPSG RSG LL A 
GLRL WAG AGCFQCPPCLQ RG L 
FSPEALRPQAPAHKGLFSGSLW 
PQQRSHQGLRAAATS*DRRAG 
ALCK WCPRPSGTPRGEHLS* EN 
ESLPP* * RW A HQTA PQESQTS 


6296 


36664 


A 


6346 


1 


924 




6297 


36665 


A 


6347 


i 


894 




6298 


36666 


A 


6348 


l 


525 




6299 


36667 


A 


6349 


6 


343 




6300 


36668 


A 


6350 


1 


2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 


1 


9182 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ JD NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6303 


36671 


A 


6353 


1 


8655 


EAAKDLADIAAFFRSGFRKNDE 

MKAMDVLPILKEKVAYLSGGR 

DKRGGPILTFPARSNHDRIRQE 

DLRRLISYLACIPSEEVCKRGFT 

V1VDMRGSKWDSIKPLLKILQE 

SFPCCIHVALF1KPDNFWQKQRT 

NFGSSKFEFETNMVSLEGLTKV 

VDPSQLTP EFDG CLE YN H E E W I 

EIRVAFEDYISNATHMLSRLEEL 

QDILAKJCELPQDLEGARNMIEE 

HSQLKKKV1KAPIEDLDLEGQK 

LLQRIQSSESF 


6304 


36672 


A 


6354 


1 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


MDSQPNSTRGQSGRR/MEIKGl 

QLGKEEVKJLSLFADDMIVYLEN 

A\TSQ PK I SLS* * ATS A KSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

FDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNEMTWTQEGE 

HHTPG L V VRRSPDPEQN FKA VR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

♦KITPKKQ/HQAITKPNTEYRTA 

VKPSVVG ALPDINSFLKLGGLH 

RJTNGCLLD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6307 


36675 


A 


6357 . 


1 


2569 


MRTKTQHTRISWDAFKAVCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKSLQKINESRS 

WFFERJNNIDRPLARLIKKKREK 

NQ1DTIKNDKGDITTDPTEIQTT1 

REYYKHLYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRPITG 

SEIVTIINSLPTKKSPGPDGFTAE 

FYQRYKEELVPFLLKLFQS1EKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMN1DAKILNKILAN 

RIQQHIKKLIHHDQVGFIPGMQ 

GWFNIRKSINV1QHVNRAKDKN 

HMUS I DA EKDFD Kl QQPFM LKT 

LNKLGIDGTYLKIIRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVVEVLASA1RQEICEI 

KAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFIIASKR1KYLG1QLTRDVKDLF 

KENYICPLIKEIKEDTNKRKNIPC 

SRVGR1NIVKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKRAHIAKSILSQKNKAGGITLP 

DFKL Y Y ICAT VTKTA WYS YQN R 

DIDQWNRTEPSEITPHIYNYLIF 

DKPEKNKQWGKDSLFNKWGW 

ENWLAIWRKLKLDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GIT1QDIGMGKDFMSKTP/TSNG 

NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 


FLSLFFFISLASSLSILLIHIMNSW 

1PHSPIFTDLNVESSRLCPLGDIM 

M*IPLTWYLIVTCTHLSREITTV 

PRGLARLWSFTRICPRTHCKPIP 

AWLLRAGCPPSCWWDQDTHS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLAIVC*E 

*WFPASSMSQAVLVTVAL*YSL 

KSGS VM PP A\FS FG LG LTWRCR 

LFFGSIRTLK*IFPIL*RKSLVA* 

WGWH*IYKLRWAVWPFSRY*F 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSWIPKYF!L 

FEAIVNGSSLMIWLSVCLLLLH 

KNACDFCTLILYPETFLKLL1SL 

RRFWAETMGFSRYT1MSSANR 

DNLTSSFPN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRS*/TP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKF YQSPSLTG KN DKEP E 1 L P Y 

FHADFLVVPGTHQASPVLM VL 

GHKSFPHRNSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVIWCHESQGDELWH 

L V LLDSKCCFG S MTHRM E WSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRILLNSKCCCLIIPLE 

ALSQRGIWPWQGSPVPRPWTTT 

TL WPVRNQATQQ ETSLM PCQL 

EGKEPLALPTKEAEIEGRRTGE1 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


6311 


36679 


A 


6361 


7 


94 


VRTSGV WFFVLA1 VC*E* WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKXEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKEK/GNK 
ERKK/DKGKARQVQARQIYLLS 
LHLGRIRKVPNNNKA*SSCP 


6313 


36681 


B 


6363 


1 


603 




6314 


36682 


A 


6364 


1 


987 




6315 


36683 


B 


6365 


1 


444 




6316 


36684 


A 


6366 


977 


1177 


RTSISSPVSSTCSPLVMPTLLPQP 
TVPWRM WRPCTQ* RNAGTFSP 
AVAMGLPVEAVICLSV*DSPA 


6317 


36685 


A 


6367 


1148 


1395 




6318 


36686 


A 


6368 


33 


663 


VHVLCGDTDETGNHHSQQT1A 

RTKNQTPHVLTHRERLSLRRGL 

HSCAYSLHRWLGARHAQKGSR 

NTKGCGGQGPRTSERGPASGEF 

SENCTSLLGQRGVFSPGRRALL 

HSPSDG\SVPLGAVDSSP\PASTR 

RDWSHWAVGKPSPEREPAGKV 

T*TTRQLQPASP*REHPLLNSQH 

GHCLKISLPLLPTVLSPSPPLSLC 

SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 


1 


492 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X«Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

PIGIKPQVNVGAMQCILVAPYIS 

PIVGVINFNDQVNSQGGGSKME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAFISSMKTNEYTKLVPV 

EWGLAEK1PKNVEATLELGNRR 

SKJCTGGILPLLLWNFELERDEL 

GYLVEEISKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


c 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 j 




6328 


36696 


A 


6378 


1 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 


1 


2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




6333 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSLIPVGPIMWFRG 

AG AG RELI YNQKEG H FPR VTTV 

SELTKRNNLDFSISISNITPADAG 

TYYGVKFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VSYSIHSTARVVLTRGDVHSQV 

ICEIAHITLQGDPLRGTA1MLSEAJ 

RVPPTLEVTSQPIVRAENQANVT 

WQVSNFYPRGLQLTWLENGNV 

SRTETASTL1ENKDGTYNWMS 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PfCLLL V VG VS A I Y IC WKQKA 
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SEQID 

NO: 


SEQID NO: 
uf peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib1e nucleotide 
deletion, V=possible nucleotide insertion) 


6334 


36702 


A 


6384 


1 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIKHLAVAGRRA 

LKATVHVHQRTLLRPGGCGSV 

PG K RA VTL ISKCS DGQP A FPG A 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KNWPGPRGRSMARPGWNAKPP 

VVQAKAFKNWAVLELSTVSAR 

NLTGSRJPRENTKVILIGTIWVL 

CFLGSALGVCDPGGTHSHLAM 

H V V1FGPVGSNNPSI VI 1 1 1 1 IRPI L 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYMLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LIPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SAPVVSGPAARATPQHTVSFTC 

ESHG FSPRDITLK WFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVMSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYNWMSWLLVN 

VSAHRDDVKLTCQVEHDGQPA 

VSKSHDLKVSAHPKEQGSNTA 

AENTGSNERNIYIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTHIDTSSPA 

SRSTRCLCISTHGVLAQSGGSSG 

GPAVPTVQRGIIKMVLSGCAIIV 

RGQPRGGPPPERQINLSN I RAGN 

LARRAAATQPDAKDTPDEPWA 

FPAREFLRKKL1GKEVCFTIENK 

TPQGREYGMIYLGKDTNGENIA 

ESLVAEGLATRREGMRANNPE 

QNRLSECEEQAKAAKKGMWSE 

GNGSHTIRDLKYTIENPRHFVD 

SHHQKPVNAIIEHVRDGSVVRA 

LLLPDYYLVTV 


6337 


36705 


A 


6387 


2 


448 




6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


321 


RGREHTQGIPGAGKRWH*FKV 

LLTQ/CW*SEFSVIRQFKAGPGG 

LDQFRDRSK/RWLRDLRGRLLG 

SLNASLVLRALFSGNWGLTAN 

QL*LAVGAKGDPEA 


6341 


36709 


A 


6391 


1 


1599 




6342 


36710 


A 


6392 


1 


561 




6343 


36711 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRALILL 

LLFLGPCH A RSH DGKYSREKN 

QPKPSPKRESGEEFRMEKLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYLISNAGVRLDLLNSPVL 

SIPESLRGKVNDLQNKKELLER 

KG RGETGL A RPM HDLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMG LNCLPQG A ASG SDHHCG 

PRJSDLPGSAARTSRWPASSELH 

LPPVRLAELHADLKIQERDELA 

WKKLKLDGLDEDGEKEARLIR 

NLNGHWRAEDAHQDGGVNK i 

WD1PTVVGVGVAA1ALVAVKL 

FFLPINIRCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVV1QET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

KEKVHEYNVLLETLSRTEVHPG 

PQDG V ASTGREHSPMETLFQEE 

LKHFEAKIEKKNHYQK\QLEIA 

HEKLRHAESVGDRRSV*SASPR 

ESTPCLEGRTKG AGLPR* KKHL 

QD\LSGRI\SRARHKRTLKALGS 


6344 


36712 


A 


6394 


i 


185 


DFFDNSAQVTIAGIPCD1RHVSP 
RKIECTTRAPGK\V*GSPPLSQAI 
EGFFLKLEMLLRDWN 


6345 


36713 


A 


6395 


1 


1512 




6346 


36714 


A 


6396 


117 


268 


QSLLLEYLHLYLHLCYLHLANK 
QELT LT W YKE* CTFFLPS V *N PF 
HQNLA 


6347 


36715 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLRI 

WI LSTKLFCLSTL WLAPTLFLI P/ 

LPDPHDC1SLIHLAFTPFPHTSFF 

PIPHPDHTWFIDGSSTWPNRHSP 

AK VG Y A I V V SSTS 1 LE AT A L P PS 

TTSQQAELIALTRALALAKGLH 

VN1YTDSKYAFHILHKNAVIWA 

ERGFLSTQRSSIUASLIKTLLKA 

ALLPKEAGVIHCKGHQKASDP1 

AQGNAYADKTKFLDLAFPPLR 

LSFTCQITQAVSQALGIQWNLH 

TPYRPQSSGKDWTVFLPLALHR 

1 RA RPRE ATG YSPFELL YG RTFL 

LSPNLVPDTSPLGDYLPVLWQA 

RQEIHQAANLLLSTPDSQLYED 

TLAGRSVLIKNLTPQTLQPRWT 

GPYLVIYSTPTAVRLQDPPHWV 

HRSRIKLCPSDNQPNLSSSSWKS 

QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLY L HTLTH K YG I PLLPP WRP I M 

H PLPSH * N LITLTLLN AN I PS C ST 

L*KD*SLLSLTCYSMAF*/QP1NS 

PYNSPILSVQKPDKPYSSFRYVY 

SLFVESPTITIVPGPDFNLASHIIP 

DTTPDPYDCISLI HLTFTPFPHVS 

FFPVPHPFHTWFIDGSSTRPNCH 

TPAKAGYAIVSSTSIIEVTrLPHS 

TTSQQAELIALTRTLTLAKGLC 

VNIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGVIHCKGPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHSILS 

SFCNLFHVGYKPLARLSELLISF 

PSWKSILKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTH M PQ VG KLKYLLVW 

VDTFTGWVEAFPTGSEKATVVI 

SSLLSDVIPRFCLPTS1QSNNGLA 

MISQITQAVSQALGIQWKLCTP 

YH PQSSG KVK W ANG L LKTH LT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

G PS L I PDTRPT WT A PPKT WH P Y 

YLLSSHTPIHRSQLLIHALLLFTL 

PVYTVSPSHHS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6350 


367)8 


A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICKIQE 

VRRKEDTQGGEKDPESLLLPPL 

L A PG PTE/YST Y YN I S V A K A ELL 

NKLKDQPEMAE1GLGEEEVDH 

ELAQKKIQL1ES1SRKLSVLREA 

QRGLLEDINANSALGEEVEANL 

KA VCKSNEFEK YHLF VG DLDK 

VVNLLLSLSGRLARVENALNSI 

DSEANQEKLVLIEKKQQLTGQL 

ADAKELKEHVDRREKLVFGMV 

SRYLPQDQLQDYQHFVKMKSA 

LIIEQRELEEKIKLGEEQLKCLR 

ESLLLGPSNF 


6351 


36719 


A 


6401 


1 


972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

APPSAA/GRLLSLSLPAGLVGGD 

TARCIPAGRLRPLCSWLDPGKL 

LHLSLKSKGSGGRSGAGTLQEG 

NQSVCIQAEKPPLKPAIQTQSG 

MNVLRCRAYSWV1DWD 


6355 


36723 


A 


6405 


11 


545 




6356 


36724 


A 


6406 


3 


2920 




6357 


36725 


A 


6407 


1 


2388 




6358 


36726 


A 


6408 


275 


479 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


1 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


WA YLDF WM * H1PHLG VLL/S A H 

LLSDLNSCQF*MGSRTEGSATG 

PGSCSAALPLGPYDPADPMVLE 

VSMADRDASPHDPLAKFLFPVP 

MTLHSALLEVLVPEGGTLPPGD 

TTTIPLNW/IVKIAT*TLWVPPTF 

KFTGCRLNTMWKLPRLGASTL 

♦SNSLRCTLTSFSHDWSGWDAG 

HQVIRPHGFAGYNTCGCFHRL 

MLSACGFSRQMVQAVNGSTTL 

GSGG 


6364 


36732 


A 


6414 


1 


685 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 

ETPNTSEHQKEKTPDTPPLRTV 

TLTVRVHGFILEVSETKNPPIPD 

TKLRG/ERLQGFGLAGFRSE/GC 

RPSP*VLQL1KAVWTQRPLGGR 

WDWAPWSRRWCSSGRLRPHR 

NQ WSG W EAQ A WG LQ VPEPCP 

AGRQLRPGEKSSTAP 


6370 


36738 


A 


6420 


1 


649 




6371 


36739 


A 


6421 


1 


987 




6372 


36740 


A 


6422 


1 


924 




6373 


36741 


A 


6423 


1 


435 




6374 


36742 


A 


6424 


1 


147 




6375 


36743 


A 


6425 


1 


1107 




6376 


36744 


A 


6426 


3 


913 




6377 


36745 


A 


6427 


1 


159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


1 


1245 


M AQEL RDTCTSFSSRFDQ V E E R 

VMVIEDQINEMKQEEKFREKR 

VKRNKQSLQE1WDYVKRPNLR 

LIGVPEKNLEETDKFLDTYTLPR 

LNQEEVESLNRP1TDSEIEAJFNS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRHNKKREF*TNIPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQ1NKRN 

PAYKQNQGQKPHDYLSRCRKG 

L*QNSAALHAKNSQ*IRY*WDI 

SQNNKSYL*QTHSQYHTEWAK 

AGSIFFENWHKRGMPSLTTP1Q 

HSVGSSGQGNQAGERNKGYSI 

RKRGSQIVPVYR*HNCISRKPH 

H LSPKSP* AGKQ/SS A KSQD/DKI 

NVQKSQAFLHTNMRQTESQ1MS 

E/APIHNCYKENKISRNPTYKGC 

EG PLQG ELQTTAQRSKKG H KQ! 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
GE*L** VDRI RLQKIG1M DKLLPA 
KGGCSNPSQRS* KPRKKIRQM A 
N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 


843 


VDRSRLQKVSNNKLL*AKGECS 

NPLQGS*KP*KKIRRMAN*NKH 

CREDLK*PDGVENNGTRTS*FM 

HKLQ*PI*SSGRKGISD*R*N**N 

KIHQG*NEGKSVKGSQRERSSY 

PQRKAHQTNSGSLSRNPTSQKK 

VGANIQHS*RKEFSTQNF1SSQT 

KLH K* RRNKIFYRQA DA ERFCH 

HQACVTRAPEGSTKHGKKQPV 

PAPAKTGQIV 



742 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6382 


36750 


A 


6432 


1 


2112 


MRAFVVLMDVSKLPSERGGPG 

LRSNQQHMRMFLTSVDRGSVS 

LLADAVAAATPQGTKSQPRGPS 

NLAADLRVAEESSGMENLFLK 

MSFDSIRPAQDGQCTPE1SMVTP 

SPGWSVHTGDLDGHPLPRMVS 

AHRRSRWSPPPQDGQCTPEISM 

V1PSPGCSVHTGDLDGHPLPRM 

LS A H RRSR WSPPPQD AQCTPEI S 

MVTPSPGWSVHTGDLDGHPLP 

RMVSAHRRSRWSPPPQDAQCT 

PEISMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


1539 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSV1TNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAEIHGT 

RTS * HMHKLQ* PI * SSGRKG VSD 

*GSNQ*NK*WGEWNQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPKTHNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFKS*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

♦♦NASKTNKEEKREESNRRNKK 

♦♦KNRTVKPHVSFTLLPALSHVS 

EKN EAESMNSLI PPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TEN DFDELTE VG F RRS V ITNSS K 

L K E DVRTHCKE A KN LEKRLHE 

WLTRTNSVEKTLNDLKLKSMA 

RE L H DTCTS FNSRFDQ V EER VS 

A1EDQTNE1NNGENGTKLENTL 

QDIIQENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKGLERQEQTN 

SKASRRQD1TKISAELKE1ETQK 

TLQKINEFRSRFFKKFNKIDKTL 

ARLIKKKREKNQTDAIKNDKR 

DtTTDPTEIQTTIRJEYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEAESLNRTITGSEIEA1INSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 


1 


237 




6388 


36756 


A 


6438 


182 


1034 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQAVSSRINSA 

HSRGAIYSQASSSAACPSVSIAF 

LRRMEANVS/W1RTLLSTLCTPK 

CGPGFKHRIVLCKSSDLSKTFPA 

AQCPEESKPPVR1RCSLGRCPPP 

RWVTGDWGQ/CDSRDPRPGRR 

RRDFCRNGRAGAGH 


6390 


36758 


A 


6440 


207 


426 


AECTRCA1PK/HSCYPVLLIVVS 
P* KKQXNCSLG ELSC WRRESCRS 
SWSNKALPSLTRCLRGFVCGLS 
CYKGSS 


6391 


36759 


A 


6441 


524 


783 


TAVLAARISNQWILSCWS/AVG 
CTPKCGPGFKHRIVLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTREK 


6392 


36760 


A 


6442 


1 


1524 




6393 


36761 


A 


6443 


1 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


1 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 

YRKRQRYWGSHGNCMPPPSLR 

VPERCPSHTEPRNLTGA*ELLLL 

GLSEDPELQP1LAGLSLSMYLVT 

VLRNLLISLAVSSDSHLHTPMC 

FFLSNLCWAD1GFTSAMVPKM1 

VDMQSHSRV1SYAGCLTQMSLF 

AIFGGMEE\NMLLSVMAYDWF 

VAICHPLHYPVIMNPHLGVFLD 

LGAFFLSLLDSQLHSWIVLQFTF 

FKN V E 1 SN F V * D PSQL LNL A C SD 

SVINSIFIYLDSIMFGFLPISGILW 

SYANNVPS1LRISSSDRKSKAFS 

TCRSHLAVVCLFYGTGIGVYLT 

SAVAPPLRNGVVASVTYAVVT 

PMLNPFIYSQRNRD1QSALRRLR 

SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


1 


576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


a. z 


SEQ ID NO: 
in liSSN 1 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


6404 


36772 


A 


6454 


2 


694 


QCGGIQRSHGSWSQEASDSVW 

QLQSMWMLDKLTGVFAPRPST 

GPHKLR\ECLSRJ1F\LRNRLKYA 

LTGDEVKKI\CMQRF1K1\DGKV 

RTVDITYPVG\FMDV l\SI DKTG R 

EFPVL1YDTKG/RAFAVHR1TP\E 

E AQVPSC AKVRRDLCG AQKG I P 

HL VTHVD A RTIPLPRS PSSK VN D\ 

T1QIVDLED W A RFT* FSSKFDN W 

*TCCMGDWEGA*P*GRNWVL1 

HQQRRRAPWDLF 


6405 


36773 


A 


6455 


1 


243 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 


1 


741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 


1 


7863 


MKPRTLTVRVTALKVARLESV 

PSDVQMCSEFLPSDSAAQLASP 

SGSRTGAAGGAAYQSCAVLPH 

SSALWVVDGTRCRGAGGSAHQ 

GGSATQEPTERVEGSGMAGCR 

SRVLPHWKAANVLGMSVESAP 

AVEEEKGEELEQKEKEKEEDTS 

GNTTHSLGAEDTASSQLGFGVL 

ELSQSQDVEENTVPYEVDKEQL 

QSVTTNSGYTRLSDVDANTAIK 

HEEQSNED1P1AEQSSKDIPVTA 

QPSKD VH V VKEQN PPPA J 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLTIPCPPPHPAPPTGGQ 

ACRENAEG1L*AANTSEPGKDA 

EK*KIKV*LAP/CSHSGSSLQSDP 

HFGCSLGPS/DPALGLSGCILPPC 

SGSYLAPAPNSRJPKPGLKPW/H 

/ESYLPSAVRPHGTQAPGLWPE 

RGL*PAGFLLRPEPVRAASER/Q 

EAVSPER*VPRPPKAQQLHGQS 

PDPSSLCTALRQDHTH WLDA RS 

VYPDWRGQPWPPLHQDCGHG 

GWR 


6411 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 


A 


6464 


229 


561 


SCRGYSRILLLFHKSSWCSQVIS 

1FRYTMIICSRLPRSWKWRLPVY 

MNWL*YHWFKQYHSSINFISFR 

SMWFIHINFKRSPAFILSGSWSIS 

1ARWQIFVFFTTFGSRTKV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6415 


36783 


A 


6465 


1271 


1710 


TEGLGHRSSETPGGAALDALTG 

ERPRVACFPAARGRGLRPRPRL 

M1GPFETGGGQRLLTLRPRRRR 

QRRRP/WQGLERPHVRNWGIEL 

ETLRDAFRPQPSVWRTARGEA 

GKRKGRLVECLGSQRKVLEGV 

LL Y A VTRG S FPNLFTPRD 


6416 


36784 


B ! 


6466 


1 


772 




6417 


36785 


A 


6467 


1 


1272 




6418 


36786 


A ; 


6468 


3 


236 




6419 


36787 


C 


6469 


1 


457 




6420 


36788 


B 


6470 


148 


324 




6421 


36789 


A 


6471 


1 


1407 




6422 


36790 


A 


6472 


1 


651 




6423 


36791 


A 


6473 


619 


835 




6424 


36792 


A 


6474 


52 


535 




6425 


36793 


A 


6475 


319 


647 


LCRRJYMYFCVMKNWMQSLW 
KLCTNKR*RIDKPTLHQVVVRK 
♦LTPLGMKNQVDSLELLETRSL 
KKDPVELGSKSLRRCCCQTEPV 
NLLPHVSIGTLKI*SRILRLQRP 


6426 


36794 


A 


6476 


39 


515 




6427 


36795 


B ! 


6477 


1 


807 




6428 


36796 


A 


6478 


3 


247 


GANICCW*GLQE/VFHSW*KTQ 
EPSWLHLVDPTTGLQVELPASP 
APFARIPQPLGGRWDWAPWSR 
GWCSSGRLGQHRSPWSG 


6429 


36797 


A 


6479 


27 


363 




6430 


36798 


B 


6480 


1132 


1268 




6411 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


QLAGRCGGRGMSGNRGCNWGA 

CGPAGVPGG/CWAWCALHSEE 

PASPALRSISRRALAAFPRGRAR 

DLQPAMPEPPTPSVGSCAAQAS 

PTSAAPCSMAPSPIDHPRAEECV 

A RRGTG RH DELI V ALPFMM I PW 

HSSIQPFTIHPFNWNFG 


6434 


36802 


C 


6484 


175 


423 




6435 


36803 


B 


6485 


122 


608 




6436 


36804 


A 


6486 


644 


1149 


KTMHWKAPLMSWHMHRASSQ 

KQTRTGTQT/MEAQLQQLQRY 

QEALLQVLRKGEKKAFNMGN1 

SEVLQRADESCSQFYERLYEAF 

QLCSPFDPEATENQCMVNAVF 

VGQTQGDIRRKLQKLECFTGM 

NVTQVLEVATKVYTNCEEETQ 

GKGQFAGGSTYGKGGECPKTK 


6437 


36805 


A 


6487 


1 i 


2847 




6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


1NPPPPPFKPEPPSSSNSPKMTDH 

KGERGEATRYMFSRPF\RK\HG 

V V PLG PH 1 CRI\ YRKG DI VDMKG 

MGYCSKKG1APTKCY\HGQNLE 

GVLPMLPQHACWPFVVNQPVL 

GQSFFPRELMCRIEHI*ALLRAR 

DKLPETVLKENDSEKERSPNEK 

GTWGSNLKRHPGSTPEEAHFV 

RTQWGRSLELAGTLFPMNFMG 

IIGVKE1K 


6441 


36809 


A 


6491 


1 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


3681 1 


C 


6493 


250 


372 




6444 


36812 


A 


6494 


1 


345 




6445 


36813 


A 


6495 


2 


335 


TVRAYMVPQHAVGIVVNRQVK 

G KIPAKRIN VG1 KHFKHSTS*EN 

FLKRMKENDQKKKEAKEKVT 

WIQLKHQSAPPRE/AQCERTNG 

KEPELLEPLPYEFMHNTY1HIYV 

CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCK1SFLHFCYIFVKALKR1SAL 
SRGKILAKRINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQ/RKAPGKNLVYISLVLRA 
L*G*DLTHHIIILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 

RTAMLRPCGGTFARKTRLSRLG 

NSPKMNEQQRGKRRGTPIIMFS 

KGLLRKHGWVPLAHIFMRMYK 

\KGDIVRHPRGMGYLVPKRELP 

PQSCYPWPKPGRSLTNVTPAML 

VGHLL*NKQV*GQRFLPKRNL 

MWRI*APFRHFLRSPRLASLKT 

CGRENGSRKKERKPKGGKVTW 

GFQLKRRHLGFPPQEEATFLLK 

EPIGGREP 


6450 


36818 


A 


6500 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6451 


36819 


A 

'V 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQGYSAWTAQPTQGYAQTT 

QQAYGQQSYGTYGQPTDVSYT 

QAQTTATYGQTAYATSYGQPP 

TG YTTPTA PQ A YNSQP VQG\ YGT 

GAY DTTT ATVTYTTQA S Y A AQS 

AYGTQPAYPAYGQQPAATCPT 

RTED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAIYVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMIHIYLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMMSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QC PN PGCGNQNFA WRTECNQC 

KA PK PEGFLPPPFPPPGGDRG RG 

GPGGMRGGRGGLMDRGGPGG 

MFRGGRGGDRGGFRGGRGMD 

RGGFGGGRRGGPGGPPGPLME 

QMGGRRGGRGGPGKMDKGEH 


6452 


36820 


A 


6502 


1 


693 




6453 


36821 


A 


6503 


3 


657 




6454 


36822 


A 


6504 


1 


434 




6455 


36823 


A 


6505 


208 


443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 t 2l7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6456 


36824 


A 


6506 


3 


2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANIlAKKSN 

NHLMKKNDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPQEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTMNPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPKKSLENX 

TKVTQTPENTLLA ALM I VST/A 

GAAAANYTYWAYVPFPPLIRA 

VTWM DNPI EVYVNNSA WV PG P 

TDDRCPDKPE EEG M M IN 1 STG Y 

RYPPICLGRAPACLMPAIQNWL 

VEVPTVGTTSRFTYHTGLLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCGKPYKCNECGKAF 

TQNSNLTSHRRIHSGEKPYKCS 

ECGKTFTVRSN LT1 HQ V 1 HTG E 

KPYKCHECGKVFRHNSYLATH 

RRIHTGEKPYKCNECGKAFRGH 

SN LTTHQL I HTG EKP F KCN ECG 

KLFTQNSHLISH WRI HTG EKPY 

KCNECGKAFSVRSSLAIHQTIHT 

GEKPYKCNECGKVFRVGRGVS1 

GTTCLLSVFQV1TVSSRKSRASP 

ENRATQSILJLAPPTSRGSGPGP 

ASVLRRLAQTRKRMAWTESCT 

A AC AFPSCL VLL Y RG RG VPTDL 

QVPAPLFSTQSICLKRPGSRTKSS 


6457 


36825 


A 


6507 


54 


360 


CSTMNPSEMQR1APPRRQRHRS 

RAPSAHKMNRMVMSEEQMKL 

PSTKKAEPPTWAQLKKLTQLA 

KKK\LENTKVTQTPENMLLAAL 

KTVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMNPSEMQRKAPPRRRRHR 

NRAPLTHKMNKMVTSEEQMK 

LPSTKKAEPPTWAQLKKLTQLA 

TKYLENXTKVTQTPENTLLAAL 

MIVSMVVSLPMPAGAAAANYT 

YWAYVPFPPLIRAVTWMDNPIE 

VYVNNSAWVPGPTDDHCPVAK 

PEEEGMMINISTGYRYPPICLGR 

APACLMPAIQNWLVEVPTVGT 

TSRFTYHT1DLMTEKWVVLASV 

EVLLRFPLKPGEDPTARYVSNK 

KCQPSVDWPTTfSQRRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USoiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«Stop codon, /=*possible nucleotide 
deletions-possible nucleotide insertion) 


6461 


36829 


A 


6511 


1 


279 




6462 


36830 


A 


6512 


1 


363 




6463 


36831 


C 


6513 | 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFC WDTPRQSG V PRE RM PH 

TGTWRTVGIRCPKKKLRSANSS 

MMRGKVQPFRP/DIQAYGAAPF 

EDLQVDFREMPKCGGNKYVLV 

LGRTYSGWVEAYPTRTEKTRE 

VTPVLLRDLIRRFRPPLWIGSDN 

GPAFLAALVQKTAK 


6465 


36833 


C 


6515 


31 


895 




6466 


36834 


A 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


36836 


A 


6518 


120 


295 


YDPLPTWILGKISQRGAEEPAQ 
HPGCQL*LPPP/SPPRTSSSPSCA 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 


1 


1758 


MKJRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GTISQEDIRNNVTRGCTPPAIQR 

V1SSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLL1SRDGGHD1S 

FN1AVDVHSPCDTDPNIQGVEY 

DMTPN I AMN VQPPGTI SQKRCT 

LPAILGLISYASSVN1RSNJTGWL 

YIDRYVGSHVILYPLGIRMGVT 

GEMKGERRRGLHAATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLN RDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRN A DLLVSCSNQSGPPK E A RE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFPIRSAPESQKLFA 

FQWEDPESALAiCTVRQRCVSC 

RQHHA\GKVQPFRP/DIQAYGA 

A A FEDLQ VDFTEM PECGG1M K Y 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

SDNGPAFVADLLQKTATVLG1T 

RKLHAASRPQSSGKGIQNNRTG 

GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


1111 


1342 


MFVPHIGFQNTAALCLLRLGVL 
FP*PVGFPAGSCLLI*WNRHWH 
VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6471 


36839 


A 


6521 


1 


1144 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPP A EDS WFTCLDLKD AFFPI R 

LAPERQKLFAFQWEDPESGWPP 

C WRALA ATALLVQEAN KLTLG 

QKLNIKASRAVVTLMNTKGHH 

WLTNATLTDYQTLLCENPRJTIE 

VCNTLHPATLLPVSKSPVKPGC 

VEVLDSIDSSRPDLWDQPWASV 

DWELYLDGSSFFNPQGEVEGXS 

RG DTSELPPC W VCG I PALTQRL 

EKQHLPPSGHQGSLKHLIWDLL 

LLTKXRTFSSMI 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKN YQPVQDLRLLHQAKLT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

LVQEANKLTLGQKLNIKASRA 

VVTLMNTKGHHWLTNATLTD 

YQTLLCENPRITIEVCNTLHPAT 

LLPVSKSPVKPGCVEVLDSIDSS 

RPDLWDQPWASVDWELYLDG 

SSFFNPQGEVEGVSRGDTSELPP 

CWVCGIPALTQRLEKQHLPPSG 

HQGSLKHLIWDLLLLTKKRTFS 


6475 


36843 


A 


6525 


3 


2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT* LQTILQG 

YSNQNSMPGPTPQVPSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RA H RSRGPDRQG Y PLQG D * PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 


1 


1458 




6479 


36847 


B 


6529 


1 


1503 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*«=Stop codon, /"possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TI SQKRCTLPA 1 LG LI SYASSVN I 

RSNITGWLY1DRYVGSHVILYP 

LGIRMGVTGEMKGERRRGLHA 

ATKWLEEHAPADYQNPQEYGR 

TQLPGTQPQLDPHEREDMQRL 

NRDREALLEGFKRGAQKATNV 

NKVSEVIQGKEESPAQFHQRLC 

EAYRMYTPLDHDSPENQRMIH 

MALVRQSAEDMRRKLQKQAG 

LAGMNPSQLLEJASQVFVNRDA 

VSPKENSKENGGQARRHDDLF 

SPVEPDCVEVLDSIHSSRPDLRD 

QPWPSGDW/RTICGWEQLLQPP 

RRERCRVCSDNPGH/WLLKPHR 

CPRPLQARKLNSLLSLGP*NSTR 

DCVRPIVCILPLITIALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWR1VDDCGG 

AFTMGV1GGGVFQAIKGFRNAP 

VCRLLSEAPLFIYSCSRSVSPTV 

NVSSERA ESRPTLFMA VSLHM A 

WCLAHIGIRHRLRGSANAVRJR 

APQIGGSFAVWGGLFSTIDCGL 

VRLRGKEDPWNS1TSGAVLTGA 

VLVAARSAPLAMWGSAMMGGI 

LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGGAFTMGVIGGGVFQA1KG 

FRN A P VG I RHRLRG S AN A VRJ R 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWNSIT\SGA\LTG 

AVL\AAR\SGPLAMGGLQQ*WG 

GI L F A PH L RAFG I LLTRYTAQ\Q 

FRNAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 

RMTLRS*EKKASDDQ1TLSYGR 

TFKPK/DKEVENFEQMLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERISVMED 

EMNEMKJIEGKFREKRJKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DGENGTKLENTLQHIIQENFPN 

LARQANVQ1QEIQRTPQRYSSRI 

AIPRH11VRFTKVEMKEKMLRA 

AREKGRVTLKGKPIRLTADLSA 

ETLQ A RRE WG PI FNI LKENNFQ 

PRISYPAKLSFISEEEIKYLTDKQ 

MVRDFVTTRPALKELLKEALN 

MERNNRYQLLQNHAKP 


6492 


36860 


A 


6542 


245 


1293 


TG A V PI RPS WQR WG KNRTEKL 

ETLKRRAPLLLQRNAVPHQQQ 

NKAG WRM I LTS* EKKASDDQIT 

LSYGRTFKPK/DKEVENFEKNL 

EEC1TRITNTEKCLKELMELKTK 

APELREECRSLRSRCDQLEERV 

SAMEDEMNEMKREGKFREKR1 

KRMEQSLQEIWDYVKRPNLHLI 

GVPESDVENGTKLENTLQD11Q 

ENFPNLARQANVQIQE1QRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTLKGKP1R 

LTADLSAETLQARREWGPIFN1L 

KEKNFQPRISYPAKLSFISEGEIK 

YFIDKQMLRDFVTTRPALKELL 

KEALNMERNMRYQPLQNHAK 


6493 


36861 


C 


6543 


116 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


8030 




6497 


36865 


A 


6547 


126 


362 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X»Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTKNQKGHLHRK 

PICTSPSSKTKSR*NHKDGEKTE 

QKNWKL*NAERLSSS/IRNAVP 

HQQQNKAGWRMILTS*EKKAS 

DDQ1TLSYGRTFKPK/DKEVEN F 

EKN L E EC JTRJTNTEKCL KELM E 

LKTKARELHEECRSLRSRCDQL 

EERVSAMEDEMNEMKREGKFR 

EKRIKRNEQSLQEIWDYVKRPN 

LRLJGVPESDVENGTKLENTLQ 

DI1QENFPNLARQANVQIQEIQR 

TPQRYSSRRATPRHIIVRFTKVE 

MKEKMLRAAREKGQVTLKGK 

PIRLTADLSAETLQARREWGPIF 

NILKEKNFQPKJSYPAKLSFISEG 

EIKYFIDKQMLRDFVTTRPALK 

ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRNIRVGVTRFSSEM 

NPVPQMEMQKSPSSASLTLGA 

VDRSCSYSAILAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSKMTIDG1NSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAANGS 

♦SKRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLH FHLRN A VPHQQ WN KAGW 

RMTLRS*EKKASDDQITLSYGR 

TFKPK/DKEVENFEQNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERISVMED 

EMNEMKREGKFREKRJKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DGENGTKLENTLQHIIQENFPN 

LARQANVQIQEIQRTPQRYSSRI 

A1PRHIIVRFTKVEMKEKMLRA 

AREKGRVTLKGKPIRLTADLSA 

ETLQARREWGPIFNILKENNFQ 

PRISYPAKLSFISEEE1KYLTDKQ 

MVRDFVTTRPALKELLKEALN 

MERKNRYQLLQNHAKF 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 


1 


257 


MGPIHKISHYVYANISKSEKVL 

KSEHFRSQAFQPGQQSETVSEK 

KKKTRKKRKKRKK.KRKKKKK 

KKKKKKKKKKKKKKKKKKKK 

SE* DRLGKKEEDEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE1 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 

EEEEEEEEEEEEEEEEEEEEVVL 

LTPGTGAEDFKKH 


6506 


36874 


A 


6556 


1 


279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEEXEEEEE 


6508 


36876 


A 


6558 


3 


123 




6509 


36877 


A 


6559 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGHRVGI 


6510 


36878 


A 


6560 


1 


588 




6511 


36879 


A 


6561 


I 


204 




6512 


36880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRGPAPAMAQILPVR 

FQEH FQLQNLG IN PA1M1GFSTLT 

MESDKFICIREKVGEQAQVTIID 

MSDPMAP1RRPISAESA1MNPAS 

KV1ALKAGKTLQIFNIEMKSKM 

KAHTMAEEV1FWKWVSVNTV 

ALVTETAVYHWSMEGDSQPM 

KMFDRHTSLVGCQVIHYRTDE 

YQKWLLLVG1SAQQNRVVGA 

MQLYSVDRKVSQPIEGHAAAF 

AEFKMEGNAKPATLFCFAVRN 

PTGGKLHIIEVGQPAAGNQ 


6516 


36884 


B 


6566 


47 


482 




6517 


36885 


A 


6567 


1 


555 


MNARPHKVD/GRVVEPKRAV* 

EDSQRPVA F V AG 1 KEDTEEHHLR 

DYFQQYGKMEVIE1MTDRGSG 

KKRGFAFVTFDNHDSVDKTVV 

QKYHTANDHNCEGRKALSKQE 

MASASSSQRGHSSSGNFRGGHG 

GGFGGNDIFGYGENFSGHGGFS 

GSCGGGGYGSSGGGYNEFGND 

GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLFIGGLSF*FIDESLKS 

QVGEWGTLTDCVVMRDPNTK 

RSRGFGFVTYATWEEVDAAMM 

ARPHKVDGRVVEPKRAVSRED 

SQRPGAHI/TLVKKIFVGG1KED 

TEEHHLRDYFEQYGKIEVIEIMT 

DRGSGKKRGFA\FVTFDDHDSV 

DKIVIQKYHTWGHNCEVRKA 

LSKQEMASASSSQRGRSGSGNF 

GGGRGGGFGGNDNFGRGGNFS 

GRGGFGGSRGGGGYGGSGDGY 

NGFGNDGSNFGGGGSYNDFGN 

YNNQASNFGPMKGGNFGGRSS 

GPYG\GGGQYF\AKPR\NQGGY 

GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 


1 


1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/CIPSL 
RDPQQ APGSTRLSR A PH I ES R V 
GRKPPEEPANPTMNSLTLRDKQ 
/HDASTC/DWKRAL*VPESGLPR 
ALLKY I RCPNMSSAQKPRELSK 
RRN * K* PC VKRTPFRPT* E/DLP 
YSGKKTGVKGL1CPVPGTAVK 
APQRPPGPQQPHPAPQSASETA 
WFP V A DRRV FS ENPG WTA A KT 
LGTLSSPCQAGAGVGRQDGDP 
GQELTSQEKP W VGRKI PEH A V 
ADKGYRQQCGAGEARGGPVF 
WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 

VTFATKFAPTSHRTRKQPELWR 

/QDPGSYGEKQPAWCSVPPGRF 

SGGLVGLGFLDGGIVVQPLRRP 

CCQDCVCGFPTLRSSTKTSTEL 

GPSFLPCERQGKETISVT 


6524 


36892 


A 


6574 


1 


665 





756 



WO 01/075067 



PCTYUS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6525 


36893 


A 


6575 


3 


1121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

GNSLWGSHTEPVPRPGTGPRPL 

SFVHRLPTMDPHKVNALRAFV 

KMCKQDLSVLHTKEMHFLRE 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIYNSAQPYKWR/ 

GKYEQKREEREIKERIERVKKA 

REEQERAQREEEARGQSVAQY 

GSFPDGLPGGMLEMRGGMPGK 

PGITGLNEIFSDPEVLAAVQDPK 

VMV/AFFQDVAQNPANMSQYQ 

GNPKVM 


6526 


36894 


A 


6576 


3 


1351 


PEAGGERERERAQREEDSTRQS 

RAQYGSFTGGFPGGMPGNFPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LR A FEKMCKQDPS VLHTE EM R 

FL\RECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQAD\ 

EPSSEESDLRJCLIKEGVIEPDTD 

APQEMGDENAE1PEE\MMDQA 

NDKKVA A I E A LN DGELQKAIDL 

FTDAIKLNPRLAILYAKRASVF 

V KLQKPNVA AIRDCDRA I EINPD 

SAQPYKWRGKAHRLLGHWEE 

AAHDLALACKLDYDEDASAML 

KEVQPRAQKIAEHRRKYERKR 

EEREIKERI ER VKKAREEHERA 

QREEEARRQSGAQYGSFPGGFP 

GGMPGNFPGGMPGMGGGMPG 

MAGMPGLNEILSDPEVLAAMQ 

DPEVMVAFQDVAQNPANMSK 

YQSNPKVMNL1SKLSAKFGGQ 


6527 


36895 


A 


6577 


2 ; 


433 


G PPLNLSSPRGG I LKTYGCELCG 

KRFLDSLRLRMHLLAHSAGAK 

AFVCDQCGAQFSKEDALETHR 

QTHTGTDMAVFCLLCGKRFQA 

QS\ALQQHMEVHAGVRSYICSE 

CNRTFPSHTALKRHLRSHTGDH 

PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 i 




6529 


36897 


A 


6579 


2 


449 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6530 


36898 


A 


6580 


852 


1084 


TDAGCYYAARQCGTAVPSRDV 
H1RHQGTPVPQF*TAPLRARS/E 
VSPARRRARMLSSSASFASANIT 
TSSAWSDTLQP 


6531 


36899 


A 


6581 


1 


681 




6532 


36900 


A 


6582 


1 


483 




6533 


36901 


A 


6583 


i 


273 


TRGPWCDSVLRGCSLEQRSF1S 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFGXSLGAGAKDE 
LH I V E AE AMN YEG SPI K VTL AT 
LKMS 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTAIRGVSECLIHHHGIPHS 
TASDQGTHFTAKEVWQWAYA 
H G IH WS YH VLH H PEEA/G KER 
WNGLLKSQLQCQLGDNTLQG* 
GKVLQQAVYVLN*HP1YGTVSP 
I AR I H/G SRNQG/ VETELTP LTITP 
SDPLAKFLLPVPPTLHSAGLEIL 
VPEGE1R 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAE1SVTIKDLKDA 

RVVIPSTSPFYSPIWPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAA1D 

LTNAFFSIPFHKAHQKLFAFSW 

QGQQYTFTVLPWGDINSPALCH 

NLIRRDPDCFSLPQDTTLVHH1D 

D1MLTGSREQEVADTRDFLVKD 

KLLHLAPPTTKKQAQHLVGLF 

GFWRQHIPLLGVLLQPIYRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

VADRDAVCSLWQAPIGESQWR 

PLGFWSKALPSSADNYSPFERQ 

LLA/CHK VGHAQQHSISKWK* Y 

JHDRAQADYHPWT\QACLIHCQ 

G I PHSI ASDKD A H FTTKE V WQ W 

THAHE1HWCYHVLHHPEAAGL 

TER WN RLLKSQLQRQLG DNTL 

QGSGKVLQKAMYALNQHP1YG 

TISP1ARIHGSSNQGVEVAPLTIT 

PSDPLAKFLLCVPTTLRSAGLD 

VLVPEGGMTQQQFH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stnp codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 

KDHSSLPAMEQS WMENDFDEF 

TEVGFRRSVITNFSELKEHVLTY 

CKEAKNVEKRIYRSRNQGMEV 

KVAPLTITPSDPLANFFASVPAT 

LHSAGLEVLVPEGGTLPLGDTT 

MIPLNWKLRLRTGYFGLLLRLS 

QQAKKGAMVLA/GVVDPDYQ 

NEISLLLHN*GKTHDH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


C 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


1 


240 




6543 


36911 


A 


6593 


2 


495 


FVRLVGRGDCDPLLSVCLTTMP 
LYEGLGSGG\EKTAVV1DLGEA 
FTKCGFAG ETGPRC [ 1 PSG 1 KRA 
GMPKPVRVVQYNINTEELYSYL 
KE FI H I L YFRHLAL VNPRDRRVX V 
IIES\VLCPS\HFREDTHSCFFFKY 
FE\VPSVLLA\PS\HLMALLTLGI 
NSWHGPRL 


6544 


36912 


A 


6594 


1 


579 




6545 


36913 


A 


6595 


1 


621 




6546 


36914 


A 


6596 


1 


351 




6547 


36915 


A 


6597 




447 




6548 


36916 


A 


6598 


114 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTGIPSLTTPIQHSVGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VYI*KTPLSQPEISLS**A 

TSAKS/LGYKINVQICSQAFLYT 

KNRQTESQIMSELPFTIASKRIK 

YLG IQLTRD VKDLFKEN YKPLL 

KEIKEDTNKWKNIPCSWVGR1N 

1VKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLKFIWNQKRARIT 

KS1 LSQKNKAGG ITLPDFKL Y Y 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRWl 

KDLNVRPKTIKTLEENLGITIQD 

IGMGKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETT1RVN 

RQPTK 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPKISLS**AT 

SAKS/LGYKINVQKSQTFLYTN 

NRQTESQIMSELPFT1ASKKIKY 

LGIQHTRDVKDLFKENYKPLLK 

E1KEDTNKWKNIPCSWVGRINI 

VKMAILPKVIYRFNA1PIKLPMT 

FFTELEKTTSKFIWNQKRARITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTA WYL YQN RDIDQ WN 

RTEPSEMTPHTYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPKKWEKIFATYSSDKGLISRIY 

NELKQIYKKKTNMP1KKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIQKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQHILTHRWEL 

NNEITWTQEGEYHTLGTVVGW 

GEGGGIALGDIPNAR 


6553 


36921 


A 


6603 


1 


2781 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, Impossible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRNNATYLQLSD 

L*QT*EKQAMGKGFPl**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LREEGFRRSNYPELREDIQTKG 

KEEIQTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRPITGSEIVAVINSLPTKKSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEGILPNSFYEAS1ILIP 

KPG RDTIKKENFRP1SLTNIDAKI 

LNKILANRIQQHIKKLIHYDQV 

GFfPGMQDWFNIRKSINVlQHFN 

RTKVKNHMIIS1DAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYKIMVQKSQAFLYTNNR 

QTESQIM S ELPFTI A S KR1 K Y LG I 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKMIPCSWVGRLNIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTVKFIWNQKRACITKSI 

LSQKNKAGGITLPDFKLYYKST 

VTKTAWYWYQNRD1DQWNRT 

EPS E I M PH 1 YN YLIFDKPEKN KQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRW1KDL 

N VRPKTI KTLEEN LG 1TIQDIG V 

DKDFMTKTPKAM ATKPK1 DKW 

D L 1 KLKSFCTA KETTI RA FDELD 

DVHPHEEIEACRVWQNYGTHP 


6555 


36923 


A 


6605 


2202 


2515 


KSLQCEHSSHIQDLPLACLGLR 
KHYMVAQYL*HSHS/ASGGGSR 
YDVLKISVSCSST1DI*LAFVSLG 
*DKRTS**TNLAESSPNFFHWV 
W I FL ASKKFCS VPAR 


6556 


36924 


A 


6606 


1934 


2077 


A1PFRIQAWARTSCPKHKKQWQ 
QKPKLTNG I * FN * RAS AQQKKL 
PSE 


6557 


36925 


B 


6607 


1 


2325 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkni»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6558 ] 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKISLS**ATSAKS/LGYK1 

NVQKSQAFLYTMNRQTESQIMS 

ELPFT! A S KR1 K Y LG I QLTRD VK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKVI 

YRPNAIP1KLPMTFFTELEKTTL 

KF1WNQKRARIAKSILSQK1MKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQCNRTEPSE1MPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWCWENWLAICRKLKLDPFL 

TPYTKINSRWI KDLN VRPKTIKT 

LEENLGITIQD1GVGKDFMSKTP 

KAN4ATKDKIDKWDLIKLKSFC 

TAKETTIRVNRQPTTWEK1FAT 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKEDIY 

A AKKH M KKC SSSL A 1 RERQ 1 KT 

TMRYHLTPVRMAHKKSGNNR 

DMDEIGNHHSQ 


6559 


36927 


A 


6609 


1 


2226 




6560 


36928 


A 


6610 


1 


674 


MGKKQNRKTGMSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEM KRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQElsi/CPQSSKAGQRSD 

SGNTENATKILLEKSNSKTKNC 

Q1HQS 


6561 


36929 


B 


6611 


1 


5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 
YRSMEQNRALRNNATYLQLSD 
L * QT* EKQ A MG KG FPI * * M VLG 
KLASHM*KAETGSLPYTLYKN 
QFKMD*RLKH*T*NHKNPRRKP 
RHYHSGHRHGQGLHV ; 


6563 


36931 


A 


6613 


1596 


2169 


AGEGNKGYSIRKRGSQIVPVCR 

*HD/VYI*KTPLSQPKISLS**ATS 

AKS/LGYKrNVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLKE 

1KEDTNKWKNIPCSWVGR1NIM 

KMAJLPKVIYRFNAIP1KLPMTF 

FTELEKTKVHMEPKKCPHHQG 

NPKPKEQSWRHHTT 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X^Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQ1VPVCR 

* H D/V Y I * KTPLSQPKIS LS* * ATS 

AKS/LGYK1NVQKSQAFLYTNN 

RQTERQ1MSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

IKEDTSKWKNVPCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPF 

FTELEKTILKFI WDQKRA RJ AKS 

ILRQKNKAGG1TLPDFKLYYKA 

TVTKTAWYWYQNRDIDQCNR 

TEPSE1TPHIYNYLIFDKPEKNK 

QWGKDSLFNKWCWENWLA1C 

RKLKLDPFLTPYTKINSRWIKD 

LN1RPKT1KTLEENLGIT1QDIGM 

GKDFMSKTPKAMATNAK1DK 

N^DLIKLKSFRTAKETTIRVNRQ 

PTKWQKIFATYSSDKGLMSR1Y 

NELKQIYKKKTNNP1KKWAED 

MNRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAI1KKSGNNRLTLLNNHNNPQ 

PLISIKEPREFCEELNLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 


2 


1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 


A 


6621 


1 


558 




6572 


36940 


A 


6622 


1 


3885 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTNRAAHGLCASLGPDFM 

TFKVPSSWRHSDSICREWFTLA 

GAPSRDVLLVSAIITVSLSVTVV 

LCGLCHWCQRKLGKRYKNSLE 

TVGTPDSGRGRSEKKA1KVSRP 

CPPPAKASATHPTCKSPRSQEK 

VESPG DLDRDF WNNM ESTVQQ 

KWSSYPPKEFILNISPYAPYGDP 

RLSLNGTLLSGAKVAAAAGLA 

V E REGRLG EKPAPVPPPGEDAL 

RSGGAAPSEPGSGGKAGRGRW 

RTVQSHLAAGKLNLSNFEDSTL 

STATTLESIPSSTGEPKCQRPRT 

LMRQQSLQQPLSQHQRGRQPS 

QPTTSQSLGQLQAHMASAPGP 

NPRAYGRGQARQGTSAGSKYR 

AAGGRSRSNPGSWDHVVGQIR 

NRGLDMKSFLTTSSRAAKWNF 

TNSETVPALDLDSAVVLIPWISS 

KEDTGDSHYGRVAIYHKGLSFS 

SDGLVYPGAKGREGRMVVLSL 

VLGLSEQDDFANIPDLQNPGTQ 

QNQNAQGDKRLPAGGKAVNT 

APVPGQTPHDESDRRTEPRSSV 

SDLVNSLTSEMLMEDWPPAVF 

SSGWAIATAHPASLHSPLIGYSF 

LAARGGLLLFEADFCWCKRSG 

STFPDCDGVANLAATEMALSQ 

LRFSKETAMRESLVMLSPGSEE 

DEAHEGCSRENLGRIQFSVGYN 

FQESTLTLKIMKAQELPAKDFS 

GTSDPFVKIYLLPDKKHKLKTK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRI 

TSTVTPFSKPISSLLWLVVGLHG 

DILL/RLLQS*RC*CRSHPEYHSG 

PPGRWQGPSPAPQKCSRTTSRS 

RSSR*HPPPPRPGGSAPSSPASYS 

WTPPRTVPGSWARRWKRHLSR 

PSWATQPSWTATLWSQPLWRL 

KWEDCLSPGRSRLQ 


6577 


36945 


A 


6627 


I 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


GPLLREPHQLCHFPVAGFVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

GRRAREEAGAQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RGGYRRAAQGPARGGRTPEWQ 

QSGGARRTPSVGHPRRARADWV 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

AQPRGRREGAGRQSGSRAAGP 

GGRRASAIRGGHARTDVGKRN 

GTRTRKELMPLHGKRKDAAEH 

DEPTS A SRP AG E RPELTL A A VQ 

TEYNCSFPS 


6579 


36947 


A 


6629 


128 


1103 




6580 


36948 


A 


6630 


1 


602 




6581 


36949 


A 


6631 


3 


1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 


3 


1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQl**LLH*SKKHNHYK 
GKQQDLR/CSSTVPRRPQGILPI I 
SFSNVPVGSRRLKAPLVFIGPG 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

V1SALHEAGLIDJYRTLHPKSTE 

YTFFSAPHHTYYK1DHIVGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRIK.KLTQNYTTTWJCLNNLLL 

SDY WVNN EMKA EIKMFF ETNE 

NKDTMYQNLWDTFKAVCRGK 

FIAVNAYKRKQERSK1HTLTSQ 

LKEPEKQEQTHSKASRRQEITKI 

RAELKEIDTQKTLQKISVSRSW 

FSER1NKIDRLIARLMKKKREK 

NQIDAIKNDKGD1TIDPTEMQTT 

IREYYKNLYANKLENLEEMDK 

FLDTY1LPRLNQEEVELPNRPIT 

GSENEAIINSLP/TKKSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENPIVSAQNLLKLINNFSKVSGY 

K1NVQKSQAFLHTNNRQTESQI 

MSECPLTIASK.RIKYLGIQLTRD 

VKDLFKENYKPLLNKIKEDTAN 

KWKNIPRSWLGRNNIVKMTILP 

KVI/YKKTTLNFIWNQERARIAK 

TILSKKNKAGG1TLPDFKLYYK 

ATVTKTARYWTLTIKKGSVWPJ 

SLKSEKRGHRTRPLWKLCHND 

VQGELLKTIQFLFGSPLGHSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPSFVIQAPKAKMDTFDGR 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSFALAVYRKDSPLVACO 

VQALGNLEPSSVEAHVSSHGIAI 

DRKGWHVSLFSIQPGDCFPKAL 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAAIVVKS 

KKYESPSFGVCFESLLNPPRLTS 

RREKTISSSKRCRQCHAEETTV 

VFWAKJBSQTGEQTGRGAGQRR 

MGMIICKACSMLPAE 


6588 


36956 


B 


6638 


362 


1463 




6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X s Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6591 


36959 


A 


6641 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 

FRPEFWRLNMKLPARVFFTLGS 

RLPCGLAPRRFFSYGTK1LYQN 

TEALQSKFFSPLQKAMLPPNSF 

QGKVAFITGGGTGLGKGMTTL 

LSSLGAQCVIASRKMDVLKAT 

AEQISSQTGNKVHAIQCNVKYP 

DMVQNTVSEL1KVQGHPSTVIT 

N*STERSSISFLLPTIYA*DWFRF 

CSTQVLLPKQVWKPMSKSLAA 

EWGK1WNAIQC 


6592 


36960 


A 


6642 


1 


2902 


M VKGSLQQEELTI LNIYAPNTE 

APRFIKQVLRDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKINKD 

TQELNSALYQADL1DIYGTLHP 

KST\EYTFF\SAPHHTYSQNWTT 

IVGSKALLSEHKRTEMTVNYLSD 

\HSA\1KLELRIKKLTQN\RSATW 

KLN1MLLLNDYWVHNDMKAE1 

KMFFETK\ENK\DTTYQN LW\DT 

FKAVCRGKFIAK\NAHNRKQE\ 

RSKJDTLTSQLKELEKKEQTYL 

KASRRQEIT 


6593 


36961 


A 


6643 


1 


5127 




6594 


36962 


B 


6644 


1 


3570 




6595 


36963 


A 


6645 


1 


3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6600 

• 


36968 


A 


6650 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAE1 

GAirNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEAS11L1 PKPGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHFNRAKDKNH 

MI1SIDAEKAFDKIQQPFMLKTL 

NKLG1DGTYFKIIRAIYDKPTAN 

ULNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKL1SNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRINIVKMAJLPK 

V1YRFNAIP1KLPMTFFTELEKTT 

LKJFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYN YLIFDKPEKN KQ WG KDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAKIDKWDL1KLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRJYNELKQIYKK 

KTNNPIKK WEKDIVTNRH FSKED 

IYAAKKHMKKCSSSLA1REMQI 

KTTMRYHLTPVRMAHKKSGNN 


6601 


36969 


A 


6651 


1 


3402 




6602 


36970 


A 


6652 




3288 




6603 


36971 . 


A 


6653 




3168 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT*LSQ*MQKRPLTKF 

NNLSC*KLSrN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKL1SNFS 

KVSGYKJNVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRD V KDLFKEN YKPLLKEI K 

EDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNA1PIKLPMTFF 

TELGKTALKFIWNQKRARITKS1 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEF A A A SGFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCS1DQGDDTKLHRARSPGRT 

FPAAAGIPAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLG IYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVITPTLNPFrNSLR 

N1CEVKGAL1CRGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQAN1Q1QEI 

QRTPQRYSLRRATPRH 1 1 VRFTK 

VEMKEKM LRA AREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELR1KNLTKSRSTTW 

KLNNLLLNDYW 


6608 


36976 


A 


6658 


3 


3316 




6609 


36977 


A 


6659 


1 


4794 




6610 


36978 


A 


6660 


1 


3570 




6611 


36979 


B 


6661 




3384 




6612 


36980 


A 


6662 




3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 
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NO: 


SEQ ID NO: 
of peptide j 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6615 


36983 


A 


6665 


1 


3335 


MVKGSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


6616 


36984 


B 


6666 


1 


3145 




6617 


36985 


A 


6667 


1 


4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 


1 


3934 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEEC1TRITNTEKCLK 

ELMELKTKA RELHEECRSLRSR 

CDQLEERVS AM EDEMNEMKRE 

GKFREKRIKRNEQSLQE1WDYV 

K RPN LRLIG VPES D V ENGTKLE 

NTLQD1IQENFPNLARQANVQI 

QE1QRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDHIVGSKAL 


6620 


36988 


B 


6670 


1 


5215 




6621 


36989 


A 


6671 


1 


7171 




6622 


36990 


A 


6672 


3 


493 




6623 


36991 


A 


6673 


1 


729 




6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


K SS WLEEDDDPV V A R VN RRMQ 

H1TGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTEG 

NRLATFLNYMSDVEAGGATWF 

PDLGAAIWPKKGTAVFWYNLL 

RTGEGDYRYTRHAACPVLVGCK 

WVSNKW\FHES\GQEFLRPCGST 

EVD ! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


6627 


36995 


A 


6677 




717 


RHRLRNRLKDVGGEAFYPLLE 

DDQSNLPHSNSNNELSAAATLP 

LIIREKDTEYQLNRI1LFDRLLKA 

YPYKKNQ1WRJEARVD1PPLIRG 

LTWAALLGVEGAlHAKYDAlD 

KDTP1PTDRT/QLKWDIPRCHSV 

R*TV1HAPEGHAKFRRVLK\AW 

VVSHPDLVYWQGLDSLCAPFL 

YLNFNMEALVYACMSAF1PKYL 

YNFFLKDNSHVIQEYLTVFSQM 

1AFHDPELSNHLNE1GFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKKKAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


37001 


B 


6683 


I 


1626 




6634 


37002 


A 


6684 


1 


1971 


M AQV WAN DNPPGLA VNQAPV 

LIDVKPG AQPIRQKQYPVPREA 

LKGIQPGTKDYQPVQDLRLVN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWFTCLDLKDAFFS1RLAPES 

QKLFAFQWEDPQSDLGCILLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAHICRQ 

Q V R Y LG FTI RKGERS\ WE REKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

V VTL MTTEG H H WLTN ARLTK Y 

QSLPCENPHJTIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSFINSQGERCAGYAVVTLDA 

VIKAKLWLQGTSAQKAELIALT 

RAVELSEGQESLEELLGRYFYV 

SHLPAFAKAVAQLCITCRQHNA 

RQSPTVSPHIQAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

H WKKG ERVTLG I DRARLDPR V 

NILVRGGEVYERSPEPVFQTFY 

DELNVPVPEIPGKTRNLFLQLA 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPSITGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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SEQID 

INU: 


SEQID NO: 
of peptide 
sequence 


Met 
nod 


SEQID NO: 
in 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
coaon ior lasi aminu uliu 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
— oiop couon, /— pusaiuie nucieoiiue 
deletion, \=possiblc nucleotide insertion) 


6637 


37005 


A 


6687 


1 


174 




6638 


37006 


A 


6688 


519 


588 




6639 


37007 


A 


6689 


2 


4527 


GRAGLGWSSGGRGSRACSEGP 

AEARGREGDKGSAALSPPLPLT 

LGEEMAAERGARRLLSTPSFWL 

YCLLLLGRRAPGAAAARSGSAP 

QSPGASIRTFTPFYFLVEPVDTL 

SVRGSSVILNCSAYSEPSPKIEW 

KKDGTFLNLVSDDRRQLLPDGS 

LF1 SN V V H S K HNKPDEG Y YQC V 

ATVESLGTIISRTAKLIVAGLPR 

FTSQPEPSSV Y AGNN A ILNCEV 

NADLVPFVRWEQNRQPLLLDD 

RV1KLPSGMLVI 


6640 


37008 


A 


6690 


1 


879 




6641 


37009 


A 


6691 


407 


594 




6642 


37010 


A 


6692 


1 


3621 




6643 


37011 


B 


6693 


1 


609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 


1 


354 




6646 


37014 


A 


6696 


181 


683 


SRYF1LLRKPTFPAMALLPVLFL 

VTVLLPSLPAEGKDPAFTALLT 

TQLQVQRE1VNKHMELRKAVSP 

PASNMLKMEWSREVTTNAQR 

WANK/CTLQHSDPEDRKTSTRC 

GENLYMSSDPTSWSSAIQSWY 

DE 1 LDF V YG VG PKS/PQ YCP AG 

NNMNRKNTPYQQGTPCPG 


6647 


37015 


A 


6697 


199 


969 




6648 


37016 


A 


6698 


1 


564 




6649 


37017 


A 


6699 


153 


427 




6650 


37018 


A 


6700 


1 


978 




6651 


37019 


A 


6701 


3 


419 




6652 


37020 


A 


6702 


9 


255 


VRAPAQGPDLAGGRRRCGSGA 
SCTPSPRGPASWSRSAAQVPRS 
SRWRAGSASS*N/GRQPAPPTSQ 
PPRAQPFAQPPGPWPLS 


6653 


37021 


B 


6703 


96 


283 




6654 


37022 j 


A 


6704 


172 


365 


PTYHLYPCHFWYQHRTRRIPRK 

SERLFPTPPPQLSWKGTWDY*! 

CLLCCNDSEGRDFLVLRVLK 


6655 


37023 


A 


6705 


3 


1171 




6656 


37024 


A 


6706 


2 


740 




6657 


37025 


A 


6707 


256 


461 




6658 


37026 


A 


6708 


1 


414 




6659 


37027 


a : 


6709 


1330 


1386 


YIDSILPK*NHDTLQSYCRYM\H 
SRQRAAS*PLSTGKLQQCLGLD 
LVLC 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6660 


37028 

- 


A 


6710 


207 


1173 


GGDRDRMTANHESYLLMASTQ 

NDMEDWVKSIRRV1\GDLSGGG 

IFGQKLEDTVRYEKRYGNRLAP 

MLVEQCVDFIRQRGLKEEGLFR 

LPGQANLVK\ELQDAFDCGEKP 

SFDSNTDVHTVASLLKLYLREL 

PEPVIPYAKYEDFLSCAKLLSKE 

EEAGVKELAKQVKSLPVVNYN 

LLKYICRFLDEVQSYSGVNKMS 

VQMLATVFGPNILRPKVEDPLTI 

MEGTVVVQQLMSVMISKHDCL 

FPKDAELQSKPQDGVSNNNEIQ 

KKATMGQLQNKENNMTKDSPS 

RQCSWDKSESP/TEKQHEQWIP 

HSS1RQQNQQPKEQWSQAI 


6661 


37029 


A 


6711 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 


I 


462 




6665 


37033 


A 


6715 


1 


2607 




6666 


37034 


A 


6716 




918 




6667 


37035 


A 


6717 




549 




6668 


37036 


A 


6718 




687 




6669 


37037 


A 


6719 




258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMNRSRQVTCVAWV 

RCGVAKETPDKVELSKGGVKR 

LIAEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPEDVDRTLDDDELAEYDLD 

KYDEEGDPDAETLGVESLLGLT 

VYGSNDQDPVVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYNQEEDSFYVHHD1LL 

SAYPLSVEWLNFDPSPDDSTGN 

YIAVGNMTPV1EVWDLD1VDSL 

EPVFTLGSKLSKKKKKKGKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVALYDCRSPDESH 

RMWRFSGQIERVTWNHFSPCH 

FLASTDDGFVYNLDARSDKPIF 

TLNAHNDEISGLDLSSQIKGCL 

VTASADKYVKIWDILGDRPSLV 

HSRDMKMGVLFCSSCCPDLPF1 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES 


6671 


37039 


A 


6721 


1 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6672 


37040 


A 


6722 


I 


1318 


AKQQLNLRTHMADENKNEYA 

AQLQNFMGEQHKHFYVVIPQIY 

KQLQEMDERRTIKLSECYRGFA 

DSERK V 1 PI ISKCLEG M ILAAKS 

VDERRDSQMVVDSFKSGFEPPG 

DFPFEDYSQHI YRTISDGTI S AS 

KQESGKMDAKTTVGKAKGKL 

WLFG KKPKPQSPPLTPTSLFTSS 

TPNGSQFLTFSIEPVHYCMNEIK. 

TGKPRIPSFRSLKRGWSVKMG/ 

AALEDFSHLPPEQRRKKLQQRI 

DELNRELQKESDQKDALNKMK 

DVYEKNPQMGDPGSLQPICLAE 

TMNNIDRLRMEIHKNEAWLSE 

VEGKTGGRGDRRHSSDINHLVT 

QGRESPEGSYTDDANQEVRGPP 

QQHG H HNEFDDEFEDDDPLPA I 

GHCKAIYPFDGHNEGTLAMKE 

GEVLYIIEEDKGDGWTRARRQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFYISDLSICGDR1LRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

NNSSRLVSCNMGALISIWGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCGLQASASDLRARALQRLCQ 

QLP W VG SQPHTRSPSPQRGG KT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVS1SDSIPGNLKALPA 

ETRAQLHH A EASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKQIRAVVKEHSVRSQ 

ERIWHYPGITTANMPGHLGQNT 

ESGRDKLPMFGVWFPGCRFWG 

L WVWRLP* LKLA APCRPSRSLR 

SSPISRRASTTRCLTVSGCPAAP 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6677 


37045 


A 


6727 


I 


996 


MVGKAKWKPIELPLLRK1VNQ 

KQYHIPGGVAKISATIKDLKDV 

GVV1PTTSPFNSPIWPVQKTDGS 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNL1RRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQVTMQPELTIMNWALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

ARAGTTCKWTAAALQPLSRTS 

LKDSGERKSSQWAELRAVHLI 

MHFAWKEKWPDVQLYTDSWA 

VANGSAGWSGTWKNHDWKLA 

TTVIAQWAHEQSSHGSRNGGY 

TWAQQHGLPLTKADVATATDE 

CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CL AG L FG F WSPCI PH LG V LLQSI 

YLVTQKAA/SSEWGPEQEKALQ 

EVQAAVQAALILEPYDPAGPVV 

LEVSLADRDAVWSLWQAPIGE 

SQQRPLGFWSKALPSSA/DHKA 

CHAQQHSIIKWKWYIHDRARA 

G PEGTN S S A R Y A ATM * K WYTA S 

ALQPLSRKSLKDSSEGKSSQWA 

ELRAVHLAVHVAWKEKWPDV 

RLDTDS WA V ANG L ARWSGTW 

K EHDRKIGDKE V WG RGTRJ ELS 

EWSKTVTIFVSFWLLPRLPSIRG 

LTECLIHQHGIPHSIASDQGTHF 

TAKE LQQ WAH AHG IH WS Y H VP 

HHPG\WGKVLQKAVYALNQRP 

IYEWKEESCLHTGVADALRGN 

WAEGHREHKALWLGLWSTWS 

QHPLRSLKTTRHHPGLGVLSED 

ICEAGGATEELSRASGFATGYG 

KRK EDTKKH KQHS VS Dl I EQQH 

SLGLTEKTVKGTFTQGISMRPG 

LYHKATEFQE 


6679 


37047 


A 


6729 


1 


2229 




6680 


37048 


A 


6730 


1 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

IWLVQKTDGS/WRMTVDYCKL 

NQV V 1 P I A A A VSD V VSLLEQ1NT 

SPGTWYAAIDLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFS 

LPLD1TLVHYIDDIMLIGSSEQE 

VANTLDLFVRHLRARGWEINPT 

K IQGPSTS VKFLG FQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6681 


37049 


A 


6731 


1 


553 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQIMTSPGTWYAAIDLA 

N A F FS I P V H KAQQKQF A FS WQG 

QQYTFTVLPQWYINSPALCHNL 

IRRDLDCFSLPLDITLVHY1DDI 

MLIG\PRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSIIKWKWYVH 

DWARAGPEGT 


6682 


37050 


A 


6732 


3 


266 




6683 


37051 


A 


6733 


3 


582 




6684 


37052 


A 


6734 . 




403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 

ALQEVQAAVQAAL1LEPYDPA 

GPVVLEVSLADRDAVWSLWQ 

APIGESQQRPLGFWSKALPSSA7 

DHKACHAQQHSIIKWKWYIHD 

RARAGPEGTNSSARYAATM*K 

WXTASALQPLSRKSLKDSSEGK 

SSQWAELRAVHLAVHVAWfCE 

KWPDVRLDTDSWAV/ANGLAR 

WSGTWKEHDRKIGDKEVWGR 

GTR1 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQ1NTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAFVLPQ 

G Y IN FPALCHNL I RREL DFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLLIHKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DADADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DL WPFTRVTLH RG K RN DQTFQ 

GLLDTGSELML1PEDTKHHCGP 

PVKVEAYGGQVFNGVLAQIQLT 

VGPVGSGTHPVVIYPVPECIIGI 

GILSSWQNPHIGSLTSRKTDGS 

WRMTVHYHKLNQMVTPIAAA1 

PD V VSLLEQVNTSPGSW Y AA 1 D 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWY1NSPALCH 

NLIRRDLDCFSLPLDITLVHYID 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWE1NPTK1QGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

L V PPTTK KE A QC L\QL L AC Y/ W 

A L V ETEH LTISHQ VTM RPELP1 

MMWVLFDPSSHKVGCAQQHS11 

KWKWYVHDWARAGPEGT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X a Unknown, 
*=Stop codon, /=pussiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGHINSLVLC 

HDVVRRDLGHFFLPQDITLVHY 

1DDIMLIGSTPP1TKKKLAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QAAVQAALPLGPYDPADPMVL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERLAQWV 

TPAEEDFNNQVDRMTHSVDTT 

QPLSPATHVITQWAHEQSGHG 

GRDGGYTRVQQHGLPLTKADL 

ATAGKVFQKAV*ALN*HSIYGT 

LSLIARIHRSRNQGVEVEVAPLT 

ISPSDPPAKFLLPVPPTLRSAGLE 

FLVPEEGMLPSGDTTVPLNWKL 

RLPPG H FG LLFPLHQQAN KG VT 

VLVGVTDLDYQDE1SLLPHNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

VVALNRQRQGDLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

I PG DPKHHCGPPVK VG AFGG\Q 

VINGALARVQLIVGPVGPWAHP 

VVISPVPEC11DIDILSSWQNPHIS 

SLTGRVRA1MVGKAKWKSLEL 

PLPRK1VNQKQYHIPGGIVEISA 

TIKDLKDAGEVIPIPTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QV VTPTA ATVPDV VSLLEQINT 

SPGT WY AD 1 DL AN A VFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEYINSLGLCHNLIQRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQE1A 

NTLDLLFMAKEVWQWAHAHG 

IHWSYHVSHHPEAAGLIEWWK 

GLLKLQLQCQLGDNTLEGWGK 

VLQKTVYALNQHP1YGTVSPIA 

RIHRSRNKGVEVAPFT1TPSDPL 

PQFLLP V PATLCS AGLE V L A PE 

GGTLPPGDRTTIPLNWKLRLPP 

EDFGLLPSLSQQAKKGVTVLAG 

VIHPDYQDEISLLLHNGCKEDL 


6692 


37060 


A 


6742 


3 


350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 





777 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6695 


37063 


A 


6745 


3 


1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPENLKED 

LVYLKKNHEELSMA1KRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDIILQLTLEDREGK 

GLSFSFACVDKDVSVKMDTVP 

GVNLSCILNEMRDQDKKLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TEVCYRTQLAQLQGLIRSMEQQ 

LCELCCD A E HQDH EHQ V LLD V 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KFiWNQNRAQIAKTILSKKSKA 

RG 1 M L PSFK1 Y YKTTVTKTA WC 

WYKNRHIDQWNRIENPEIRPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLAICSKLTLDPFL 

NPYTKVNSRW1KDLNLQPKTIK 

ILKENLGNAIQDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


1 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\SIKGSSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGG\SSYSSCYSF 

GSGGGYGSSFGGVDGLLA\GGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKI\RDLVTRGR 

APGPARDYSQYYRTIEELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQIENL 

KEELAYLKKNHEEEMNALRGQ 

VGGEINVEMDAAPGVDLSRILN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLAETENRYCVQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYK1LLDVKTRLEQEIATY 

RRLLEGEDAHLTQYKKEPVTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTITIVPGP 

DFNLASHIIPDTTPDPHDC1SMIH 

LTFTPFPH1SFFPVPHPDHA*FID 

GSSTRPNRHTPAKAGYA1AQAT 

IPPLRTSHFLSIVEIYPQGNNFSV 

FHVLFYYSSGIIQAPSLPYTLRR 

DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 
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SEQ 11) 


SEQ 10 NO: 
of peptide 
sequence 


(Vict 
noo 


SEQ ID NO: 

in II<t£N 

in u^oni 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

COflon lor laai tiiniiiu uuu 

of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
— oiop cooon, / = pus5iuie nucicouue 
deletion, \=possib!e nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A . 


6751 


2 


528 


TLTVESKS1 KA YKLSLQFPH FTC 

PKTGHALQVSSGFVESPTVTIVP 

GLD1NLASHTIPDNTPEPHDCIS 

LIHLTFTPFPHVSFFPVPHPDHT 

WFIDGSSTRPNCHSPAKTGYA1 

VSSTL 1 1 D ATALPPSTTSQQA E L 1 

ALTRALTLAKGLPINIHTDSKY 

AFHILHHHAV1*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 

YLDLKRKGTEIKRRERLKCGTK 

IERRKRLRDSERLEKRIKRGCLP 

DLKLSTEiQINRLRGLYTLLRKE 

RRFGLQETINYAEVTGIYVKEL1 

EDREHLNSGKYIFNIFDIKVPRV 

VFGIIDPYMLWEKKEGTKEGIK 

EGMKRESQKRIKWERSFITFIAL 

NTADRTLMSSAGCYRKQVKIH1 

DALPPPNSQTLKKRGGASL1ISF 

R RQSG PS A A GL WE FA RG PFQTL 

FAWLSPAEAAEQQRLLPASSAE 

SF1AEGDPPDAGQSSPPSSLHAA 

AATALMLLEALKITNYAQLTLY 

SSPNFQNLFSSSHLTHILSADWL 

LQLYSLFVESPTITIVPGPDFNPA 

FHFIPDTTPDPHDCISLIHLTFTP 

FPH I SFFP V PH PDHT WFIDG SST 

RPNRHTPAKAGYA/DGRNTSYC 

VLSPVGNSPLVPNPGSARCTEG 

GLLYARA ! 


6704 


37072 


B 


6754 


400 


820 




6705 


37073 


B 


6755 


1 


1190 




6706 


37074 


A 


6756 




1002 




6707 


37075 


B 


6757 




3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


SSYLMHILSAPNLLQLYSLFVES 

PTITIVPGPDFNLASHIILDTTPD 

PHDYLSDPPDIHS/TFP/DISFFPV 

PHPGHTWFNDGSSTRPNRHSPA 

KAGHAIVFSTSHEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


I 


834 




6714 


37082 


A 


6764 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLK1ASSSGE 
YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 


1 


158 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 




oi pepuac 


noo 


in u^opi 


location oi ursi 


cooon lur ihm <t initio acitl 


— aiop couon, f— possiDie nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \-possible nucleotide insertion) 










sequence 






6717 


37085 


c 


6767 


78 


401 




6718 


37086 


A 


6768 


536 


694 




6719 


37087 


C 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




6721 


37089 


A 


6771 


306 


487 


VGFLGILF/CFEAIVNVSSLM1W 














LSVCLLSVYKNACDFCTLILYP 














ETLLKLLISSSSLYLW 


6722 


37090 


A 


6772 


714 


1096 


FFLPMSMECSSICLYPL/CISLRS 














GL*FSLKRSFTSLVSW1PRYFILC 














KSQG M R WLG LG SE A * Y SCLL1 L 














IRKITQNSVEVLGRRKFLGGGM 














EREWVMFLRAASSGIRGSVGT 














NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 














VCSSP*RGPSHPL*VGFLGILF/C 














FEAIGNGSSLMIWLSVCLLLVY 














KNACDFCTLILYPETLLKLLISL 














RRFWAETMGFSRYIIMSSANRD 














NLTSSFPN 


6725 


37093 


A 


6775 


I 


550 




6726 


37094 


A 


6776 


578 


865 


MCPRDYGMLCLCSH\CFK£HLY 














FCLHFVMYPVVIQEQVVQFPCS 














*AVLSEFLNPEF*FDCTVV*ETV 














CYNF*SFTFAEKSFTSNSVVNFG 














IGVVWC 


6727 


37095 


A 


6777 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




6729 


37097 


B 


6779 


1 


504 




6730 


37098 


A 


6780 


70 


511 


NHASPGIRNLFLHPRGLRAITIA 














VFCKQNTYIRLEPFKINVLEQIT 














KHIEKLQCGGVVKQLSRRGNM 














QHISSTYDINRADTQVRRAVNN 














YD1I\A*ATVSMASRSIRCGSVGS 














LPSSNLPINSVSIRCRARQEG1M 














SSPGQQVGFIA 


6731 


37099 


A 


6781 


3 


306 




6732 


37100 


A 


6782 


1 


3567 


MHIVVETALSASWQNKAKPPA 














RVLLQVVPNVWFLVAVVWEL 














YPSLDLMDRSIECSSSPATEQS 














WTENDYDKLREEGFRRSNYSE 














LQEDIQTKGKDVENFEKNLEEC 














1TRITNTQKCLKELMELKTKAR 














ELREECRSLRSRCDQLEERVSV 














MEDEMNEMKQEGKFREKRIKR 














NEQSLQEIWDYVKRPNLRLIGV 














PESDG ENGTKLKNTLQD1 1 QEN F 














PNLARQAKVQ1QEIQRMPQRYS 














LTR ATPRH 1 1 VRFTK V E 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 


594 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6735 


37103 


A 


6785 


1 


1324 


MGKKQSRKTGNSKRQSASPPP 

KERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDECITRITNTEKCL 

1CELMELKAKARELREECRSLRS 

RCDQLEERHHTTPIPKLTTYLE 

VKLSPANVKEQVITNCLSDHSA 

IKLELRI KKPTQNPSTT WKLNN 

LLLNDYWVMKEMKSEIKMFFE 

TNENKNTTYQNLWDAFKAVCR 

GKFIALNAHKGKQERSKIDTLT 

SQLRELEKQEQTHSKVSRRQEI 

TKI RAEPKE1ETQKTLQK1NESR 

SWFFER1NKIDRRLARLIKJCKRE 

KNQRDA I KNDEG DITTDPTEIQT 

TJREYYKHLYA1MKLENLKEMD 

KFLNTYTLPRLNQEEAESLNRPI 

AGSEIVAIINSLPTKKSPGPDGFT 

AEFYQRYKEKLVFGAGYFGM 

WALAALPSNLLKLSQLCQEAA 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


C 


6786 


1 


1719 




6737 


37105 


B 


6787 


1 


1098 




6738 


37106 


C 


6788 


1 


1782 




6739 


37107 


A 


6789 


3095 


3217 


CRCLQMAM*WS*AIALSMKIS 
MSPRKPEV*1KVLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




674 J 


37109 


C 


6791 


1 


2505 




6742 


37110 


A 


6792 


37 


1214 


KLLQDLPFSIN S S A V EK 1 SM STT 

GQVIRCKAAILWKPGAPFS1EEV 

EVAPPKAKEVRJKVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AGIVESiGEGVSTVKPGDKVITL 

FLPQCGECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTVIKEISVAKID 

AVAPLEKVCL1SCGFSTGFGAAI 

NTAKVTPGSTCAVFGLG\GVGL 

SVVMGCKAAGAARD/1IGVDVQ 

QGRKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTDAGIDFC 

FEAIGNLDVLAAALASCNESYG 

VCVVVGVLPASVQLKISGQLFF 

SGRSLKGSVFGGWKSRQHIPKL 

VADYMAEKJLNLDPLITHTLNL 

DKINEAVELMKTGKW 


6743 


37111 


B 


6793 


I 


2280. 




6744 


37112 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQ!HQS*N 
EGKNVKGSQRERSGYPQRGRPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nou 


SEQ ID NO: 

: n ■ |CC\| 

in UooiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6745 


37113 


A 


6795 


3 


640 




6746 


37114 


A 


6796 


I 


996 




6747 


37115 


A 


6797 


1 


933 




6748 


37116 


A 


6798 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

*NRVKAIM/VGKAEWKTIELPL 

PRKTVNQKQYRIPGGIAE1STTI 

KELNNAGMVIPTTSPFNSPIWP 

VQK1DGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDAVW1LWQAPISESQWRPP 

GFWSKALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELPIMNWVFSDLSSPKMCHPQQ 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


1011 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKIG 

DKEIWGRGMWMDLSEWSKAV 

KIFVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQT\GLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDY1GPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTTIHGLIECLIHCYG 

IPHSI ASDQS1 H F/TTKEVQ* WAH 

AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK*Y1CDW 

ARAGPKGTRAPMASWGVLYD 

QLTEEEKTRA WFTDGSA R Y AG 

TTQKWTAAALQPLSRTSLKGS 

G EGKSSQ W AELQ A V H L V VHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 


3 


592 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


6755 


37123 


A 


6805 


1 . 


636 


MEFNDSMHNTFDH1WRTKEYD 

EAGWLLLSSLDKAMKENDELR 

DS1MSQIQKQILSLQSSK1ILNLTE 

GTVVTQLQNLNSVGHGSQGGR 

GQVAALSLQRQGASFEWSPEQ 

EKALQQVQTAVQAALPLGPYD 

PSDPMVFEVSVADGNAVWSLW 

QAPIGELQWRTLEFWSKALPSS 

ADNYSPFGRQLLACYWALVET 

EH LTVDHQVT/M* PELPIM 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 • 


37126 


A 


6808 


1 


1908 




6759 


37127 


A 


6809 


1 


1218 


MG11GSRGGRGQVAALKRQRQ 

VTKKAASFEWGPEEEKALQQV 

QAAVQAALPLGPYDPADPIVLE 

VSVADRGAVWSLWQVPIGESQ 

QRPLGFWSKALPSSADNDSPFE 

RQLLACYCALVETERLDMGHQ 

VTMRPEVLIINCVLSDPSSH/Q\G 

WRLCMDSATWTSTYQ/A*PGY 

GHC*VPNLPAAETNTDPS1WHH 

S/YG*LASYLVIG*LHWTSSIME 

G A EVCPH WNRHLLRI * VCLSCT 

QCFCED/SHPWIHE/ASYLPSWH 

ST* HCL* SRHSPY S* RS V A VGSC 

SWNSLVLPCSPSS*SSWINRMV 

EWPFEVTITMPTR*QYSAGLGK 

SSSEGCVCSESASNIWYCFSRSQ 

DSWVQESRGGSGSGT1HHHF* * 

PTSKIFASCFLDIMFCWT*GCS/S 

* WRNA ATRRHNNNF1 


6760 


37128 


A 


6810 


901 


1142 


GPEDLQGLFILSFQDPLL/SHPV 
CLEALAPFPSPPVVP1SSFPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


6761 


37129 


B 


6811 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


M TH VTALRTSSN LMRN * RK VG 
EAKSQQEH*S*QACHLKSRMSS 
SRLWIN 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LT1 WQDSNPGSCL*GCSVCAH A 
/CVGGQHM VCF* PSYSL YLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6766 


37134 


A 


6816 


1 


583 
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SEQID 


SEQ ID NO; 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=L)n known, 


INU: 


of peptide 


noil 


in uoorN 


location of first 


couon ior iasi amino acia 


*=Stop codon, /—possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, ^possible nucleotide insertion) 










sequence 






6767 


37135 


A 


6817 


I 


486 




6768 


37136 


A 


6818 


2 


1001 




6769 


37137 


A 


6819 


1 


2307 




6770 


37138 


A 


6820 


3 


393 




6771 


37139 


A 


6821 


1 


1776 




6772 


37140 


A 


6822 


1 


1140 




6773 


37141 


A 


6823 


1 


558 




6774 


37142 


A 


6824 


2 


798 


PRVR1FFS1TWYSLRVLTE1SLW 














GGL1 L V V IITIQYDMTRTRNKY L 














HTNSLVALANMSAQFRVSLHQY 














A A\QRl 1 RLFSLLSKKJ-TNKVLEQ 














ATQSLRGSLSSNDVPLPDYAQD 














LNVIEEVIRMML\EIINSCL\TNS 














LHHNPNLGITPWLLQVRRSLWN 














NFR\THPSFQGINGKILIWV1F/LS 














/SRLQGLAGKLGAELSVERVLE1 














IKQGVR\SLPKDRLKKFPELKFK 














YVEEEQPEEFFIPYVWSLVYNF 














SSRP V LG I PQDIPAVSPWVSD 


6775 


37143 


A 


6825 


3 


206 


PSASRPAWHAPALHPSPVPARG 














WQPPTGLHPLREQRGLGQHM* 














QSSGQQPQGGVGPGSHFPGAL 














WAQL 


6776 


37144 


A 


6826 


200 


601 


EMGSCDQWQRPCVPWEAVVM 














PRDP/LKMALAVVWPKMKAPR 














VTKRTP*LTSTHQLAGLTSS1SE 














SLA*MRHSPGKTKMKQAARPP 














MTEITLPMSGMKS/VQQQGEQE 














PDQRLQHSPPPLPPHVLLHWHP 














LVAQPQA 


6777 


37145 


B 


6827 


25 


1407 




6778 


37146 


A 


6828 


1786 


1795 


HC*LNALPSGETWGQKRGLPG 














TQLPLPL/VPLR A PKG RSPKG SK 














G PTHHTWALSSFSLTPSQ VTVG 














TEDQATSASGRPWLRIGTGPGG 














G R V W A G RDS\RG VP A LT VLH V 














LSSLGRETP*RPCLRGPTAPAGP 














KRAPGKWLPWSQAPPCGCCPR 














*LSHVL*DRNRCAW*KGGGRG 














L/L RA PTPVPEL A PH PCG P A PTL 














SKPLSSPN M PAQGLTQE* PGS V 














ANLPPYGPALLCLGRREWDER 














GQVG*VPTESEME*RRTEPLKT 














PGDCSAAASKIPSFFSNRTPFPPL 














CPHKNKLKGT 


6779 


37147 


A 


6829 


1 


311 




6780 


37148 


A 


6830 


1 


402 




6781 


37149 


A 


6831 


1 


750 j 




6782 


37150 


C 


6832 


130 


450 
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SEQID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Wet 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=*Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 

NNSWRYLSNRLLAPSDSPEWLS 

FDVTGVVRQW/VWSRGGEIEGF 

RLSA\HCSCDSRDNTLQ V DING F 

TTGRRGDLATIHGMMRPFLLFM 

ATPLERAQHLQSSRHRRALDTK 

YCFS\STEKNCCVRQLYIDFRKD 

LGWK\WIHE\PKGYHANFCLGP 

CPYIWSLDTQYSKVLALYNQH 

NPGASAAPCCVPQALEPLP1VY 

Y VG RKPK VEQLSNM I VRSC KC 

NLGPAPPRPAPAGPAPPRPAPV 

ALPMGAVFKDTRAPSPPGAPLK 

MERGKKKKKK 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 

GN V V KPM SC AG DLQ/PFTRVT V 

HWGKGNDQTFQDLLDTGSELT 

LIPGDPKRHCGPPVKIGAYGGQ1 

1NGVLAQVQLTVDAVGPWTHP 

VVIFPVPECIIG1DMLSSRQNPHT 

GSLTGRVWTIMVRKAKWKPLE 

LPLPRKIVNQKQYHIPEGIVEIS 

AT1KDLKDAGVV1PTTSPFNSPI 

WPVQKTDGSWRMTVGYCKLN 

QVVTPIAAAVPDVVSLLEQINT 

PPGTWYAA1DLANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 


LF LF LLSS H PRRSS A S W Y RH RH 
PHH PS A ARLPV ADSASSSSSPSS 
SSPSPSSSSSSSSPPSSSSFVYPHC 
QPPAPHFPH*HSR*QGRLFHFLP 
LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence - 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6798 


37166 


A 


6848 


1 


192 


CALNAGL/1GENEAKKRRSKVT 

QEADFPGSMDGASNFVRGDAI 

AGIL1MVINIVGGLLVGVLQHG 

MSMGHAAESYALLTIGDGLVA 

QIPALVISTAAGVIVTRVSTDQD 

VGEQMVNQLFSNPSVMLLSAA 

V LGLLGL VPG M PSL VFLL FT AG 

LLGLAWWIRGREQKAPAEPKP 

VKMAENNTVVEATWNDVQLE 

DSLGMATGLLT*PIFRAQWTGQ 

VTLFAAMPSPGSSSWSLTLSAG 

CWSACCNMA 


6799 


37167 


B 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPS1TVVSIDSQASKP 
LKTPQLWCQLRQYSFKHSFLV 
VPTCP VPLLG * DTLTKLS A SLTI 
PGLQPHLIATHLNPQVEDTSIPS 
LATYH APLTISLKPNHPYPSQC 
QYP1 PQHALKG LKPV1THLLQH 


6802 


37170 


C 


6852 


35 


346 




6803 


37171 


C 


6853 


239 


484 




6804 


37172 


A 


6854 


1 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSL1SDCCASN 

ERSSMGIGPSEPCAGYNLLVCR 

LTKKKRIRSTN K V WD Y V KRPN 

LRIIGVPEEEENSKSCENILGEIIE 

ENFPSLATDLD1QIQEAQRTPQK 

F1TERSLPRYIV1RLSKVKTKERI 

LRAVRQKHQIFtTQRLKTNTAQ 

SPQKLPGPSQTLLVTLTRE1TIVP 

GLDFNPASHHADTTPDPHDCIS 

LIHLTFIQFPHISFFPVPHPDHTW 

F1NGSSTRPNRHSPAKAGYAIVS 

STS1IEATTLPSSTTSQQAEFIAL 

TQALILAKGLCINIYADSKY/AF 

HILHHHAVIWAERDTFTG 


6807 


37175 


A 


6857 


1 


1269 




6808 


37176 


A 


6858 


1 


741 




6809 


37177 


B 


6859 


411 


1257 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 1 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPHSTPISHPAACFKKIKACY 

HLPATAWPFKAYKLSLQFPHFT 

CPKTRQGLQHNSHKNTRALPD 

YRLRLISQTPIPSTKQQLLSFLG 

MVSKVRILTQELGPRPIAFLSKQ 

LDLTVLTQPSCLHAAAAAALIL 

LKALKITKYAQLTLYSSHNFQN 

LFSSSYLMHILSAPWLLQLYSLF 

VESPTITI VPGTDFN PA SH 1 1 L DT 

TPDPHDCISLIHLTFTPFPR1SFFP 

VPHPNHIWFIDGSSTRPKCHSPA 

KAGY 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 


3 


879 


SGDLPWEINPPSSYTLLCEKDPP 

TTSGPQTNQPKKHXLTNFKSETK 

ETRFIRGPTTPAPVTDWEGSLPL 

VFNHSRDTSLIIHPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELGPNSSSASAPPPYNPF1 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKVAGAKGIVKDLINLT 

FKVYNNRKKLQFLASTVRQTP 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

PR1PPKPHP1CVGPHWKSDCPTH 

LAATPRAPGTLAQGSLTPSQ1FL 


6814 


37182 


A 


6864 


143 


331 


DTSTPSLVTDHASLT1SLKPNHF 
YPD*CQY P1PQH ALKG LKPVITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPV1TRLLQHGLL 

RPINSPYNSPFLLVLEPDKPYRK 

RK*ISPPNRHILASVEVLKNQVN 

SHEFERSALIHTLTSGLAPCSLH 

KMCSKLPRSFLSVGSGTGKEAR 

SKILTFRTASRHLVL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


6817 


37185. 


A 


6867 


1 


1374 


MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

V 1 Y RFN A 1 PI KLPMTFFTELEKTT 

LKFfWNQKRARlAKSlLSQKNK 

AGG1TLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSE1TPH 

TYNYLIFDKPEKNKQWGKDSL 

FN K WC WEN WL A1CRKLKLDPF 

FTP YTK IN S R WI KDLN VRPETIK 

TLEENLGITIQD1GVGKDFMSKT 

PKAMATKDKTGKWDLIKLKSF 

CTAKETTIRVNRQRVAALLNSA 

V FQN A VEVV V WPSSEVH VKFL 

FCKIISCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKRJKACY 

RS P VTA WTFKA YKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKP1NSPYNSLILPVQK 

PDKPYRKLESFTSKA1KWHQ1PS 

\PGKHLC**GS*RSPVTA WTFKA 

YKLSLQFPHFTCPKTGQALQEA 

GV1HFKGHQMASDPITQGNTYA 

NKVAKEAASVLTSVPHGQFFSF 

SS V TPTYFPTEIDFTY M PQ V RK L 

KHLMV 


6818 


37186 


A 


6868 


122 


281 




6819 


37187 


A 


6869 


2 


2144 




6820 


37188 


A 


6870 


224 


418 


LSQWRHALKGLKSVITRLL*HG 
LLKP1NSPYNSPIVPVLKPDKTY 
RKVESFTAKT1KRCQ1PLL 


6821 


37189 


A 


6871 


5 


289 




6822 


37190 


A 


6872 


1 


2205 




6823 


37191 


C 


6873 


1 


2082 




6824 


37192 


B 


6874 




1614 




6825 


37193 


A 


6875 




2067 




6826 


37194 


A 


6876 




1152 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRJFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

L WRF L Y LRDFRG DFRN D I Y S WT 

TKDFEYYINLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSPILPVLKPDKPY 

KLVQDLHR1NQIVLPIHPCGAQP 

HTLFCPQYLPPQLTIPVPDLKDA 

FFTIPLQPSSQ\PLFAFT*TDPDT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRNLSPISNR1FSD*R 

C PI A SEAS WTI TD ALG/RLLQ WR 

HGLLNPINSPYNSP1LPVQKPDK 

PYRLVQALLSLPQLPLFLAWTSI 

WPPTLFR1TLLNPMTVSL*ST*H 

SLHFPMFPSFLFLTLITLGLLMA 

VPLGLIATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSPILP 

VLKPDKPYK\*VQDLRLINQIVL 

PIHPVVVPNPYTLLSSIPPSTTHY 

SVLDLKLAFFTIPLHPSSQPFFAF 

TWTDPDTHQAQQIT*AVLPQSF 

SDSPHE 


6832 


37200 


A 


6882 


2 


196 


IHGCKflQCKRILSNFTEVADHV 
HDQIRJL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRPITGSEIEAIINS 

LPTKKSPGPDGITAEFYQRYKE 

ELVPFLVKLFQSTEKEGILPNSF 

Y E A SI I LI PKPGRDTTKKENFRPI 

SLMNIDAKILNKILANRJQQHIK 

KLIHNGQHINRTNDKSHIIISIDA 

EKTFG KJQQ PFM L KTLNKLG ID 

GTYLKI1RAIYDKPTANIILTGQ 

KLEAFPMKTGTREGCPLSPLLF 

N1VLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENP1V 

SAQNLLRLISTFSKVSGYKINVQ 

KSQAFLYTKNRQTESQILSELPF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKALLNEIKEDINK.WKN1PC 

SWVGR1NIVKMAILPKVIYRFN 

AlPIKLPMTFFTELEKTTLKFIW 

NQKSARJAKSILSQKNKAGGIM 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNTTEPSEIMLHIYN 

Y/LIFNKPEKNKKWGKDSLFNK 

WCWENWL 



789 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence ! 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6834 


37202 j 


A 


6884 


69 


2415 


DKTSRGTIRQQRLRFTNIRCSAA 

TAADIQANRVWRGPPANSNRP 

AANRVLTV RRKTN KQKG H PHQ 

KP1CTSPSSNTKEIQTTIREYYKH 

LYANKLENAEERDKFLN1YTLP 

RLNQKEVESLNRPITGSEIEAIIK 

SLPTKKSPGPDGFTAKFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASHLIPKPGRDTTKKENFRPI 

SLMNIDARILNKILANLIQQHIK 

KLIHHDQVGF1PGMQGWFNICK 

SITMIIQHMNRTKDKNHM11SIDA 

EKPFDKIQQPFMLKTLNKLDID 

GT Y LKI V RA K YDKPTAN 1 1 LNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARE1RQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSKVSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FT1 A SKRJ K YLG I QLTRD V KDRF 

KENYKSLLSEIKEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

N A I PI KLPMTFFTELEKTTLKFI R 

NQKRARIAKSILSQKNKAGG1T 

LLDFKLYYKATVTKTAWYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTS 

YTKINSRW1KDLNVRPKT1KTLE 

ENLGNT1QD1GMGKDFMSKTPK 

AMATKAKLDKWDLIKLKSFCT 

AKETT1RVNRQPTGWEKIFATY 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 





790 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVLILQEIRS 

MRQKENKDIQDLNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHCI/ 

RTYSKIDHTLGSKALLSKCKITE 

IITDSQTTVLSELR1KKLTQ\NRS 

AT WKLN/M LLN D Y WVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSKIDTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEASIILI 

PKPGRDTTEKENFRPISLMNIDA 

KILNKILANRIQQHIKKJLLHHDQ 

VGFIPGMQGWFNICKSINVIQHI 

NRTSDKNHTIISIDAEKAFNKIQ 

QLFMLKTLNKLGTNGMYLKIV 

RAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPLSPLLFN1VLEVLA 

RA I RQEKEIQG IQLGKEEVKLSL 

FADDMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINLQKSQAFLYT 

NNRQTESQIMSELPFTTASKRIK 

YLG1QLTRDVKDLFKENYKPLL 

NEI KEDTN K WRN I PCS WVG RIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKTILKFRWNQKRAHI 

A KTI LSQKNKAGGIRLPDFKLF 

YKATVTKTARYWYENRDIDQ 

WNRTEPLE1MPHIYNHL1FDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTS YTK INSR Wl 


6838 


37206 


A 


6888 


1 


1677 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6839 


37207 


A 


6889 


2 


2400 


SMRQKENKD1QDLNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

El ITDSQTTVLS EL R 1 KKLTQVN R 

SATWKLN/MLLNDYWVrfNEM 

ICAE1 KM FFETNENKDTTYQNL 

WDTFKAVCRGKF1ALNAHKRK 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTEKENFRP1SLMNJ 

DAKILNK1LANRJQQHIKKLLHH 

DQVGFIPGMQGWFNICKSINV1 

QHINRTSDKNHTIIS1DAEKAFN 

KIQQLFMLKTLN K LGTNG M YL 

KJ VRAIYDKPTAN 1 1 LNGQKLE A 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIQGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKL1SNFSKVSGYKINLQKSQA 

FLYTNNRQTESQIMSELPFTTAS 

KR1KYLG1QLTRDVKDLFKENY 

KPLLN El K EDTN K WRNIPCS WV 

GRINIVKMAILPKVTYRFNA1P1 

KLPMTFFTELEKTILKFRWNQK 

RAHI AKT1LSQKTM KAGG 1 RL PDF 

KLFYKAT VTKT A R Y WY EN RDI 

DQWNRTEPLEIMPHIYNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

MWLAICRKLKLDPFLTSYTKIN 

SRWIEDLNVRPKTIETLEENLG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 j 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK\LSSQFSQLEERVSGM 

EDQTNETKDTHRLK1KGWRKIY 

QANGKQKKAEAAILVLDKTDF 

KPTKIKGDKQGHYIMVKGSIQQ 

GQLTILNIYAPNTGASRL1KQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDLID1YRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTEIITNRLSDHSAIKLELRIKEL 

TQNRSTTWKLNN LLLNDY WNL 

WDTFKAVCRGKFIALNIQKRK 

QERSKIDTLTSQFKELEKQ EQT 

HSKASRRQEITKJRAELKERETQ 

K SLQK I S ESRS WP FEKINN I DTP 

L ARL I K K KREKNQIDTIKN DKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMNKFLDTYTLPRLN 

WEEAESLNRPITGSEFEAIINSLP 

IKKSPGPDGFTAKFYQSYKEEL 

VPFLLKLFQSIEKEG1LPNSFYE 

ASIILIPKPGRDTTKKDNFRPISL 

MN1DAK1LNKILANKIQQHSKK 

LIHHNQVGF1PGMQGWFNTCKS 

IN1IQHINRTKDKNHMIISIDAEK 

AFDKIQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6844 


37212 


A 


6894 


2 


1880 


APNTGAPRF1KQVLSDLQRDLD 

SHT11MGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKI 

DH ! VG S KALLSKC KRTEII TN C L 

SDHSAIKLELRIKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

M VFETN DTLPRLNQEE VESLNR 

PKTGSEIEAIINSLPTKKSPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

SIEKERJLPNSFYEASIILIPKPGR 

DTTKK/EENFRPISLMNIDAKIL 

NKILANRIQQHIKKLIHHDQLGF 

IPGMQGWFN1CKSMNVIQHINS 

PKDKNHMUSVDAEKAFDK1QQ 

PFMLKTLNKLGIDGTYLKIIRAI 

YDKPTASIILNGQKLEAFTLKTG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIISAQNLLKLIGN 

FS K VSG YTINVQKSQ AFL YTNN 

RQTESQIMSELPFTIASKRIKYL 

G I QLTRD V KDFFKEN YKPLLN E 

1KEDKNKWKNIPCSWVGRINIV 

KMAIPPKVIYRFNAIPIKLPMTF 

FGMIFLSQKYGHVTLLFRLLQW 

LLNVARNNNKVFYKIYKVGHK 

LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


37214 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEM EG I 

VIVKVEEEDEEDHFQKERNKVE 

SSPQVLSRSTTMNERALLSSYL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRTIFDDKSADKLRTIP 

LS DNTI SRRJCTI A K H LE A M L IT 

RLQSGIDFAIQLDESTDIASCPTL 

LVYVRYIPLKLRLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

AAWLKTAVQGREAPGKQPSKQ 

QHSAKRKTHRTQLKKESGDGP 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6848 


37216 


A 


6898 


1 


2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEKFREK 

RRKRNEQSLQEIWDYVKRPNL 

HLIGVPESDRENGPKLENTLQDl 

1QENFPNLARQGNIQIQEIQRMP 

QRYSSRRATPRHIJVRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HFYANELENLEEMDKFFETYTL 

PRUNQEEV ES LN RPITGS AIEA 11 

NSLPTKKSPGPDGFTAEFYQRY 

K E EL VPFLLKL FQS IEK EG I L PN S 

FHEASIIL1P 


6849 


37217 


B 


6899 


1 


3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 


1 


545 




6852 


37220 


A 


6902 


71 


370 


RRCKVRPSARGVLRYAVCVCV 

CVCVYPCVHVCTCVRMCLCVC 

VCVCE/CSVEIHCGGQGCARCIC 

LQPQEGGCTEQAVALHCAAQL 

WRNRLKLMKQPVARV 


6853 


37221 


A 


6904 


1 


738 




6854 


37222 


A 


6905 


1 


567 




6855 


37223 


A 


6906 


1 


1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 


I 


552 


NALPGRKSRVFSGCVSADTWK 

PPSSAKVTETKGASPAFLRAGQ 

PRLVPGETLEKSLGPGKDPQVE 

PQHPVHLPGISSEGFPWDGFNE 

QTPKDNLPNRDGGAWVLGYRA 

GPACPFLLHEEREKSNRSELYL 

D LH PDH S LTEQDDRTPG R LQ A 

V WPPPKTKDTEEK VG LK YTE A 

EYQAA1LHLKRE 


6858 


37226 


A 


6909 


1 


561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLG M RERSELVNV. 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

FI EDPTPAGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRL1 

LH IG DPDEEIGCEALDG 1 1 1 L YT1 

LELQKRARDKEETNKKELYES 

NKHFLGPYNPVSPCQNJLRVIEE 

FGDFLGPQQIKDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQG1 

YMQLSHIQEPRARQVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6860 


37228 


A 


6911 


3 


730 




6861 


37229 


A 


6912 


2 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQKCPGKAPRGLRWVTADGKL 

TANEQGHNVTLMVQLEEGDVQ 

RTLIQVDFGDGIAVSYVNLSSM 

EDG I KH V YQN VG 1 F RVTVQAL V 

RLPPHISQCDEVFRFFEARPEDV 

N PPKDQ ALLLG ELG P A V ELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTK1SSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTE1CFPELCDMLGTRME 

QEGSRALTSEARLCYVCSGSVE 

RLVECWAKCHQALSPMALQD 

MHVISTDENQVFAAVQEWNQN 

DTYNLYISDTRGVYFTLALEMV 

QSSRGPEGNIMIDLYEVTl 


6862 


37230 


A 


6913 


1 


1659 




6863 


37231 


A 


6914 


540 


824 


KPRLENYVKNAEASGADAINW 
K KG Y/L V M EDEMN EM KREGK F 
REKRIKRNEQSLQEIWDYVKDQ 
IYVRLVYLKVTGRMEPSWKTL 
CRILSRRTSPI 


6864 


37232 


A 


6915 


1 


939 




6865 


37233 


A 


6916 


285 


458 


QVFSQLEGRIALGKFQRPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866" 


37234 


A 


6917 


3T 


171 




6867 


37235 


A 


6918 


294 


461 




6868 


37236 


A 


6919 


2 


255 


LIPCPATVNNVSDIMGMYMKE 
CSASLITREMQIRTTIMRHHLTS 
IGTEMIRK/SKNNECWSGRECQ 
TVGAGQCVRAPCASRSRARH 


6869 


37237 


A 


6920 


2 


393 




6870 


37238 


B 


6921 


87 


633 




6871 


37239 


A 


6922 


78 


260 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLEI 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKICAPT*TKHVVW*LES*M 

WEEPRWPN\GKAPVYSSQREQR 

RRRVISAFPSEGVLPSTFKNKKF 

TVKQPQVG RS VG 1 PEEG 1 V 1 IGD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 


3 


201 


LKEMQINTTMRYHS\TPSRTS*\l 
KKTDNNKFWMRMTEKLETSY 
CWWECETMQPRWKVSLQYLL 
PL1 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 




oi pcpuuc 


hod 


in I KSN 

111 UOOI ~ 


loratinrt Af first 


LOUUM IUI 12151 allllllU UVIU 


~«31Up VtfUUIl, # IIUvICUIIUC 




sequence 




09/540a«7 


codon for peptide 


of peptide sequence 


deletion, V=poss»ble nucleotide insertion) 










sequence 






6874 


37242 


A 


6925 


1 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


RAKSPANI1MTGSNSHITILTLN 














VNGLNSPIKRHRLASWIKSQDP 














SVCCIQETHLMCRDTHRLKIKG 














WRKIYQANGKQKKAGVA1LVS 














DKTDFKPTK1KRDKEGHYMMV 














KGSIQQEELTILNMYAPNTGAP 














RFIKQ VLSDLQRDLDSHTLI MG 














DFNTPLSTLDRSTRQK VN KDTQ 














ELNSALHQADL1DIYRTLHPKST 














EYTFFSAPHHSYSKIDHILGSEA 














LLSKCKRTEI1TNYLSDHSAIKL 














ELRIKNLTQSR 


6877 


37245 


A 


6928 


3 


331 




6878 


37246 


A 


6929 


364 


853 




6879 


37247 


A 


6930 


2 


531 


RPRVRELVGGSAIQALKEWNTT 














GKLRINH* KRCGSTQHHGSKYA 














TDKEERPDNACPLQPQPPQ1QNG 














PMNGCEKDSSSTDSANEKPALI 














PREKKIS1LEEPSKALRGVTGPNI 














EKSAKDLQRCTVSLTRYRVMIK 














EEVDSSVKKITAAFAELHNCIID 














KEASLMAEMGTVNEQAMRC 


6880 


37248 


A 


6931 


1 


456 


ISILEEPSKALRGWTEGNRLLQ 














QKLSLDGNPKPIHGTTERSDGL 














QWSAEQPCNPSKPKAKTSPVKS 














NTP A A HL E 1 K.PDEL A KKRG PN I 














EKSVKDLQRCTVSLTRYRVMIK 














GEVDSSVKNIKAACAEFP1CIID 


- 












REVSLMAEM\DKVKGRKPW 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 


1 


2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESVLSRKLNPF*KATGTSR 














SESAVWAIIDAVSSPQKRLLDSE 














FIDPLMNKKARISHLTNRVPPTL 














NGHLNPTSEKSAAGLPLPPAAA 














AIPTPPPLPSTYLPISHPPQIADS 














HSPAAPVQGIQPFLTADQYWLE 














N RYPSQH LSRVTA SRA RHQT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


1 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 


A 


6939 


103 


298 


CLWLFQEEEEEEEEEEEED*EEE 














EEE/EEEEEEEEEEEEEEEEEEEE 














EEEEEEEEEEEEEEEEEEEEEEKI 














FLGHRVGI 


6889 


37257 


A 


6940 


117 


257 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6890 


37258 


A 


6941 


46 


219 


LKECNCIVCNSKNKCLKG'KKK 
EEEEEEEEEEEEEEEEVEEEEEEE 
EEEEEEEEEEEGRRGRGRGRRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 

YGPGEAALLLWLCIEAAAAAA 

AARSTTTPIITNHQSNTIAEQNP 

PRHENG DPKTYll H VL A EQ VLE 

RLPHGVALRHDPLAPVVSRAG 

GVGHQRCAADDALQPLLQGRP 

EPGLAERHGVQDNLILfCVSHTH 

TQKSAEKRAVSDPSSTVHRPQP 

LPPSTVHQSTIPSNPDSSSAYCL 

PSTRHGFSSYTDSFVPPSGPSNP 

MNPTIGNGLSPQRVHYQHLPTH 

AGGKRNAALEYGVPRKYYHM 

LKITASDYEKTKPFQVGDKVM 

G SG WRK VG MQT* FL*LKKEEE 

EEREEEEXEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


MWLARELEESLAVSLQGEPGL 

LAGAGRLQGSPFSHPMEPGRQS 

ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 

DQLDTM\FGTHQQTSPTQRSAR 

RRPCSVQGPRS*SPFSHPMEPGR 

QSETLSQKKKKKEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEGEEEEGEE 

EEDQLDTMLWDSSTNLTNTAL 

SKEKTMFSSRAKIVKPNGEKPD 

EFESGISQALLELEMNLDLKAQ 

LWELNITAAKEIEVGGGRKAIII 

FVPVPQLKSFQKTQVQLRRILP 

KPTQKSCTNNKQKLPRSCTLTA 

VHDAfLEDLVFPSEIVGKRIHVK 

LDGSHLIKI H LDEAQQNN VEHK 

VEPFSGVYKKLMGKDVNFEFP 


6895 


37263 


A 


6946 


I 


1365 




6896 


37264 


A 


6947. 


416 


610 


EFKKP VLEGG A* RGEGGSPC V 
WSFFDPVHFNYQAGLFRVALP 
G EQCRTG RL V A R V YTG I SG A SF 


6897 


37265 


A 


6948 


1 


846 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6898 


37266 


A 


6949 


3 


620 


HVTLL1VVTQSHLVIHNLFEGMJ 

WFIVPISCVICNDIMAYMFGFFF 

GRTPL1KLSPKKTWEGFIGGFFA 

TVG FG LLLS Y VM SG YRCF VCP 

VEYNNDTNSFTVDCEPSDLFRL 

QEYNiPGVIQSA\IGW\KTVRMY 

P\FQIHSIA\LSTFASLIGPFGGFF 

ASGFKRAFK1KDFANTIPGHGGI 

MDRFDCQYLMATFVNVY3ACV 

LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 


1 


1305 


MVKGS1PQEELT1LN1YALNTGA 

PRF1KQVLRDLQRDLDSHTIIMG 

DFNTPLSTSDRSTRQKVNKDIQ 

E LN S A LHQ A Dl I DI Y RTLHPKST 

EYTFFSAPHHTYSKIDHIVGSKA 

LLSKCQRIE1ITNCLSDYSAIKLE 

LRI Q K LTQNC ST1 WK LNM LLLN 

DYWVHKEMKAEIKMFFETNEN 

KDTTY H H L WDTFKA VCRGKF1 

A LN A HKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITKl 

RAERKEIETQKTLQKINESGSW 

FVEKINKIDRPLARLIKKKREKN 

Q1DAIKNDKGVITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYNLRRLNQGEVESLNRPITG 

SEfEAIINSLPATKKSPGPNGFTA 

KF'QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKDIQELN 

SALHQADIIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCQRIEIITNCLSDYSA1KLELRI 

QKLTQNCSTIWKLNNLLLNDY 

WVHKEMKAEIKMFFETNENKD 

TTYHHL WDTFKA VCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQE1TK1RA 

ERKEIETQKTLQKINESGSWFV 

EKINKIDRPLARLIKKKREKNQI 

DAIKN DKG VI TTDPTEI QTTI RE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


I 


1926 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
^top codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1YQANGK*KNK/QKKAGV 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGS1QQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

NKDIQELNSALHQADLINIYRIL 

HPKSTEYTFISAPHRTYSKIDHI 

VGRfCALLRKYKRTEIlTDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLLLNDYWIHNKTKAEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKF1ALNAHKRJCQERSKID 

TLTSQLKE/LEKQEQTHSKASRR 

\NLEEMDKYLDTYTLPRLNQEE 

FESLNRP1TGSEIEA1INSLPTKJCS 

SGPDGFTAKFYQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRKIYQANGK/HKKAGVAIRV 

SD KTDF KPTKI KRDKEG H Y LM 

VKGSIQQEELTILNIYATNTGAP 

GFI KQ VLS DLQRDLDSHTl I M ED 

FNTPLSTLDISMRQKVNKDTQE 

LNSALHQEDLID1YRTLHPKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEHTNYLSDHSAIKLE 

LRI KN LTQSRSTT WKLNNLLLN 

DYWVHKEMKADIKMFFETNES 

KDTTYQNLWDAFKAEELESLN 

RPITASEIVAIINSLPSKKSPGPD 

GFTAKFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFDEASIILIPKLG 

RDTTKKENFRPISLMNIDAKILN 

K I L ANQIQQH I KJCLI HHDQ VG FI 

PGMQGWFNIHKSINVIQHINRT 

KDKNHM1IS1DAEKAFDKIQQSF 

MLKTR1M KLG IDGTYLK IIRA I YD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEDVKLSLFADD 

MIVYLENPIVSAPNPLKLISNFS 

K V SG YK IN VQKSQAFL YTNNR 


6909 


37277 


A 


6960 


1 


2169 





800 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6910 | 


37278 


A 


6961 


2 


1255 


EGKFRENR1KRNEQSLQEIWDY 

VKRTNLRL1GVPESDWENGTKL 

ENTLQD1JQENFPNLAR*AKIQRI 

RSQDPSTHLTSRDTHRLKIKGW 

RK1YQANGKQKKAAVTILVSD 

KTNFKPTKIKRDNEGHYIMVKG 

SNQQEELTILNIYAPNTGAPRFI 

KQ V LRDLQRDLDSHTHTG DINI 

PLSTLDRSTKQKVNKDTQELNS 

ALHQVDLIDIYRTLHPKSIEYTF 

FS APH HTYSKVDH I LGSKALLS 

KCER1EIITNCLSDHSAIKLELRI 

KNLTQNHSITWKLNNLFLNDY 

WVHNEMKAEIKMFFETSENKD 

TTYQNLWDAFKAVCRGKFIAL 

NAHKRKQERSKIYTLTSQLKEL 

EKQEQTHSKASRRQEIIKIRAEL 

KEIETQKTLQKLTMES1SHQLEW 

QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


1 


1122 




6912 


37280 


A 


6963 


551 


1536 


E1LSPPGLPYKSS*KKH*TWKGT 

TGTSCC/TNHAKIVTHRLK1KGW 

RKIYQANGKQKKAGVANLVSD 

KTDFKPTKlKRDKEGHYiMVKG 

SIQQEELTTLNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLLTLDRSTRQKVNKDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHIYSKTDH1LGSKALLS 

KCKRTEI1TNYLSDHSAIKLELR1 

KN LTKNRSTTWKLNNLLLNDY 

WVHNEMKAEMKMFFETNENK 

DTTYQNLWDTFKAMCRGKFIA 

VNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQE1TKJ 


6913 


37281 


B 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


B 


6966 


1 


1056 




6916 


37284 


B 


6967 


124 


963 




6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




69J9 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGSIQQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKjWCRGK 

FI PLNAH K RKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ER1NKIDRLLARLIKKKREKNQI 

DAIKNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASIILIPKPGRDTTK 

KENFRPI SLMNID A K I LNKKL A 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK 

NHMIIS1DAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIVKMA!LPKMCL*R 

RWTPLCLLTAAASLNRE*ERLV 

QPLLWRQMYCGPRHCRQVPQH 

RRLNWSPSLRLS 


6922 


37290 


A 


6973 


1 


2673 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLTIVAEGEGGAGMSLG 

ESGNKIKRDKEGHYIMVMGSIQ 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTNMRDFNTPLS 

ALERSTREKVNKJ3IQELNSALH 

QADLVDIYRTLHPKSTEYTFFS 

APHRTYSN1DHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELRIKK 

LTQNRSTTWKLNNLLLNDYWV 

HM EMKAEIKM FFETJEN KDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKFNESRSWFFERINK1 

DRPLARLIKKKREKNLIDAIKN 

DKGDITTDPTE1QTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIV A UN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLKRVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTAIAKLNHKLCEIK 

SMGVFINTEPLYDSCLEQKHAL 

F ASPPATTHSTTM ISKA KVIPM L 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLINLCCPKLPSPSPA 

HLGGLPGGSQERPSRQYLYESA 

RTTVLLG LGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKKREK1QIN 



803 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6924 


37292 


A 


6975 


1 


1687 


MLKGSIQQEELTVLNIYAPNTG 

APRC1KQVLSDVQRDLDSNTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDFYRTLH 

PKSTE YTFFSAPHHTY SK I DHIL 

GSKALLSKCKRTEIITNSLSDHS 

A1KLELR1KNLTQNRSTTWKLN 

NLLLND Y W VHN EM FCA EI KMFF 

ETKENKDTTYQNLWDAFKAVC 

RG KFI ALN A YKRKQERSKIDTL 

TSQLKELEKQEQTHSKEIQTTIR 

EYYKHLYTNKLENLEEMDICFL 

DTYTLPRLNQEEVESLNRPITGS 

EI VAIINSLPTKKSPGPDG FTAEF 

YQRYKEEMHIMRAKDKN HMI1S 

IDAEKAFDKIQQPFMLKTLNKL 

GIDGTYFKIIRAIYDKPTVNIILN 

GQKLEAFPLKTGTRQGCPLSPL 

LFNIVLEVLARAIRQEKEIKGIQ 

LGKEEVKLS\LFADDMIVYVEN 

PLPSQPQNLL*GWLSNFSK/MSS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQFTR 

DVKDLFKENYKPLLNE1KEDTN 

KWKNIPCSWVGRINIVKVMAILP 


6925 


37293 


B 


6976 


1 


2431 





804 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMMIQV 

AVAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

VIQNVFGHRSKKENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQEIPVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRP1NQVLSDIERDLDSH 

Kl 1 MGDFNTPLSTLDRSTRQK V 

NKDTQELNSALHQADLTDIYRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSKWKRTEIITNCLSD 

PRAIKLELR1KKLTQNRSSIWKL 

NNVLLNDYWVHNEMKAEIK1F 

FETNENKDTSCQNLWDTFKAV 

CRGKFIALNAHRRKQERSKIDT 

LTSQLKELEKQERTHSKASRRQ 

EITKIRAEMKEIETQKVTLQKINE 

SRSWFFEKINKIDRPLARLIKKK 

REKNQ1DAIKNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEVVAI1NSLPTKKSPGPDG 

FTAEFHQRYKEKLISELLPMPN 

HTALKKQTQDLS DC KA M FL Y Y 

QS VS VQTA I IN YH RL RG LNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6927 


37295 


A 


6978 


1 


1848 


M S LTK.M L IC A A L LG LFC MLLG L 

RWQVAELIGMTLALSSTAIAM 

QAMNERNLMVTQMGRSAFAV 

LLFQDIAA1PLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMAMGAFLAGVLLASSEYRHA 

LESDIEPFKGLLLGAVFTPRVVV 

NIYSSELRTAKNYQANGKQKK 

PGVAILVSDKTAF/KPTEIKRDK 

EGHYMMVKGS1QQEELTILNIY 

APNTG A PRFI KQ VLSDLQRDLD 

SHTLMMGDFNTPLSTLDVRSTR 

QKVNKDTQELNSALHQADLIDI 

YRJLHPKSTEYTFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LS DH S AIKLELRI KNLTQS RSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDMTYQNLWDT 

FKAVCRGKFIALNAHKRKQERS 

Kl DTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKA1Q 

KINESRSWGPPGNCQQNYRNSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFLYVGKEKFPPSYLLTRKSSH 

LPTCGDPICGEKCWRVPTTSGQ 

GNKADQWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


6930 


37298 


A 


6981 


3 


2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFKPTK1 

KRDKEGHY1MVKGSIQQEELTI 

VNIYAPNTGAPRF1KKVLSDLQ 

RALDSHT11MGDFNTPLSTLDRS 

TRQKVNKD1QELNSALHQADLI 

DI YRTL H PKSTE YTF FS APH YT Y 

PKIDHIVGSKALLSKCKRTEIIT 

NCLS\DHSAIKLELKIKKLTQNL 

STTWKLNNLLLKDYWVHKEM 

KAEIKMFFETNKNKDTTYQNF 

WDTFKAVCRGKFIALNAHKRK 

QEGFKIDTLTLQLKELEKQEQT 

HSKASRR1NK1DRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGAEIVAIINSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

DITKKENFRP1SLMMIDAEILNKI 

LASQMQQHIKKLIYHNQVGFIH 

GMQGWFNIHKSMNVIQHINRTK 

DKNHTIISLDAEKAFDKIQQPF 

MLKLKTLNKLGIDGMYLKI1RA 

IYDKPTANIILHWQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AVRKEKEIKRTQIGREEIKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFTKVSGYKINVKKSQAFLYN 


6931 


37299 


A 


6982 


3721 


8717 


M LPI KRH RL AN W I K\SQDP\S VC 

C IEETAHLTCRDA HRHKIKGWR 

K I YQ ANG KQNKTKQQKKQGLQ 

ILVSDKRDFKPTKIKRDKEGHYI 

MVKGPIQQ\EELTILNIYAP\NTG 

APRFIKQVLSDLQRDLDSHTLI\ 

MGD\FNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTE YTFFSAP\H HTYSK1DHI L 

GSKALLSKCKRTE1IT\NYLSD\H 

SA\IKLKLRIKNLTQNHSTT\WK 

LNNL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 

VVHLQKSTPIEALNNKNIKPLLS 

TFSQVPG/SINHSSCENVLAIISL 

AIGGVTEGICTASTPFVLLGDVL 

DCLPLDQC DTI FTF V EKNVATW 

KSGTASLPAAFMAGVEHLWLF 

QVNGANCQWIYPSGVWRTVAL 

FSQLH 


6933 


37301 


A 


6984 


1 


312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 

PGSLGLPSCISAITVQSSPGLRLC 

SCGQGPRVNTPGTFCLPQPNRPV 

SLSFSQMKLLTSSHWKSFHCPA 

*INPAQSSPGPWP*PQLSGCPAF 

QFLSFG*KSLLSSGNTASSSPLW 

FLCWCFLNLVLQAKLLPDGFRPA 

HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPI T V R YN A DDST V SL 
SFSQMKLLTSSH WKSFHCPA* 1 
NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTKSTREALNNK 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEIINHSSCENVLAI 

MSLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDTIFTFVEKN 

V AT WKSNTF YS AG KN YLLRMC 
NDLLRRLSKSQNTVFCGRIQLF 
LARLFPLSEKSGLNLQSQFNLE 
NVTVFNTNEQESTLGQKHTED 
REEGMDVEEGEMGDEEAPTTC 
SIPIDYNLYRXFWSLQDYFRNP 
VQCYEKISWKTFLKYSEEVLAV 
FKSYKLDDTQASRKKMEELKT 
GGEHVYFAKFLTSEKLMDLQL 
SDSNFRRH1LLQYLILFQYLKGQ 

V K F KSSN Y V LTDEQS L W I EDTT 
KSVYQLLSENPPDGERFSKMVE 
HILNTEENWNSWKNEGCPSFV 
KERTSDTKPTRIIRKRTAPEDFL 
GKGPTKKILTGNEELTRLWNLC 
PDNMEACKSETREHMPTLEEFF 
EEAIEQADPENMAENEYKAMN 
NSNYGWRALKLLARRSPHFFQP 
TNQQFKSLQEYLENM V I KLAKE 
LPPPSEEIKTG EDEDEEDN DA LL 
KENESPDVRRDKPVTGEQIEVF 
ANKLGEQWKILAPYLEMKDSEI 
RQIECDSEDMKMRAKQLLVAW 
QDQEGVHATPENL1NALNKSGL 
SDLAESLTNDNETNS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


811 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKA PRA PKA P V V PLG S P A L R 

APVGTQAPRAHQAKRDSPALR 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MAARLTGRTSQTNATIFQLRKK 

FLRMQSFSVKTSLHILFS*TLER 

NSNG 


6938 


37306 


A 


6989 


91 


918 




6939 


37307 


A 


6990 


199 


380 


CSTSSRTY*IPSRCFSKG*HWRH 
TVNSNFGPMGN PSHPTTSS AHH 
TVPLIESQPSSTSKK 


6940 


37308 


A 


6991 


1 


483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 

RCL*RHGPRFSSCRLSCRRPFDK 

TCRLMCHQRLSGFPQEQTQRDS 

RCIQLLFRQRFAAASCPTHQVH 

VHRWRKPMVFLILESDLKYTV 

LSLPEECHTG AH EQSSHCLLLSL 

ASVDVHCSQRP 


6943 


37311 


A 


6995 


2 


348 


KXKRKKK1EEEEEEEEEEEEEEV 
REEEGDEEQEEEEEXEEEEEEEE 
EEEEEEEEEEDDDDDNGLLQTL 
PGLHEMRVNLTRSDGIISVWHF 
PFWHFSFLMPYEEGALLRLHLP 


6944 


37312 


A 


6996 


1 


192 




6945 


37313 


A 


6997 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEVEEEEKVVE 

EEDEF1WFLGNSLYFPSFSHFA 

WSQ1PSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 


6946 


37314 


A 


6998 


1 


257 


MGPIHKISHYVYANISKSEKVL 

KSEHFRSQAFQPGQQSETVSEK7 

EEEDEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEE1 


6947 


37315 


A 


6999 


1 


156 




6948 


37316 


B 


7000 


1 


757 




6949 


37317 


A 


7001 


1 


279 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 


i 


1226 


MPSSKGVHVHSPPRYLAAKDF 

K M IN K E LTA ATFM E V I A EDN RF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHETIYTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNKIRKSEAMVKEKKK 

A DKKG EK S ARSPSSLSDN L DFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNE/GC 

HP1RRVHSDQTHSGKL*RGKGS 

W/DCMREKASQPFKAVVPIV*V 

/VPFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVMGMR 

NGFGMFKCSTQPVSYIGHWCN 

GKRHGKVGEVATWRAEKKKK 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEEEEKIRP 


6951 


37319 


A 


7003 


3 


123 




6952 


37320 


A 


7004 


2 


458 




6953 


37321 


A 


7005 


239 


432 


CLWLFQEEEEEEEEEEEED* EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGH RVG 1 


6954 


37322 


C 


7006 


7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


I 


639 




6957 


37325 


A 


7009 


I 


651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 

ALGYTRGHFSALVAMENDGYG 

NRGAGANLNTDDDVTITFLPLV 

DSERKLLH VH FLS AQELGN E EQ 

QEKLLREWLDCCVTEGGVLVA 

MQKSSRRRNHPLVTQMVEKW 

L DR Y RQI RPCTSLF 


6960 


37328 


A 


7012 


2 


800 





810 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 

EVGFRRWVITNFSKLKEHVLTQ 

CKEAKKLEKRLEELLTRJTSLEK 

NINDLMELKNTSQELREAYTTE 

ER1SEIEDQLNEIKHEDRIREK/R/ 

VKRNEQSLQE1WDYVKRPNLH 

LT/GVPESDGENGTKLENTLQDI 

IQENFPNLARQANIQIQEIQRTP 

QRYSSRRATPRHIIIRFTKVEMK 

EKMLRAAREKGQVTHKGKPIR 

LTADPLAETLQARREWGPIFN1L 

KEKNFQHRMSYPAKLSFISVGE 

1 KYFTDKQMLRDF VTTRPALQE 

LLKDALNMERNNQNQSLQKHA 

KL 


6962 


37330 


A 


7014 


1 


870 




6963 


37331 


A 


7015 


1 


585 




6964 


37332 


A 


7016 


1 


1032 




6965 


37333 


A 


7017 


2 


770 




6966 


37334 


A 


7018 


I 


2910 




6967 


37335 


B 


7019 


239 


462 




6968 


37336 


A 


7020 


3 


694 




6969 


37337 


A 


7021 


1 


1212 




6970 


37338 


A 


7022 


I 


1140 




6971 


37339 


A 


7023 


1 


570 




6972 


37340 


A 


7024 


1 


486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLMIGGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

M S VTLLSG I IQ Y LLS ALG WS Y Y 

TVDGVSQKNPRALGVTADQLH 

A I FTTM SDEQ A S FRFG F V A I YLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEHI 

LTQCKEAKNLEKRLEELLTRJTS 

LEKN1NDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSEIEDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDHQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RH1IIRFTKVEMKEKMLRAARE 

KG R VTH KGNPI RL I A DLS A DTL 

Q A RRQ WEPIFN I LKEN FQTR1 SH 


6974 


37342 


A 


7026 


1 


1080 





811 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6975 


37343 


A 


7027 


I 


3501 


MIVYLENPIVSAQNLLKL1SNFS 

KVSGYK1YK1DVQKSQAFLYTN 

NRQTESQIMSELPFT1ASKRIKY 

PGIQLTRNVKDLFKENYKPLLN 

EIKEDTNKWKMIPCSWIGRFNIV 

KMAILPKVIYRFT^AIPIKLPMTS 

FTELEKTTLKFIWNQKGARIAK 

T1LSKKNKVGG1TLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEASEITPP1YNHLIFDKPDKN 

KXWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTS 


6976 


37344 


A 


7028 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 

QIFQRKEQAAIFAILQPLLV1SRQ 

TGSGVDPQQTPADLQK/SGSDS 

REQNKTEMEFDELTEIGCRRWV 

ITNSSELKEHVVTQCKEAKNLE 

KMLQELLTR1TSLEKNINDLME 

LKNTAQELREAYTIINSQTDQA 

EERISEIEDQLNEIKGEDNIREKT 

VKRNE 


6977 


37345 


B 


7029 


1 


579 




6978 


37346 


A 


7030 


1 


927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHLIQESTG 

WH L AG A PLG WSFQRK EQTA I F 

AVLQPLLV1PRQTGYGVDLQQ 

M PA DLQQRFLTVRRKTNKQ KG 

IVSTSTKRTSSEGHQHQRRKVD 

KFTEMG RNQH KKAENSKNQN 

ASSPNPKDHNSLPAREQNWTEN 

EFDELTEIDFRRWVITNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

RITSLEKNINDPMELKNTAREL 

REANKSINS* IDQGRKERV\SEI E 

DQLNEIKREDKJREKRMQRNK 

QTLQE1WDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDII\QENFP 

N LARQANIQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

A A RK KGQ VTH KGKS I RLS A D FS 

AETLQARREWGPIFNILKEKNF 

QPKISYPAKLSFISEEEITSFTDK 

QTLRDFVTTRPALQELLKEAVN 

MERKNQYQPLQKHTKM 


6980 


37348 


A 


7032 


1 


598 




6981 


37349 


A 


7033 


3 


787 




6982 


37350 


A 


7034 


61 


284 


RLLEPQGPLRAGSSPAGK/IGGT 
LERRGMPWPGP/HSEGGLSPLL 
LGASLAAAPHGEMPSVRVHPV 
RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in UoofN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6984 


37352 


A 


7036 


1 


1137 




6985 


37353 


A 


7037 


I 


663 




6986 


37354 


A 


7038 


1 


197 




6987 


37355 


A 


7039 


I 


291 




6988 


37356 


A 


7040 




342 




6989 


37357 


A 


7041 


| 


439 




6990 


37358 


A 


7042 




253 




6991 


37359 


C 


7043 


| 


210 




6992 


37360 


A 


7044 


1 


165 




6993 


37361 


A 


7045 


1 


346 




6994 


37362 


A 


7046 


1 


389 




6995 


37363 


C 


7047 


1 


464 




6996 


37364 


A 


7048 


| 


1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


188 


383 




6999 


37367 


A 


7052 




759 




7000 


37368 


A 


7053 




1683 




7001 


37369 


A 


7054 




972 




7002 


37370 


A 


7055 




429 




7003 


37371 


A 


7056 


3 


753 


DQTFWGLLETG/S/ELMLJPGDP 

KCHCGPPVKVGAYGGQE1KGV 

LAQVQITVGPVGTRTHPVVISP 

VPECIIG1DILSSWQNPHTGSLTG 

RVRVIMVEKAKWKPLELPLPR 

KIVNQKQYCIPGGIAEISATIKD 

LKDTGVMIPTTSPFNSPIWPVQ 

KTDGSWR1TVDYQVVTPIAAA 

VPDVVSLLEQINTSPGTWQHIT 

HLDVLLWR1YQVTQICAASFEW 

GPEQEK A LQQ VQA A VQ A\LCH 

LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 


1 


1515 





813 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=»Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7006 


37374 


A 


7059 


1 


1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSAL1KICVQQIKDSLPGKM 

SKGLLQQQQKPKHLLHDLYKA 

MSTRWGVQKARLNCTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

GKNEEALQDPRLVDPLTSCTVH 

FEKPQMLNARLWKHAGREAV 

ACKVRGSELPKTMGTYPLHQH 

DLDVRHGVKGDHFGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLR1 

IDTRLHPESRLKQQSNFALNAR 

EK A LQQ VQA A VQ A ALPLG PY D 

PADPMVLEVSLADRDAVWSL 

WQAP1GESQQRPLGFWGKALPS 

SADNNSPLERQLLARYWALVE 

TEYLTMG HQ VTM * P/ELPIMM W 

VLSDPSSHKVVYAWQHSIIKW 

K\DRA*AGLAGTSKLHEEVAQ 

MP1VSTPATLPSCRIL 


7007 


37375 


A 


7060 


I 


2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 

RRHAPSAGRGFTRSYVSAGSW 

TETQQGLWGSLTKLGADGLLL 

GISKHLVEFLQIFQISGCWGHYC 

YLQILFFALNSISPSYHVLLFNV 

QFGFIFNFMVLCVP*AGTHIAPC 

KSSSRTRGMSSCEN WKGCSKA 

RHLQYWSTKTPQSLSFFCCGIH 

FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


1 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEEC1TRITNKRNFKP 

TKIKRDKEGHYIMVKGS1QQEE 

LTI LN 1 Y A PTG APRFI KQVLS DR 

QRDLDFHTL1MGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DL1DIYRTLHSKSTEYRFFSAPH 

HTYSK1DHLLGSKAFLSKCKRT 

EIITNYLSDHSA1KLELRJKNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 





814 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1141 


MVTWNFIQERNGSGMDQCDD 

GG G K I L DP V Y I LTV ELTG F AKG 

WKMFSVKDQSVNVLGFAGYPL 

ITQTARKGAGKIPTWASLRQYQ 

KGLGSKYQLRRALRPDCALGN 

GQGVRYCNSLDEEEKRELKLFS 

SQRKRENLGRGNVRPFPVTMT 

GAICEQCGGQINGGDIAVFASR 

AGHGVCWHPPCFVCTVCNELL 

VDLIYFYQDGKIYCGRHHAECL 

KPRCAACDEIIFADECTEAEGR 

HWHMKHFCCFECETVLGGQRY 

IMKEGRPYCCHCFESLYAEYCD 

TCAQHIGHAGSFIKEC/SRRLLP 

GEAEI/SRRATVICLVRVSVRPE 

AASKSPNMRRKRKRKGACPLS 

SVGPVIPSVP*NTQRT* RPQSRP 

LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LRJKQLLHQLPPHDNEVRYCNS 

LDEEEFCRELKLFSSQRKRENLG 

RGNVRPFPVTMTGA1CEQCGG 

QINGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EIIFADECTEAEGRHWHMKHFC 

CFEC ETVLGGQR Y I M K EG RP YC 

CHCFESL Y A E YCDTC A Q H 1 G I D 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQ1FCS 

RAGSAGEDPNGSDSSDSAFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

AP\RQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHPISSL 

KYTEDMTPTEQTPRGSM ESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRSAESVRSLLSAQQY 

QEMEGNLHQLSNP1GYRDLQSH 

GRMHQSFDFDGGMAGSKLPGQ 

EGVRIQPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREA1SRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 


1 


807 





815 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVGIFPAPSRAWPVDL 

DPESRLCCFPSLGSLANPTAVG 

LEEDREQDVGTSSRGGAWDTRI 

KRELEKMSEKCGGQINGGDIAV 

FASRAGHGVCWHPPCFVCTVC 

N ELL VDLI YFYQDGK1 YCGRH H 

AECLKPRCAACDEIIFADECTEA 

EGRH WH M KH FCCFECETVLG G 

QRY IM KEGRPYCCHCFESLY A E 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVG1AAAALDAVLIR 

AHQRTQGCHHELSALLAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELS ATEDKG H I SPFF WE A V YH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKXSLLCDCLSKSPALEKAMR 

GIDQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

H LEEPG RALPL WEQDG AEPDPE 

PSAAPVRQCNIRTSYSPGGQGAG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGSIQVPK 

YEEEEEEEGGLSTQQCRTRHP1S 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 


1 


2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 

SLTEQDPYNNVIRTTIEALAATL 

GGTQSLHTNVFDEALGLPTDFS 

AR1ARNTQIIIQEESELCRTVDPL 

AGSYGGAIIQQIDVAGGLAKRJ 

EAGLSKRMIEEASAREQALIDQ 

GKRVIVGVT 



816 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, i 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7022 


37390 


A 


7076 


1 


1561 


MVTLILYFRFYRLNGDTLRR1QI 

HLLDKYRKVPPEPVHADIPVGA 

RRFS RPCS WF L R I TKRG Y RRT V 

HAMAGQKEKLLGAGMSDYLA 

KPIEEERLHNLLLRYKPGSGISS 

RVVTPEVNE1VVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVEEQLVGENPEG 

LVDLIHKLHGSCGYSGVPRMK 

NLCQL1EQQLRSGTKEEDLEPEL 

LELLDEMDNVAREASKILGPDK 

THLRR1RRDVLATDPRPARDRR 

KACLHACVLRTPPLGAARAHQ 

Q1DEAGGMAKAIEAGLPKRMIE 

EASAREQSLIDQGKRVIVGVNK 

Y K LDH EDETDVLEIDN VM VRN 

EQ1ASLERIRATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

VPSQCVTGVIAQSYHQSEKSAS 

EFDAIVAQTEQFLADNGRRPRI 

L1AKMGQDGHDRGAKVIASAY 

SDLGFDVDLSPMFSTPEEIARLA 

VENDVHVVGA\SSLAAGRSR 


7023 


37391 


A 


7077 




354 




7024 


37392 


A 


7078 


| 


1116 




7025 


37393 


A 


7079 




450 




7026 


37394 


A 


7080 


j 


252 




7027 


37395 


A 


7081 


j 


242 




7028 


37396 


A 


7082 




242 




7029 


37397 


A 


7083 




9228 




7030 


37398 


A 


7084 


3 


664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCAA 

SAKISWYRSKGSKHPLTPKEVE 

KTGWGLKIPG/MGQQQLPERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVMN 

GGVAEQIGTPVEVDGDDTLEIL 

GADNLAHDAGRAEAGGDWRI 

RSARRSSTCAH 



817 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCGC 

IWRKIS WY RSKGSKH PLTPKE V 

EKTGWGLKIPG/MGQQQLPERV 

KEAAR1LELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVNfN 

GGVAEQIGTPVE 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 


A 


7089 


3 


208 




7036 


37404 


A 


7090 


34 


125 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVY1RDQYSALITNIGKGD 

HTTFVKPNIPATGEFKGVGFLE 

APRGMLSHWMVIKDGI1SNYQ 

AVVPSTWNSGPRNFNDDVGPY 

EQSLVGTPVADPNKPLEVVRTI 

HSFDPCMAWVGNILLTDEAIGV 

Ri V E AL EQR Y 1 LPD Y VE ILDGGT 

AGMELLGDMANRDHLHADAIV 

SKKNAPGTMMILRDEEVPALFT 

NKISPHQLGLADVLSDLRFT\GE 

FPKKLPWVQA 


7039 


37407 


A 


7093 


82 


224 




7040 


37408 


A 


7094 


1 


239 




7041 


37409 


A 


7095 


1 


1062 




7042 


37410 


A 


7096 


1 


221 




7043 


37411 


A 


7097 


1 


1067 




7044 


37412 


A 


7098 


1 


1545 




7045 


37413 


A 


7099 


1 


2820- 




7046 


37414 


A 


7100 


1 


1223 




7047 


37415 


A 


7101 


1 


3087 




7048 


37416 


A 


7102 


1 


1182 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSE1VAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRA 

KDKNHMHS1DAEKAFDKIQQPF 

MLKTLNKLAQNLLKLISNFNKV 

SGYKINVQKSQAFLYTSNRQTE 

SQ1MSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRIN1VKMA1L 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRAHIAKS1LSQ 

KN KAGG1TLPDFKL Y YKATVT 

KTAWYCYQNRHIDQWNRXPSEI 

TPHIYNYLIF 



818 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 

in UoofN 

09/540,217 


Nucleotide 
location oi nrsi 
codon for peptide 
sequence 


Nucleotide location of last 

f f\r loci ominrh aai/I 

coaon lor iasi amino acia 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
«=oiop couon t /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 


1 


3513 




7051 


37419 


A 


7105 


1 


2546 


MSELPFT1ATKRJKYLG1QLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRINIMNMAILPK 

V1YGFNAIL1KLPLTFFTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CT1HNSKDLEPTEMPSNDTLDK 

ENVAYIHHG1LCSHSKGRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHHISGPVRTNNKNHMIISIG 

AEKAFDKIQQPFMLKTLNQLG1 

DGTYLKIIRDIFDRPIANILLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLEILARAIRQEKEIKGIQLG 

KEE VKLSLFADDM 1 1 YLEN PI VS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKR1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

LSIGKINIMKMAILPKVIYRFNAI 

PI KLPMTFFTELEKTTLKFI WNQ 

KRA RI A KTI LSQKN KDGG ITLPD 

FKL Y Y KATVTKTA W YQ YQNR 

D1DQWNRTEPSEUPHVYNHL1F 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLKLDPFLTPYTKI 

N S R WIKDLN VRPKTIKTLEEN L 

GN-TIQDIGMGKDFMSKIPKAM 

ATKAKIDKWNLIELKSFCTAKE 

TTISVNRQPTEWEKIFAICLSDK 

GLISRIYKELKQRHKKKTNNP1K 


7052 


37420 


A 


7106 


1 


2575 




7053 


37421 


A 


7107 


I 


875 




7054 


37422 


B 


7108 


1 


3421 




7055 


37423 


A 


7109 


1 


3790 


M ELKTK. A RELRE ECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREfCRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDI IQEDFPNLARQAN VQIQE 

IQRTPQRYSSRRATPRHI1VRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLID1YRTLHPKSTE 


7056 


37424 


A 


7110 


134 


307 





819 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7057 


37425 


A 


7111 


2 


173 


RPPRSEVPGPLSPGRPPAAGLRG 
R*PAGVRGLREPRAFSGVRVER 
RSLF1GKDMFDS j 


7058 


37426 


A 


7112 | 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


7059 


37427 


A 


7113 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 
RI R RFDSR*NG LF YCRKTS * PFH 
* G * MCQ* YQTDPRSN AQC H P V L 
LRLWWPGDEYDFLCRSGSVGS 
VRQSGRASGL 


7060 


37428 


A 


7114 


I 


654 




7061 


37429 


A 


7115 


71 


2776 




7062 


37430 


A 


7116 


31 


1016 , 


TVLPERPYNRKSSRRNRCGNGP 
PARSFCPSSGRSRRRSSSPATGP/ 
HTAIASALPRIAFGKISDSSTQH 
TG PQDMA KA AT*N S LRG SM R Y 
SFKPMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 

• 


SVLLMCAADYLPRPPDVQTCN 

AVRVWLRYHRSNHGTPPDFSP 

GPVSAWYYAH/QPK1PIWSQ/QR 

GFTD/R* TRHKCPQRF A VPDK* I 

SSPD*AMNYYRKIHRPAPRHTA 

PTQKARLMADKSSLRHRHNSA 

NKRRSASPLSSAGYP/GKRIRAQ 

NL1PASTTNGQLRIRQRR1SQAR 

**TKRMARKGS!SPISAVSNSLN 

SS*ASIIVSSCIRCSALSPLSN1HK 

S*TAGPWGASSRKTNIGLSRQRJ 

FPAWQSPCSRRTVKSSRQCAVT 

AAISSSVAFRNAAFNPEG1SVAS 

SNSLRGSMRYSFKPMVGRWIKS 

CLRPVWCIRPK 


7064 


37432 


B 


7118 


1 


726 




7065 


37433 


A 


7119 


1 


138 




7066 


37434 


A 


7120 


56 


133 




7067 


37435 


B 


7121 


1 


1524 




7068 


37436 


B 


7122 


1 


1521 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 


1698 





820 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


7071 


37439 


A 


7125 


1 


1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDNQENFPNLAKQVN 

VQIQEIQRTPQRYSLRRATPRHII 

VRFTKVEMKEKMLRAAREFCGR 

VTLKGKP1RLTADLSAETLQAR 

REWGPIFNILKEKNFQPR1SYPA 

KLSFISEGEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNRS 

WFFEKINKIDRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTI 

IREYYKHLYPNKLENLEEMDTF 

LDTYTFPRLNQEEVESLNTSITG 

SEIVAIISIAYQPKKVQDQMDPQ 

PNSTRVLEVLARAIRQEKE1KGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKCLGIQLTRDVK 

DLFKENYKPLLKE1KEDTNKW 

KNIPCSWVGRINIVKMAILPKV1 

YRFNA1PIKLPMTFFTDLEKTTL 

NFIWNQKRARITKSILSQKMKA 

GG ITLPDFKLY YTATVTKTA W 

YWYQNVRWYWYQNRDIDQWN 

RTEPSEITPHVYNYLIF 


7072 


37440 


A 


7126 


1 


2478 





821 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7073 


37441 


A 


7127 . 


1 


1746 


METQKTLQKrNESRSWFFEKIN 

K1DRPLARL1KKKREKNQIDTIK 

NDKGD1TTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEAESLNKPITGPEIEAI1 

N S L PTKKI PG PDG FTA EF YQR Y 

KEELQHIKJCLIHHDQVGFIPGM 

QGWFN1HKL1NVIQY1NRTKDK 

NHMIISIDAEKASDKIQQPFMLK 

TLNKLGIDGTYLKIIRAIYDKPT 

ANIILNGQKLEAFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKCIRLGKEEVKLSLFADDM1 

VYLENP1VSAQNLLKL1SNFSKV 

SGYK1NVQKSQAFLYTNNRQIE 

SQIMSELPFTIASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKN1PCSWIGRTNIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRARIAKSILSQ 

KNKAGGITLPDFKLYYKA1VTK 

TAWYWYQKRDVDQWNRIEPS 

ETIPHICNHLIFDKJPDKNKQWG 

KDSLFNKWCWE1WLAIGRKRK 

LDPFLTPYTKFNSRW1KDFNIRP 

KTIKTLEESLGMQDISMGKKFTS 


7074 


37442 


A 


7128 


1 


1908 




7075 


37443 


A 


7129 


1 


1494 




7076 


37444 


A 


7130 


2 


1562 




7077 


37445 


B 


7131 


1 


1569 




7078 


37446 


A 


7132 


1 


1 593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 





822 
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PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


SI A YQPKRVQDQMDSQPNSTR 

ANI1LNGQKLEAFPLKYTGTRQF 

SKENFEVPLSPLLFN1VLEVLARA 

IRQEKE1KG1QLGKEEIKLSLFA 

DDMIVYLENPIVSAQNLLKLISN 

FSKVSGYK1MVQKSQAFLYTNN 

RQTESQIMSELPFT1ASKRJKYL 

G IQLTRDVKDLFKQN YKPRLKE 

IKEDTNKWKNIPCSWVERIYIV 

KMA1LPKV1YRFSA1PIKLPMTFF 

TELEKTTLKF1WNQKRAR1AKSI 

LSQKNKAGG1TLPDFKLYYKDT 

VTKTAWYWYQNRD1DQWNRT 

EPSE I M PHI YN YL1FDKPEKN KQ 

WGKDSLFNKWCWENWLALCR 

KLKLNPFLTPYTK1MSRWIKDL 

NVRPQTIKTLEENLGITIQD1GM 

GKDFRSKTPKAMATKAKSDK 

WDLIKLKSFCT A KETTI RMN RQ 

PTKWEKIFATYSSDKGLISR1YN 

ELKQIYKKKTNNPIKKWAKDIN 

RHFSKEDIYAAKRHMKLKCSSSL 

AIRQMQ1KTTMRYHLTPVRMAI 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 

NNASC*fCLSlN/IVLEVLARAIRQ 

EKEIKGVQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLNLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQI MSELPFTIASKR1 KYLG I 

QLTRDVKDLFKENYKPLLNER 

KEDTNKWKNIPCSWVER1NIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKPIWNQKRARIAKS1 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWYSYQNRDIDQWNRTE 

PSEILPRIYTMYLIFDKPEKNKQW 

G K DS LFNK WC WEN WL A IC RKL 

KLDPFLKPYTKIKSGWIKDLNV 

RPKTIKTLEENLGITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCTAKETTIRVNRQPTER 

EKIFATYSSDKGLISR1YKELKQI 

YKKRTNNLIKKWVKDMNRHFS 

KEDVYAAKK.HMKKCSSSLAIR 

EMQIKTTMRYHLTPVRMAIIKK 

SGNNRITIVLLPGSLIVRSFHVTL 

NAILLHPGLTLFSPSAGRRDIPR 

VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 


2348 





823 
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SEQ ID 


SEQ ID NO: 
oi pepiiuc 
sequence 


Met 


SEQ ID NO: 

III UOOM 

09/540,217 


Nucleotide 

lUCUIIUII UI III 91 

codon for peptide 
sequence 


Nucleotide location of last 

rnHnn fnr Irtsl nminn nrirl 

of peptide sequence 


Amino acid sequence ( X=Unknown T 
deletion, \=possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 


I 


2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKJCSMNPGAGFFER1NK 

I DRPL A RJLTKRK REKNQI HAIK 

NDKGDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEE1ESLNRPITGAEIVAH 

NSLPTKJCSPGPDGFTAEFYQRY 

KEELVPFLLKJLFQSIEKJEGILPNS 

FYEASINLIPKPGRDTTKKENFR 

PI SLMN I D AKILSK1 L ANRJQQHI 

KKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMI1S1D 


7088 


37456 


A 


7142 


1 


327 




7089 


37457 


A 


7143 


1 


446 




7090 


37458 


A 


7144 


382 


1485 




7091 


37459 


A 


7145 


1 


378 




7092 


37460 


A 


7146 


2 


217 




7093 


37461 


A 


7147 


1 


483 




7094 


37462 


A 


7148 


1 


1260 




7095 


37463 


A 


7149 


1 


891 




7096 


37464 


A 


7150 


5 


182 


RQGLLVSPRLVQKGEIRTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7098 


37466 


A 


7152 


1 


2200 


MKLTTHRENMALTNGFCHH1A 

AQQN LYTNTLL A A RIKQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKG SQ A A VNPFS E R D I D D A RQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQ1VSLKAQLAEAKYNLEQT1V 

RAPSNGYVTQVLIRPGTYAASL 

PLRPVMVFIPDQKRQIVAQFRQ 

NSLLRLAPGDDAEVVFNALPG 

KVFSGKLAA1SPAVPGGAYQST 

GTLQTLNTAPGSDGVIATIELDE 

HTDLSALPDGIYAQNPKNLK1V 

ELKAPQLPRSLDDAQIALAV1N 

TTY ASQIGLTPAKDG I FVEDKES 

PYVNLIVTREDMKDAENVKKF 

VQAYQSDE1PCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

RIRSANRSAISVKGWRTPCJPDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRDYTWNDNGELI Rl SSPRQTR 

SYSYSTTGRLTGVHTTAANLDI 

RIPYATDPAGNRLPDPELHPDST 

LSM WPDNRJ ARDDN YL YR YDR 

HGRLTEKTDLI PEG V I RTDDERT 

HRYHYDSQHRLVHYTRTQYEE 

PL VESR Y L Y DPLG\RRV AKR V W 

RRERDLTGWMSLSRKPQVTWY 

G WDGDRLTTIQNDRTRJQT1 YQ 

PG SFTPL I R VETA TG EL A KTQ RR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


t 


735 


FNDDSPEARK1TRRWRIGEAAD 

LVGVSSQAIRDAEKAGR\LP\HP 

DXMEIRGRVEQRVGYTIEQFNH 

MRDVFGTRLRRAEDVFPPVIGV 

AAHKELNNDYTSKKVMKPLIT 

SNTVTDE1ERANVLKMNGKWY 

LFTDSRGSKMTIDGFNSNDIYM 

LGYVSNSLTGPYICPLNKTGLVL 

QM AL DPND VTFT Y S H F A VPQT 

KGKNVVITSYMTNRGFFEDKK 

ATFAPSFLN4NIKG1MKTSVVKNS 

ILEQGQLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 


1 


1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 


1 


743 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7106 


37474 


A | 


7160 




1743 


DSPE\ARKITRRWRIGEAADLV 

G VSSQAIRDAEKAGRLPHPDM E 

1RGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLHIH 

AEDTLLPFYLGEKDDVTYA1KP 

TCWPGLDIIPSCLALHRJETELM 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRTLLT 

KYSNSNGSQSPWMEEQ1RDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQA1DQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

V L VGELDDEQM A A LSRLGN D Y 

RPTS A YERGQRY A SRLQN EFAG 

KYFLRWLMRKIFHIITRCINTAK 

LPKS V VALFSHPGELSARSGDA 

LQKAFTD1CEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EAILKELEKPAP 


7107 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCrNAGHEMTICAl 

AIAQFNDDSPEARKITRRWR1G 

E A A DLVG VSSQ A I RDAEK AG R 

LPHPDME1RGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQ A V KGNQLLP V 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRL/VKRAPTC 

WPGLDHPSCNLALPRIETELMGK 

FDEGKLPTDPHLMLRLAIETVA 

HDYDVIVIDSAPNLG 


7109 


37477 


A 


7163 


1 


513 





826 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


71 10 


37478 


A 


7164 


1 


2027 


MRGHREKAAACKPRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALG1IELNNDYTLKKVM 

KPLITSNTVTDEIERANVFKIVTN 

GKWYLFTDSRGSKMTIDG1NSN 

D1YMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGILCEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKKRDCINA 

GHEMTKA1AIAQFNDDSPEARK 

1TRRWRIGEAADLVGVSSQATR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPR A LA DS 

LMQLARQVSRLESGQNNDGIC 

El H V A K Y VEI FG LTS A E ASK Dl R 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL* IFSLV YQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 




723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 


■ 


529 


MKLMETLNQCINAGHEMTKAI 

A I AQFN D DSPE A RKITRR WRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQ1 

NHMRDVFVAGDEKGYESFPWF 

IKTCA\HPSRGLYSVHINPYLIPS 

LSGYRTGLRSFGLVKQKKSPIR 

MPCVYTNPCVSIVSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 





827 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7118 


37486 


A 


7172 . 


1 


838 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPH PDM E I RG R VEQRVG YTIEQI 

N H M RD VFGTRLRR A E D VFPP VI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

1PSCLALHRJETELMGKFDEGSL 

PTDPHLMYYYQAPCMKSNNAL 

IVJLGTVTLDAVGIGLVMPVXCR 

ASCGISSIPTASPVTMACC 


7119 


37487 


B 


7173 


1 


1212 




7120 


37488 


A 


7174 


1 


738 




7121 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQCiNAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVl 

GVAAHK\AGNLSCQLH**IGQR 

AGRGGLRIGRQGGFSFHQ 


7123 


37491 


B 


7177 


1 


753 




7124 


37492 


A 


7178 


1 


345 




7125 


37493 


A 


7179 


1 


516 




7126 


37494 


A 


7180 


1 


1989 




7127 


37495 


B 


7181 


1 


1191 




7128 


37496 


A 


7182 


I 


669 




7129 


37497 


A 


7183 


1 


574 




7130 


37498 


A 


7184 


1 


934 




7131 


37499 


A 


7185 


1 


1281 




7132 


37500 


A 


7186 


1 


324 




7133 


37501 


A 


7187 




817 




7134 


37502 


A 


7188 


1 


587 




7135 


37503 


B 


7189 


! 


610 




7136 


37504 


A 


7190 




882 




7137 


37505 


A 


7191 




1077 




7138 


37506 


A 


7192 


■ 


418 




7139 


37507 


A 


7193 




840 




7140 


37508 


A 


7194 




337 


MKLMETLNQCINAGHEMTKAI 

AJAQFN DDSPE ARKITRR WRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRNWFGSGLRRPTAELKCA 

SQT 


7141 


37509 


A 


7195 


1 


1142 




7142 


37510 


A 


7196 




1080 




7143 


37511 


A 


7197 




1170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1179 





828 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

L.J 

hod 


SEQ ID NO: 
in uooin 
09/540,217 


Nucleotide 
location oi nrsi 
codon for peptide 
sequence 


Nucleotide location of last 

rnHnn fnr Inct aminn nrJH 

cooon lur ium uiuuiu Ht-iu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oiup tuuun, /— puxsiDic nucicoiioc 
deletion, ^possible nucleotide insertion) 


7146 


37514 


A 


7200 


1 


507 




7147 


37515 


A 


7201 


1 


411 




7148 


37516 


A 


7202 


I 


793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 


1 


1107 




7151 


37519 


A 


7205 


1 


2388 




7152 


37520 


B 


7206 


1 


2260 




7153 


37521 


A 


7207' 


1 


1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 




1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 


1 


1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARK1TRRWRIG 

E A ADL VG VSSQ A I RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFA\HFGNHHQNRIFALLGQ 

TSVDRLLQLSQGQAVKGNQLL 

P VS L V KRKTTL A PNTQTA S PRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQ1NHMRDVFGTRLRR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

EAPKGKJCGKTEPGHERKGNWT 

GKGPQIREGTSPNPPREHGGEC 

APPPPSAKRKQPKAQKRKANSN 

AH PRQPKPKKXRPKRQTN S RTN 

TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 





829 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


(Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7162 


37530 


A 


7216 


1 


2387 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWR1G 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQ1 

NHMRDVFGTRLRRAEDVFPPVl 

GVAAHKAKGLTALSPQTDWNR 

KRN SSKPL AQ VQ EEDS A WHPE 

CLQKTRQAWCDNLKTCHTSHG 

SVMAETAV1NHKJCRKNSPR1VQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWFIKRAHSPSRGLYSV 

H IN PYLIPFF1GLQNPLTQFRLSE 

TKEITNPYAMRLYESLCQYRKP 

DGSGIVSLKIDWIIERYQLPQSY 

QRMPDFRRRFLQCrNAGHEMT 

KAIAIAQFNDDSPEARKITRRW 

RIGEAADLVGVSSQAIRDAEKA 

GRLPHPDMEIRGRVEQRVGYTI 

EQINHMRDVFGTRLRRAEDVFP 

PVIGVAAHKGGVYK\TLISVHL 

AQDL ALKGLPG LLR\EGN DPQG 

\TTSMYHGWVPDLHIHAEDTLL 

PF Y LG EKDD V P\ Y A IKPTC WAG 

AWHFFLPCRALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

D YD VI V I DS A PNLGIGT1N V VC A 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVFIRD 

KLMERRNRRTG RTEK A R 1 WE V 


7163 


37531 


A 


7217 


1 


917 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7164 


37532 


A 


7218 


1 


1862 


MKLMETLNHCINAGHEMTKAV 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NH M RD VFGTRL R R A ED V FPP V I 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYA1KPTCWPGLDI 

IPSCLALHRIETELWGK/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

HATLRLIKEQRPYVPYAHLQQA 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQA1DQRSS 

TGAWRNALSIWEPVCNEIFYRL 

IKPRWEIRWGKRAPVIPKHTLN 

TQPVEDTSLSTPAAPMVDSLIA 

RVG V M ARGN A I TLP VCG RD V K 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRKIITRCINTAKLPKSVVALFS 

HPGEAICPVRMFRMKLMETLN 

QCINAGHEMTKAIAIAQFNDDS 

PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


1 


3252 


FNDDSPEARKITRRWRJGEAAD 

LVGVSSQAIRDAEKAGRLPHPD 

MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPFNDDSP 

EARKITRRWRIGEAADLVGVSS 

QA 1 RDAEKAGRSTATRI LEI RG R 

VEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

YKTSVSVHLAQDLALKGLRVL 

LVEGRSFPQTEACLLQYSSWDV 

SSEKPAALNKNKSEMRGDFAD 

FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


7169 


37537 


A 


7223 • 


1 


1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDMXFLA 

G FG FQF* PAGG W/ WG SNPFF A K\ 

RYTRSKPYYT\GDNGYV\AGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKEIEA1TRRMLDFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYJD 

VDVPMLHLIQHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMSTI 

RFAYDGDEEIAMKYTDFLKGE 

LSMNIRPLHDRVIVKRKEVETK 

SAGGIVLTGSASAKSTRGEVLA 

VGNGRILENGEVKPLDVKIGDI 

VFFNDGYRGEI 


7170 


37538 


A 


7224 


678 


1588 


RTQHKA SLH G RA S A FCPPRLF A 

PQAPRLFDHRGFLTFASANFAA 

VAFCPPRLFPPTGAAAVCPLPLF 

APRRFLPPPPPRLFRCHGFFPPC 

LG FLTS A AFFLPPPRLF ALRRRG 

FLPFAAAAAFFPTRLFAPPPTQL 

FAPSPPWLFAAAAFCPPWLSAP 

TPPRLFVPAAAAFCCRDFLPPSP 

PLFRHRDFLPPPPRIFVPAAAAL 

RAGAADSAAGSTGVLGQDLWS 

RCVVGTGMEAPGSRGGGGGLR 

EDIPLPPEFPSGPALSSCR*GNRR 

PEGEMTCQEPLLS/CSWIP*VKE 

FETNPDNIVRPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7171 


37539 


A 


7225 


1 


1627 


MTKQLELPQSPGEVPGSDYPLL 

1ACAYIGFLTWGGGFSGSMPLL 

AATPGNPVEH1AGLIPVGDTLFS 

GFN1FITVALIVVMPFITRMMMP 

KPSDVVSIDPKLLMEEADFQKQ 

LPKDA PPSERLEESRI LTLIIG A L 

GIAYLAMYFSEHGFN1TINTVNL 

MFMIAGLLLHKTPMAYMRAIS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VNVASLLGDGQQRSEVEMLGY 

LFFVGN RKATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRFPQARITLDPN 

GA\WSLNEAIK1GKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATGLPTATNMIATNWREMGH 

A V I AQ\S VDIPL ADPH F WTMQG 

SVRVAQMCHEFGLTWGSHSNN 

HFDISLAMFTHVGAAAPGNPTA 

IDTH Wl WQEGDCRLTQNPLE1K 

KGKIAVPDAPGLGVELDWEQV 

QKAHEAYKRLPGGARNDAGP 

MQYLIPGWTFDRKRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


1 


633 




7174 


37542 


A 


7228 


1 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

VVLSRNLPQLALPICVFVINCW 

KLAVSNWHLPISTGCAVTKDG 

RWSPEFTITGQA/WDLPVVGYR 

NGVAQPLRLWQATHAHPFDLT 

KFNDGDFLRAEQQG1NAEKLTK 

VLYPNDNHTAGKKLRLMQQYF 

QCACSVADILRRHHLAGRKLH 

ELADYEVIQLNDTHPTIAIPELL 

RVLIDEHQMSWDDAWAITSKT 

F A YTNHTLM PE ALERWD VKL V 

KGPLPRHMQIINEINTRFKTLDL 

QDA EH RPLKMRGCLLCQCHTL 

FQGKHRFFTGAGGNRQNNVIE 

HLVAASRYRFTTASRRPLFTAG 

FTLLTAFLFHSNFAEGVNSLMF 

M KN LTI SG G FLLL A ITG PG A YS I 

DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7177 


37545 


A 


7231 . 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 

GYFL\RRQTTRGINAEK\LAKIFF 

\PKANHFAGKKLRLMQQYFQC 

ACSVADILR\RHHLAGRKLHEL 

ADYEVIQLNDTHPTIAIPELLRV 

L1DEHQMSWDDAWAITSKTFA 

YTNHTLMPEALERWDVKLVKG 

LLPRHMQIINEINTRFKTLVEKT 

WPGDEKVWAKLAVVHDKQVH 

MANLCVVGGFAVNGVAALHS 

DLVVKDLFPEYHQLWPNKFHN 

VTNGITPRRWMKQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMFiTGLSERL*EJ 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


1 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLRICS1 RHSKSLILTSI/H VLH 

SDQGWQYRMRRYQNILKEHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 




7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRJLCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTVIAW1EHRGGHEAPS 

GPGEDGMDAPAIAAGTFSPREA 

STLPVQVS*VCRLNCCSRDVPK 

ATRVPL/EKLAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

NPRMATAVGNDQVWFQSGNG 

FQA RLRA RSDGLPRFQ VRTH FG 

Q DA FCI V I VGNTDRDD VHGG Q 

RIGEREFQHHNPLWRFFEC 


7184 


37552 


A 


7238 


690 


868 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTSI/HVLH 

SDQG WQ Y RM R R YQN I LKEH G 1 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSN1SELKDAVT 

EY1EYYNSRRISLKLKGLTPIEY 

RNQTYMPRVNCPLFDTLRIPDI 

GGVVRARA1AKLLNDTDMAIID 

KRRPRAN VSQ VM H 1 1 G D V AG R 

DCVLVDDMIDTGGTLCKAAEA 

LKERGAKRVFAYATHPIFSGNA 

ANNLRNSVIDEVVVCDTIPLSD 

EIKSLPNVRTLTLSEKYTAARFT 

RDL1AGITVGHAIPLAMALAIGS 

GVAPQYGLYTAAVAGIVIALTG 

GSRFSVSGPTAAFVV1LYPVSQ 

QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 


3930 


N VLRG I S A AFF VG * A KA PRNG T 
Q 


7187 


37555 


A 


7241 


3 


195 


RVDDFVGGAGAPASPGL*QCG 
QLQKLIGISIGSLRGLGTKCAVS 
NDLTEQEIRTLEHCPNSFF 


7188 


37556 


B 


7242 


75 


402 




7189 


37557 . 


A 


7243 


1 


309 




7190 


37558 


A 


7244 


3 


187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKLIRLQHENKMLKLNQEGS 

DNEKIALLQSLLDDANLRKNEL 

ETE/Q* V L VP1NFPLTTA F A VS H 

RFRLVNQRLLEVQSQVEELQKS 

LQDQGSKAEDSVLLKKKLEEH 

LEKLHE ANNELQKK R A 1 1 EDLE 

PRFNNSSLKIEELQEALR 


7193 


37561 


B 


7247 


80 


1042 




7194 


37562 


A 


7248 


1 


192 




7195 j 


37563 


A 


7249 


3 


62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 


I 


316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDALEQEKKELQ1QVEHYEFQT 

RQLELKAKNYADQISRLEERES 

EMKKEYNALHQRHTEMIQTYV 

EHIERSKMQQVGGNSQTESSLP 

GRSRKERPTSLNVFPLADGT/CT 

CTDRGQARACGGPLAPE*PRPA 

AVQLQLPGFVAVPWSERLLPV 

AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


1 


749 




7203 


37571 


A 


7257 


1 


691 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRMSLYSDCII 

EEKT V VLQKKDNEG FG F V LRG 

AKA DTP1 EEFTPTPAFP A LQ Y LA 

ESVDEGGVAWQAGLRTGDFL1 

EVNNENVVKVGHRQVVNMIR 

QGGNHXLFLKVVTVTRNLDPDD 

TARKKAPPPPKRAPTTALTLRS 

KSMTSELEELVDKASVRKKKD 

KPEEIVPASKPSRAAENMAVEP 

RVATIKQRPSSRCFPAGSDMNS 

VYERQGIAVMTPTVPGSPKAPF 

LGIPRGTMRRQKSIGKKCGTPP 

QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTW1CSVTRESTSK 

PLSS A LLS AKLLHRA RSRTG LS 

GRNPKTISQDLQFAAIGSPLTES 

LNLHSRQALRDCCWTHTIPPNP 

♦ICTHARR/WRDCCWTHTIPPNP 

DTVWRFPLSSPVSAAPKQERAS 

SEPCSWSHWCRCSLSWLSSIPTE 

GCTPVCSSICLLMATFPMFSLIK 

IVR 


7211 


37579 


A 


7265 


1 


1725 j 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 
TRENCLRPIKGYAIYEKAPRS1L 
KDVHLTRNQCYPIPDRYKWWS 
WQVCRRPKQWGWTQGPVAPK 
RSAEFFAAHA*KRRRVMLNLR 
GLDVDSLVIEH1QVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


1 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 

RSARLSAKPAPPKPEPKPKKAP 

AKKGEKVPKGKKRKADAGKE 

REGYWRSQVKCIHFL*LYFW*L 

YSLKYYFI 


7218 


37586 


A 


7272 


1 


1188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7221 


37589 


A 


7275 


I 


441 


RQPA H PGTSSA A A A PRKRS A A A 

HAGVAVAASARLPPCAGCGLR 

AAPPLLASSARLRALRRPVGGL 

WAAGCAPAAGQLCTAAGSAAP 

GALQRCGGRHGITRPWCAEIAS 

AG*GSGGSRWGCWPCPCLLRT 

CTSHPLSSPLPFTHGSLQASFSL 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


I 


678 




7224 


37592 


A 


7278 


1 


720 




7225 


37593 


A 


7279 


190 


2947 


QALQRG LLSR/DRAPCSSKLS W 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQP V I RVKLPRICLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGA1QIIYSML 

YQ1HYLKHLLSSYWGASQWKH 

TRHTHYFESLW*EHLPS*KYQK 

REKWADLTRSLENP\GQQPRDS 

WEPSGFWALPQAGDSCQTSQSP 

RKPTGPPKPSPPPEEGRLLR/CPT 

MPVMRKSLTE 


7226 


37594 


A 


7280 


3 


439 




7227 


37595 j 


A 


7281 


1 


273 




7228 


37596 


A 


7282 


2 


1664 




7229 


37597 


A 


7283 


1 


7511 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 

FLQNPDTEAVLVAMSCFCHLCE 

EADTQCGVDEVSVHNLLPNSN 

TFMEFACQQCDVNSPPVGPVSE 

HKGSMISVMSSEGNADTPVSK 

YMDQLLSLMVCNLEKVGLQIP 

TN DK DL VLLTDTNTQF VEQTL 

DIMKNLLDNHTEGSPEHLEQAS 

IETMMLNLVRNKMVEYLTDW 

VMGTSNQAADDDVKCLTSRI/D 

HPGGTLL*GQPRPELPAGLPRQ 

PASPGPRHPGASCGWPRAPPDS 

APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 





837 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=*Unknown, 
*«Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

G RRERGG EGEGRG RRVRV A DH 

RSALPRTGPQGSEEELANMQGL 

\VERLERAVSRLESL\SAESHRPP 

GN\CGEVNGVIA\GVAPSRGKPL 

HKLMDSMVAEF\LKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEKIX 

KE1QTFQRE/RTRGSNMFNHLSA 

VSESIPALGWUAVSPKPGPYVK 

EMNDAATFYTNRVLKDYKHSD 

LRHVDWVKSYLN1WSELQAYI 

KEHHTTGLTWSKTGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPGPP 

PLFENEGKKEESSPSRSALFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TSPKSY PSQKHAPVLELEGKK W 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQIKGKVNSII1DNC 

KKLGLVFDNVVGIVEVINSQDI 

QIQVMGRVPTIS1NKTEGCHIYL 

SEDALDCEIVSAKSSEMNILIPQ 

DGDYREFPIPEQFKTAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


1 


3623 


SEKEKEELERLQKEEEERKKRL 

QLYVFVMRCIAYPFNAKQPTD 

MARRQQKJSKQQLQTVKDRFQ 

AFLNGETQIMADEAFMNAVQS 

Y YEVFLKSDRV ARM VQSGGGS 

ANDSRE V FKKJH 1 EKRVRSLPEID 

G LSKET VLSS WM AKFDAI YRG 

EEDPRKQQARMTASAASELILS 

KEQLYEMFQNILG1KKFEHQLL 

YNACQLDNPDEQAAQIRRELD 

GRLQMADQIARERKFPKFVSKE 

MENMY1EELKSSVNLLMA 


7240 


37608 


B 


7294 


1 


1555 




7241 


37609 


A 


7295 


1 


1056 




7242 


37610 


B 


7296 


54 


2173 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=nossible nucleotide insertion) 


7245 


37613 


A 


7299 


1 


2569 


MDGAKAFFSAVAAGFVI1LTCQ 

LQWQWQHGGVHAHQLWQLA 

SGYRDACFCVSTYSSGPSEFPGP 

TLGTLNELAIDLEERKHRRKAK 

VWKGEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGP1PPVQRWGL 

PQINQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSrNRSYFNAHPLLQISE 

AVTF1CDVAVVFTEEELGLLDPA 

QRKL YRD VMLEN FRN LLS VGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGKIQIEMETVPEA 

GPHEEWSCQQIWEQ1ASDLTRS 

QNSIRNSSQFFKEGDVPCQ1EAR 

LSI SH VQQK P Y RCN ECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALHIHQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KAFIH DSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVH1EEKPYKCEQCGKGF 

ICRRDFCKHQMVHTGEKPYNC 

KECGKTFRWSSCLLNHQQVHS 

GQKSFKC EECG KG F YTNSRRSS 

HQRSHNGEKPYNCEECGICDYK 

RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7248 


37616 


A 


7302 


1 


2692 


M D PGTLQS A SQG PTA 1 N PC D Y V 

LKRRNIQTSWQRLTP1 1 K WH V Yl 

LMIGPGEKEAGRNLGIFGKWTP 

FPK1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVES1CSVESWELWLRQA 

DSGDSGKCSPDACG 1 1DTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCKFPKVGGKMTTFKEA 

VTFKD V A V VFTEEELG LLDPAQ 

RKJLYRDVMLENFRNLLSVGHQ 

PFHQDTCHFLREXEKFWMMGT 

ATQREGNSGGKIQTEMETWPE 

AGTHEEFSCKQIWEQIASDLTR 

SQDTT1SNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GKSFCYSSALRIHQRVHMGEKL 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRJHTGEKPFICC 

D1CCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKHQIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

RLDLDFHQRVHRGEKPY1MCKE 

GGKSFGWASCLLNHQRIHSGEK 

PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


I 


585 


KRTAISPKDAFETRQDLNEEEA 

AQVHGVKDPAP/ASTQSVLADG 

TDSAGN*ARQEPHKAAL*PIQN 

YQANLVNTFPYSNNSGGRG/RL 

MKTV/TQG SQQPSL A DP A S H LP 

VGDHLTYSNETEPVRALLPDEK 

KEVKPPALSMSNLHEATMPVL 

LDHLRETRADKKRLRKALREFE 

EQFFKQTGRSPQKEDRIPMADE 

YY 


7250 


37618 


A 


7304 


I 


366 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7251 


37619 


A 


7305 


1 


1265 


RYRPGIPGSTISSLVEEHAPPSW 

EPQHQNVEATVLVDSVLRPSM 

GNFKSRKPKSIFKAESGRSHGES 

QETEHVVSSQSECQVRAGTPAH 

ESPQNNAFKCQET\VRL\QPRJD 

QRTATSPKDAFETR\QDLNEEE 

AAQVHGVKDPAPASTQSVLAND 

GTDS ADPSP V HKDGQN E ADS A 

PEDLHSVGTSRLL17Y H ITDG DN 

PLLXSPRLFPLSGQSQRFNLDPES 

APSPPSTQQFMMPRSSSRCSCG 

DGKEPQT1TQLTKH1QSLKRKIR 

KFEEKFEQEKKYRPSHGDKTSN 

PEVLKWMNDLAKGRKQLKEL 

KLKLSEEQGSAPKGPPRNLLCE 

QPTVPRENGKPEAAGPEPSSSG 

EETPDAALTCLKERREQLPPQE 

DSKVTKQDKNLIKPLYDRYRII 

KQILSTPSLIPTIVSQDTCMLLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 

PPARPATPTACGSSAHRAPSPA 

RSRRSPCTPRAAPAAPGP1CAAR 

Q WAGTATRSSRPQRS A RRSPRD 

SSRCWAISSRSKRAATACTPGA 

KRRVATKARGALWSKPKSKA 

MRLWPWCLSGRLGS*KAQEVA 

QDPGSDEGRGRLVESGLQDEG 

WVPQGGEGGVAGQDASHRGSF 

RGALK 


7253 


37621 


A 


7307 


605 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 


7310 


394 


485 




7257 


37625 


A 


7311 


21 


674 




7258 


37626 


A 


7312 


277 


396 


GLLPG WKI*CSRVFVTSA1HVE 
VAELEANLPCTCKVHFPDPNKL 
HCFQLTVTPDEG YYQGG KFQF 
ETEVPDAYNMVPPKVKCLTKI 
WHPNITET 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


1 


2601 




7262 


37630 


A 


7316 


I 


1365 




7263 


37631 


A 


7317 


358 


760 


SI PLLFRKSSLSRK*CSAASIFSG 
SSKFKRSVNKEFNPQTTSFNVL 
VGAQPVPSIECSLNKLRHISPVS 
VIVGVPDSLVQAFHFGRHHVV 
RIRELQFQTEIFHPGSNPHLGLL 
LAENNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 





841 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7266 


37634 


A 


7320 


2 


1884 


PAGAGPGQEAGAGPGPGAVAY 

ATGAEEGEMKPVAAGAAVPPG 

EG1SAAPTVEPSSGEAEGGEAN 

LVDVSGGLETESSNGVKDTLEG 

AGDTSEVMDTQAGSVDEENGR 

Q LG E VELQCG ICTK WFT ADTFG 

IDTSSCLPFMTNYSFHCNVCHH 

SGNTYFLRKQANLKEMCLSAL 

ANLTWQFRTQEEHPKTMFSKD 

KDIIPFIDKYWECMTTRHRPGK 

TTWPNNIVKTMSKERDVFLVK 

EHPDPGSKDPEEDYPKFGLLDQ 

DLSN IG P A Y DN QKQSS A VSTSG 

NLNGGIAAGSSGKGRGAKRKQ 

QDGGTTGTTKKARSDPLFSAQR 

LPPHGYPLEHPFNKDGYRYILA 

EPDPQAPDPEKLEIDCWAGKPIS 

GDLYRACLYERVLLALHDRAP 

QLKISDDRLTVVGEKGYSMVR 

ASHGVRKGAWYFEITVDEMPP 

DTAARLGWSQPLGNLQAPLGY 

DKFS YS WRSKKGTKFHQSIG KH 

YSSGYGQGDVLGFYINLPEDTE 

TAKSLPDTYKDKALIKFKSYLY 

FEEKDFVDKAEKSLKQTPHSEU 

FYKNGVNQGVAYKD1FEGVYF 

PAISLYKSCTVSINFGPCFKYPP 

KDLTYRPMSDMGWGAVVEHT 

LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RG A A L A RTRLS VRP VG PAGTRR 

SHALGPRPGARSSFRLRCELRR 

CMCGNNMSTPLPA1VPAARKA 

TAAVIFLHGLGDTGHGWAEAF 

AG1RSSHIKYICPHAPVRPVTLN 

MNVAMPSWFVDIIGLSPDSQED 

ESGIKQAAENIKALIDQEVKNGI 

PSNRIILGVGFSQGGALSLYTALT 

TQQKLAGVTALSCWLPLRASFP 

QGPIGGANRDISILQCHGDCDPL 

VPLMFGSLTVEKLKTLVNPAN 

VTFKTYEGM M H SSCQQEM M D 

VKQFIDKLLPPID 


7269 


37637 


A 


7323 


1 


1182 





842 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7270 


37638 


A 


7324 


I 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD*GRAERPELGEQATEAALL 

K A PA ESVRQEH RSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRG1RNG*KJLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

N DFLEITDEDKKKSTKDR YDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQLIVHLRTHTGEKPYECSECG 

KAYRHSSHLIQHQRLHNGEKPY 

KCNECAKAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQR1HTGEKPYECS 

ECGKAFSRSSGLISHHRVHTGE 

KPYSCIECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECGKAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRJHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

VHQRVHTGEKPYECSECGKAF 

SQRSTFNHHQRTHTGEKSSGLA 

CQEGNKEISKGPQKPPGYRLCP 

LQAVGGGEFGPTRVHISFSLSD 

LKQIKVFFPGGPLMLEKQKKKS 


7271 


37639 


A 


7325 


I 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 

LSGARWGRSGSAGHEKLPVHV 

EDALTYLDQVKJRFGSDPATYN 

GFLEIMKEFKSQSIDTPGVIRRV 

SQLFHEHPDL1VGFNAFLPLGY 

RIDIPKNGKLNIQSPLTSQENSH 

NHGDGAEDFKQQVPYKEDKPQ 

VPLESDSVEFN1MAISYVNKIKTR 

FLDHPEIYRSFLEILHTYQKEQL 

NTRGRPFRGMSEEEVFTEVANL 

FRGQEDLLSEFGQFLPEA KRSLF 

TGNGPCEMHSVQ 


7273 


37641 


A 


7327 


1 


738 




7274 


37642 


A 


7328 


1 


399 




7275 


37643 


A 


7329 


3 


223 




7276 


37644 


A 


7330 


1 


1040 




7277 


37645 


A 


7331 


1 


465 




7278 | 


37646 


A 


7332 


1 


288 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


7279 


37647 


A 


7333 


109 


4770 




7280 


37648 


A 


7334 


109 


4687 




7281 


37649 


A 


7335 


109 


4860 




7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


1 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 


FQKIGL**/F1DLKDGLFTIPLAE 

QDCEWF AFTI P V VNNLQPAKRF 

HCFTDGSNNGKASYSGSKNKV 

FQMSYTSAQKAELVAVIELIEN 

AQLRFHTDEQLMTLFTQLQTA 

VRSRMHPFYITHIRAHTPLPGPL 

TEGNQMADRLVANAISSARHF 

QQH LL/THSHPPGDRSRSCHRW 

RKKLEESGTSSHE 


7287 


37655 


A 


7341 


1 


1410 




7288 


37656 


A 


7342 


1 


1740 


MGQ V W A L V H STLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQ1VTS 

TSVPWKAKPGDHIAQLLIVPKX 

F\EG LKEPLQVERQSSCQGLG Y/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KS A EQDC E WF VFTILA VNNLQL 

KPAKRFHWKVLPQGPNQQPIW1 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKHTWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

G EKIPGESRG PP V A A M SRLTLR 

RM PTVMSNTHRTQPPT WGQI K 

KLSQMAEENLRKAGQPVTMNN 

LMIAVITTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPK1 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMG1P 

ASTTT/DNAPGYTSQALATFFS 

MWN1KRITGIPYNSQGQAIVER 

MNLSLKQQLQKQTEGDREYGT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSSISDCCAR 

NERGSVGVAPSKPARSAAVDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

Q1HTGVIDSDYKVEIQIVVSTSV 

PWKAEPGERJAQLLVVPYVGT 

GKSEIKQTEGFGSTNKQGKAAY 

WVNQITDKHLTCEITIQGKKFK 

GLVDTGADVS11SLQHWPSMWP 

IQSTQFNIVGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

1IEVLTTFDMP1NVISDSSYVVHS 

TQL1ENAQLQFHTDEQLMTLFT 

QLQTA VRSRMHPF Y1TH 1 RAR\H 

TPLPG PLTEGNQM ADCL V ATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTGQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMG1PAS1KTDNVPGY 

TSQALATFFSMLNIKRJTDI PYN 

SQDVEADANADVGVDVDADA 

DVDAEEEVFTDADADAEVDVD 

EDADAERLRCNADEDSDLDLD 

VDAEMDADVDTNLDVDAAVD 

VDVDADADVDADTDVDVDTG 

LNLEADLDLDVDADVDTDADV 

DRDADVEVAVDADATVNADV 

DYVDVDTDSD 


7294 


37662 


A 


7348 


2 


565 




7295 


37663 


A 


7349 


1 


996 




7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 


1 


594 




7298 


37666 


C 


7352 


232 


603 




7299 


37667 


A 


7353 


1 


1236 




7300 


37668 


A 


7354 


568 


1370 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 

9CIJUC11CC 


Met 
hod 


SEQIDNO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 

deletion. \ = n0SSible nurlcntirlp inv<*rtinn\ 


7301 


37669 


A 


7355 


1 


1800 




7302 


37670 


A 


7356 


1 


498 




7303 


37671 


A 


7357 


1 


3400 


MDCSEKWRDPLDAVCVLPATE 
EPVVQGSALYLVAHHDDYCV 
WYSLQ RTSPEKN E R V RQM RP V 
CDCQAHLLWNRPRFGEINDQD 
RTDR Y VQ A LRTE 1 PLTLKG A KL 
QREEK EG DM PCR AN I L VTELFD 
TELIGEGALPSYEHAHRHLVET 
SLGEQV1VPPVDVESCPGAPSV 
CDIQ LN Q VSPA DFTVLSD VLPM 
FSIDFSKQVSSSAACHSRRFEPL 
TSGRAQVVLSWWDIEMDPEGK 
IKCTMAPFWAHSDPEEMQ 


7304 


37672 


A 


7358 


1 


687 




7305 


37673 


A 


7359 


1 


660 




7306 


37674 


A 


7360 


112 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 




7309 


37677 


A 


7363 


460 


612 




7310 


37678 


A 


7364 


251 


496 


LFVSI/WQVFH*GRRGFLLVRN 
DCVQ1WCEMISHSGFDLHFSDG 
QVWMSISSC/DFLAA*MSSFEK 
CLFMSFAHFLMGLFVFFL 


7311 


37679 


B 


7365 


1 


729 




7312 


37680 


A 


7366 


1 


774 




7313 


37681 


B 


7367 


1 


516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 


1 


1206 




.7317 


37685 


A 


7371 


677 


1126 


AVTLTTKVCSFTPEASETTNPPG 

G TNN S RRT A L R A V ALTA K VRS 

FTPRGSAASFLKSVRPRTHQFRT 

Q*HVHQIEFSPGGLWESCPRAS 

SSTG DPG RPPERRG A A A RKTVG 

VQGVGYSLPRKLCPLFSRTTYP 

HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


HLFIYLLVVLLWCPGWPQTAG 

LKGSSCLSLLSNWNYRPPL*AL 

LLGTQKLPRVWNFIMVRRIQDG 

VKPS VS 1 A EREM KSRKS A A SLL 

SQRDHEPTRRKKLRTHPNIRRN 

KLQTRHLKSCNTHCEGPWRHS 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 


1 


933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVWSCSFLLVGSWS 
HWLQERSCRSSQ*VLQLIKAV 
WTQRTQEPSWLHLVDPAPGLQ 
VELPASPTRYAHTPQPLGG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in UaorN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— atop cooon, r=possiDie nucleotide 
deletion, ^possible nucleotide insertion) 


7324 


37692 


B 


7378 


i 


3101 




7325 


37693 


A 


7379 


365 


625 


VAKIFSHVVGCLFTLMVVSFAV 
QKLFSL1RSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRFSSRVF 
MVLGLKFKSLIHLELIFV 


7326 


37694 


A 


7380 


994 


1167 


NKGGHKQMEEHSMLMDRKNQ 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRJGKNKLASNM 


7327 


37695 


C 


738! 


143 


3529 




7328 


37696 


B 


7382 


54 


1158 




7329 


37697 


A 


7383 


1662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHL VL* ISLYTLL* MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHl*SSV*REIYSTKCPQEKA 

GKI*NSHPN1TIKRTGEARANTF 

KS*QKARNN*DQSRTEGDRDT 

KN PS KNQ/CN PG AG FLKRSTKLI 

DR*QD**RRK*RRIK*T**KM1K 

GI/VTTDPTEIQTT1REFYKHFYA 

NRLKNLEEMDEFLETYTLPRLN 

QEE VESLNRP ITG SEI E A 1 IN S LP 

TKKSPGPDGFTAEIYQRTNDKN 

HM11S1DEEKAFDKIQQPFMLEM 

LNKLGIYGMY1KIIRTIYDKSTA 

NIILNVQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEl 

KGIRLRKEVFKMFLFADDMIVY 

LENP1ISAP1MLLKL1SNFSKVSGY 

KINVQKSQAFLYFNNRQTESQI 

MSELPFTI ATKRIKYLGIQLTRD 

V KDLFKEN YKPLLNEI K E DTN K 

WKNiPCSWIGRINIVKMAILPKV 

IYRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRALNAKTILSQKNK 

AGGIMLPDFKLPYKATWYWNQ 

NTEIDQWNKTEASEITPHIYNHL 

VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




7332 


37700 


A 


7386 


1 


1223 




7333 


37701 


A 


7387 


386 


553 


KM1KG1SPL1PQRYKLPSENTINT 
STQIN*KI*KKWIHSSTHTPSQD* 
TRKKLNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


1 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSYATKKEPALPSQSEAKKTKL 
ETSCYLTS!MYTTRLQ*PKQHGT 
GTKTEI*ANGTEQSPQK*YHTA 
TTIWSLTNLTKTRNGERIPYLIN 
GVGKTG 


7337 


37705 


C 


7391 


1 


2334 
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SEQID 
nu. 


SEQ ID NO: 
of peptide 
sequence 


Met 
noa 


SEQ ID NO: 

in 1 IQQN 

09/540,217 


Nucleotide 

lOCUIIlM) UI HIM 

codon Tor peptide 
sequence 


Nucleotide location of last 

rnrinn for last o m in A nriri 

IUUUII III! Jail nllllllu 11 LIU 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


7338 


37706 


A 


7392 


1 


1539 




7339 


37707 


B 


7393 


1 


2361 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRFRVSSFSVL 

FFPHLCGFIYFWSLMMVMYRC 

VFGVDVLSVC*FSF*QTGPSAA 

GLLEYPAV*GVSVPLLGGASQL 

GCSGVRGQGPT*GGSLPVLRSP 

AACWENHCSLQSCQTGTFKSA 

EVTAVFLFVCALPPEVEPTEAG 


7341 


37709 


A 


7395 


1 


459 




7342 


37710 


A 


7396 


3 


1063 




7343 


37711 


A 


7397 


39 


895 




7344 


37712 


A 


7398 


2 


277 




7345 


37713 


A 


7399 


34 


845 




7346 


37714 


A 


7400 


1 


3399 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 


1 


387 




7349 


37717 


A 


7403 


1 


3578 


RDLVVGCGGFVKSDVE1NYSL1 

EIKJLYTKHGTLKYQTDCAPNN 

GYFMIPLYDKGDFILKIEPPLGW 

SFEPTTVELHVDGVSDICTKGG 

DINFVFTGFSVNGKVLSKGQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

MKGVKFLLFSSLVTKEDVLGC 

NVSPVPGFQPQDESLVYLCYTV 

SREDGSFSFYSLPSG 


7350 


37718 


A 


7404 


34 


460 




7351 


37719 


A 


7405 


105 


245 


VSSEKVSLGVPCPAASAAASGD 
ASR*MATGRGGGGGGVAALPE 
SAP 


7352 


37720 


A 


7406 


1 


1289 




7353 


37721 


A 


7407 


462 


5250 




7354 


37722 


A 


7408 


714 


887 




7355 


37723 


A 


7409 


1 


109 


PLRQLLC VKRGFC* H H * H EGCQ 
SRLLLRCLLCSTAI 


7356 


37724 


A 


7410 


I 


1845 




7357 


37725 


A 


7411 


192 


1507 




7358 


37726 


A 


7412 


2 


688 




7359 


37727 


A 


7413 


1 


518 




7360 


37728 


A 


7414 


1 


276 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7361 


37729 


A 


7415 

- 


984 


3112 


MWQETFFRMENLQLIIILILGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKFTC 

ANCKKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKJXV 

MCKKDITTMKGTI/VLAQVDSS 

ESFQEFCSYTSCUSL/YEEQQNP 

TKGVALNKSRCTICGKLTE1RHE 

VSFKNMTHKLCSDHCFNRYRM 

ANGLIMNCCEQCGEYLPSKGA 

GNM VL VIDGQQKRFCCQSC VSE 

Y KQ VG SHPSFLKE VRDHMQDS 

FLMQPEKYGKLTTCTGCRTQC 

RFFDMTQCIGPNGYMEPYCSTA 

CMNSHKTKYAKSQSLGIICHFC 

KRNSLPQYQATMPDGKLYNFC 

NSSCVAKFQALSMQSSPNGQFV 

APSDIQLKCNYCKNSFCSKPE1L 

EWENKVHQFCSKTCSDDYKKL 

HCIVTYCEYCQEEKTLHETVNF 

SGVKRPFCSEGCKLLYKQDFAR 

RLGLRCVTCNYCSQLCKGGAT 

KELDGVVRDFCSEDCCKKFQD 

WYYKAARCDCCKSQGTLKERV 

QWRGEMKHFCDQHCLLRFYCQ 

QNEPNMTTQKGPENLHYDQGC 

QTSRTKMTGSAPPPSPTPMKEM 

KNKAVLCKPLTMTKATYCICPH 

MQTKSCQTDDTWRTEYVPVP1P 

VPVY1PVPMHMYSQNIPVPTTV 

PVPVPVPVFLPAPLDSSEKIPAA1 

EELKSKVSSDALDTELLTMTD 


7362 


37730 


A 


7416 


1 


1071 




7363 . 


37731 


A 


7417 


88 


21 18 




7364 


37732 


A 


7418 


2 


2930 




7365 


37733 


A 


7419 


1 


1677 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 i 


A 


7422 


255 


933 


WIEAAPQAQEVQGDG LWLPCG 

AAGAGGLQSARSYGTVGEASV 

AEHPW/CAPGGCMAGCGSLAA 

AASPGLVPGHLP/QPTAAPSHPH 

RASLRVALLSGQWGLTCGQLL 

ASAPLLQSWAWDTRLLMCRRL 

SCSSEEGERIAQLLLLPYLKLGS 

STVKRTGGFGNTNPAGKAVYW 

VNQVSDKRPICTVAIQGKDFEG 

LVDTEADVSI1AINQWPQHWPK 

Q1CASJGIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 
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SEQ ID 


SEQ 11) NO: 
of peptide 
sequence 


Met 

nuu 


SEQ ID NO: 

in IfSSN 
in yj ooi ~ 

09/540,217 


Nucleotide 

inrdtirin /if first 
IULHIIUII Ul III M 

codon for peptide 
sequence 


Nucleotide location of last 

rrwlon fnr Iflct Dminn nriri 

of peptide sequence 


Amino acid sequence ( X^Unknown, 
tuuun, /— pussioic nucieoiioe 
deletion, \=possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

S P WG FCRFRNH HQTG FS L AG A 

NQRGPLAATLSGPGGEGQSAV 

ARLMGEKKNHPGAQYATRJLSP 

RVGRFINAAGTTGFPTGKRAPT 

CWPGADMIPSCLALPRIETELM 

GKFDEGKLPTDPHLMLGLAIET 

V A H DYD VI VIDSAPNLGIGTINV 

VCAADVLIVPTPAELFDYTSAL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQIRMRTVFEQAJDQRSSTGA 

WRNALSIWEPVCNEIFDRL1KPR 


7376 


37744 


A 


7430 


1 


1113 




Toll 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVR1LLTKYSN 

SNGSQSPWNMEEQIRDAARFPV 

G KP V VP A A L1VTN RPTRRG E A VC 

VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 


1 


1428 




7380 


37748 


A 


7434 


1 


1125 




7381 


37749 


A 


7435 


1 


756 


SDRRYEWDRGPSLIIRPTIRVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PVIGVVFHKGGVYKTSVSVHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFYXDPHLMLRLAIETVAHDYD 

VJVIDSAPNLGIGTrNVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQISDALR1S 

QRRN1SSKFILQSACITLTTF1ST 

CWA11VTQSG 


7382 


37750 


A 


7436 


1 


1329 




7383 


37751 


A 


7437 


1 


1185 




7384 


37752 


A 


7438 


1 


1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 


1 


1192 




7387 


37755 


A 


7441 


1 


1413 




7388 


37756 


A 


7442 




1176 




7389 


37757 


A 


7443 




1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
seq uence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASSISTTRPCESTSNAPSCN 

SP1RSRSPLP1IRPRASITLILVSM 

MRMVRATISCA1LVSRCQPAISP 

PLCTAFFRPICAAGVPVFTLFTT 

TP*SLPLLL1SAPSMPLKMELES 

T 


7393 


37761 


A 


7447 


1558 


1748 


CSNASARFFAAVNPSGLGMILM 
♦SRFIVFTKLSAIPLLSGLRTAVF 
FGSSPNIRANWRVSLAR 


7394 


37762 


A 


7448 


1 


595 


LKNSKPQVVMAAAGIFLIMCG 

VWLGFGGVLDPTKSSGYLIVD1 

YN EI I CM LSNRJ AGLGLSIMA VG 

GYARYMEGTPASRAMVSLLSR 

PLKURSPYI1LSAT*VIGQIMP\Q 

FITSASGLGMLLMVPLFPTLVSL 

GVSRLSAVAVIATTMSIEWGIL 

ETNSIFAAQVAGMKIATFFCHA 

KNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 

SKLGTDGTYLKI I RA I YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K IN VQKSQAFL YTNNRQTESQ I 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNI PCS WVGRINI VKMA1LFVR- 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

JCHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGE1GTL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*»Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7399 


37767 


A 


7453 


3 


2272 


RSTRQK VN KDTQ ELN S A L HQ A 

DLIDI YRTLHLKSTEYTFFSAPH 

HTYSK1DHILGSKALLSKCKRTE 

IITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKI RAELKE1E 

TQKTLQKINESRSWFFERINKID 

RPLARLIKKKREKNLIDAIKND 

KGDITTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NEEEVESLNRPITGAEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EASIILIPKPGRDTTKKENFRP1S 

LMNIDAK1LNKILAKRJQQHIKK 

LIHHDQVGF1PGMQGWFN1RKS 

INVIQH1NRAKDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQTILQGYSNQ 

NSMVLVPKQRYRSMEQNRALR 

>TNAAYLQLSDL*QT*EKQAMG 

NGFPI**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

♦NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSKRMYHQSEQATY 

KMGENFHNLL1*QRANIQNLQ* 

TQTNLQEKNKQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNS A LHQEDL I Dl YRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

A LLSKCKRTEIITNCLSDH S A I K 

LELR1KNLTQNRSTTWKLKNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


J 


1954 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 

• ■■ 


MNIDAK1LNK1LANRIQQHIKKL 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMUSIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANHLNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKE1 KEDANKWKN I PCS W 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KL Y Y KATVTKTA WY WYQN RD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDK1DKWDLIKLKSFCTAKETT 

1RVNRQPTKWEKIFTTYSSDKG 

L1SR1YNELKQ1YKKKTNNPIKK 

WAKDMNRHFSKEDJYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GEIGTLLHCWWINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


7405 


37773 


A 


7459 


1 


1713 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADA1NW 

KKGY/LVMEDKMMEMKREGKF 

REKRJKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTICLEMTL 

QD1IQENFPNLARQAN1Q1QE1Q 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSE1 

VA1INSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEG I 

LPNSFYEASIILIPKPGRDTTKKE 

NFRTISLMNIDAKILNKILANRI 

QQH 1 KKLIHHDQVGFIPGMQG 

WFNIRKSINVIQH1NRTKDKNH 

VI1SIDAEKAFDKIQQLFLLKTL 

NKLGIDGTYLK1KRA1YDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KGIQLGKEEVKLSLFADDMIVY 

LEN PI VS AQNLL KLI SNFSK VSG 

Y Kl N VQKSQAFL YTNN RQTETQ 

IMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRJNIMKMAILHK 

V I Y RFN A I PI KLPMTFFTELEKTT 

LKFTWNQKRARIAKSILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHI YN YL1 FDKPEKN KQ WG K DS 

LFNKWCWENWLA1WRKLKLD 

PFFTPYTKINSRW1KDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777. 


A 


7463 


2 


2458 


SWFFEKINKIDRPQARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQIT 

IREYYKHLYANKLENLEEMDK 

FLDTYTLPRLNQEEVESVNRPIT 

GSE1EAITNSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQPIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKGNFRP1SLMNIDAKILNKIL 

ANQIQQHIKKLIHHDQVGFIPG 

MQGYWLEVLARA/IRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PTVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSW1GRJNIVKMAILPKVI 

YTFNAIP1 KLPMTFFTELEKTTL 

KFIWKQKRSHIAKSILSQKNKA 

GDITLPDFKLHYKATVTKTAW 

YWYQNRDIDQWNTTEPSEIML 

H1YNHLIFDKPDKNKQWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLTSYTKINSRWIKDLNVRPKT! 

KTLEENLGNTIQDIGMG KDFMS 

KTPKAVATKAKIDKWDVIKLK 

SFCTAKETTIRVNRQPTEWEKIF 

ATYSSDKGLISRIYNELKQIYKK 

KTKNPIKKWAKDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMQI 

KTTMRYHLTPIRMVIIKKSGNN 

RAPGGRGGCGCSFGRLKRSCVP 

ALKRVADLPAQRSSSAKGETAS 


7410 


37778 


A 


7464 


2 


2101 




7411 


37779 


A 


7465 


196 


792 


GILSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMAIIKXSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPAIPL 

LGIYPNEYKSCCYKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KM WH/I YTRDTMRPKN DE VQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino Hcid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7414 


37782 


A 


7468 . 


965 


442! 


T W KGTTSTS RC K I M PK Y RSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFFSAPHHTYSKI 

DHILCSKALLSKCKRJEIITNYLS 

DHSA1KLELRIKNLTQSRSTTW 

KLNTN LLLND Y WVHNEM KTE1K 

MFFETNENKDTTYQNLWDAFK 

AVCRGKFIALNAYKRKEERSKI 

DTLTSQLKELEKQEQRHSKPSR 

RQEITKMRAELKE1ETQKTLQKI 

NESSSWFFER1NKIDRPLARLIK 

KKREKNQ1DT 


7415 


37783 


A 


7469 


1 


1674 


MGQLQRMARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIER1 

IDPLTHLVRNSLDHGIELPEKRL 

AAGKNSVGNLILSAEHQGGNIC 

IEVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTDVSGRGVGMDVVKR 

NIQKMGGHVEIQSKQVTGTTIR1 

LLPLTLAILDGMSSLLTHGIGQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

L DSL SKI ADQLI VGGG I ANTFI A 

AQGHDVGKSLYEADLVDEAKR 

LLTTCNIPVPSDVRVATEFSETA 

PATLKSVNDVKADEQILDIGDA 

S AQEL AE 1 L KN AKTIL WNGP VG 

VFEFPNFRKGTE1VANA1ADSEA 

FSIAGGGDTLAA1DLFRIADKNS 

YISTGGGAFLEFVERLTTLTQLL 

H DQG Y VTQ A IGK WH M RETTEP 

QPQNVGFDDFRGFNSVSDMYT 

AWRDVHVNPEVALSPDRPAYI 

NQSPLSKDDVHALRGGDQQAI 

ADUTPKYMADLDQRCTEYGAQ 

LLDKMAKSA 


7416 


37784 


A 


7470 


1 


3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QAIAFDVQPGRGDYAGNQRHH 

NQYNQHQAH*SWQRCGIGDGL 

ARFARHNATKPANKPGETGDR 

FNHQKNHGGQQDPVLHQLIEV 

MLVGRGGDQAVGQATLGIDTN 

VGLHAKV/LTDCLSWSDASPDR 

VAALCSWSSWVPQ 


7419 


37787 


A 


7473 


4088 


4228 


SPPSA*VKALPGPKHHGGLKPV 
HPIPGASLVLARRWSMFRRWG 
LIT 


7420 


37788 


A 


7474 


332 


538 
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SEQ ID 


SEQ ID NO: 
oi pcpuue 
sequence 


Met 

hnrl 


SEQ ID NO: 
09/540,217 


Nucleotide 
location oi iirsi 
codon for peptide 
sequence 


Nucleotide locution of last 

rn/lnn fnr loci o rtl inn nniH 

cooon lor ihm hiiiiiiu hciu 

of peptide sequence 


Amino acid sequence ( X=Unknown, ! 
— stop couon, /— possiDie nucleotide 
deletion, ^possible nucleotide insertion) 


7421 


37789 


A 


7475 


I 


1983 




7422 


37790 


A 


7476 


856 


964 




7423 


37791 


A 


7477 


1 


1563 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGNSLNVSRMGTRSSYSCRR 

HSPAFLSWGKGRCHLCNKAHL 

LAGA*HYSFLSGSAPY*N*VNG 

QI**R*TAHRSTPDAPTGH*NCC 

S*L*CHSY*QRA*PGYRHD*CR 

MCC 


7427 


37795 


A 


7481 


146 


402 


LGFLLRLSEMPRKQGDYRTR1/C 
EIRGRVEQRVGYTIEQINHMRD 
VFDRRYEWDHGPRL11RPTIRVG 
PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARKVVAVAARHKCPA/C1SFSA 

SH RL YRY WEEEMNPAPVEAMR 

TFQQFIDEGNYTSGDTHTLRDP 

HYVEDKAHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

NTVTDEJERANVFKMNGKWYL 

FTDSRGSKMTIDGINSNDIYML 

GYVSNSLTGPYKPLNKTGLVLQ 

MG LDPNTN I QTDDTSGTV VQT 

NNQTADTSGTMVPD 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 


1 


1488 




7432 


37800 


A 


7486 


2 


1034 


YLISQRGLIRRSKISLQTGSQIER 

AFLQAPVEER*SMACSK/YSSHP 

DLTFTNFIRFTYNIF*NHASPGIP 

NLLLHPRGLRAITIAVFGKQNT 

YIRLEPFKINVLEQITKHIEKLQC 

G/ECSQTTQQAWEQSAHQQHIR 

H*SCRYPG*ARCQ*VHQARTL* 

DQRS*ADHEAYRKTAVRRCSQ 

TTQQ A WEQS A HQQH I RH * SCR 

YPG*ARCQ*L*HHSHEQQFQWP 

VG/CIRCGSVGSLPSSUCPLTQF 

QYGAEPDRKE*CQAPASKWAL 

LHK*HRPFPQDRKAGECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPTIRVGPWSQSDY 

QTDDTSGTV VPD 


7433 


37801 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


RWRLQNLSFCSSC/SRIWL*RGY 
VFCSWKPREQSSQSPLACSAAC 
LTLRTQSCLGTAGQTDDTSGT 
MVQY 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7435 


37803 


C 


7489 


1 


1290 




7436 


37804 


A 


7490 


48 


439 


HHHSGLDD/HRRKILNTAYRSR 
KLQASC*KSAERAWKTKASLT 
VNGWMKK1RCKTPMCRPTVR* 
SIR1LIITTPLPRVPSRS*LKPPTS 
CT*CIFTQPTRC* KMTTC WRCS 
TSRKSSGHVCVSPGSVAVTI 


7437 


37805 


A 


7491 


1126 


1340 


KARWMLQTRKRAVRRSNWRK 
RNI WC A PA A 1CKRSTTLITSF* K 
PVKMACPFICAMLRRSRLARRC 
AGALPN 


7438 


37806 


A 


7492 


12 


960 




7439 


37807 


A 


7493 


1 


1806 




7440 


37808 


B 


7494 


1 


1318 




7441 


37809 


A 


7495 


1 


1385 


MLQI PKQQQN E K YQ VPQFDQS 

T1KNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGE 

RKT YQN VQQFI DEGN YTSG DN 

HTLRDPHYQNTYIRLEPFKINVL 

EQITKHIEKLQCGGVVKQLSRR 

GNNQHISSTYD1NRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLSCCTYRKRYRVL 

VGELGDEQMAALSRLGNDYRP 

TSAYERGQRYASLLQNEFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGGVDTAGNNLT*NIFRI 

SQRRNISSKFILQ*AC1TLTTFIST 

C W A 1 1 VTQSG/LMQPS AH H PA R 

QPEH DI AFGKCSSSVS VHL A/LG 

SG S EG ATCF A RG R* RPPGN SLN 

VSRMGTRSSYSCRRHSPARHRS 

TPDAPTGH*MCCS*L*CHSY*QR 

A*PGYRHD*CRMCC 


7442 


37810 


B 


7496 


1 


3597 




7443 


3781! 


A 


7497 


1 


666 




7444 


37812 


A 


7498 


1 


738 
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SEQIP 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


7445 


37813 


A 


7499 


1 


727 


MKVLIVESEFLHQDTWVGNAV 

ERLADALSQQNVTVIKSTSFDD 

GFAILSS1MEAIDCLMFSYQMEH 

PDEHQNVRQLIGKLHERQLNVP 

VFLLGDREKALAAMDRDLLEL 

V DEFA Wl LEDTADF Y RRT A P V A 

RE*TRYPPGSCWPPLF/TAPLMK 

YS\D1HEY\SWAAPGHQGGVGF 

TKTPAGRFYHDYYGENLFRTD 

MGIERTSTAVSLLDHSGAFGQS 

EKYAARVFGADRSWSVVVGTS 

GSNRTI 


7446 


37814 


A 


7500 


1 


744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 


1 


850 




7449 


37817 


A 


7503 


1 


1085 


GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQ1KEEDVLK 

FLAAGTHLGGTNLDFQMEQYI 

YKRKSDGIYIINLKRTWEEL\LR 

QPRA\MVPIENPAD\VSVISSR\N 

TGQVCGTVRAVXLRFLAATGAT 

PJGG\RFTPGTF\TN\Q1QASLPGS 

PRAFLWVT*PPGAEPPALSRSAS 

LC*PFLPLALVNPD/SPLRRYV11 

AIPCNNKGAH\SVGLMWW\ML 

AREV\LRMRGTISREHPW\EVM 

PDLYFYRDPEEIEKEEQAAAEK 

A VTKEEFQGEWTAPAPEF/TLA 

TQPEVADWSEGVQGAPLVPMQ 

QFP\TEDWSAQPATE\DWS*A\P 

LAQATEWVGATTDWS 


7450 


37818 


A 


7504 


1 


1053 




7451 


37819 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSIKYWQTESSSTSKSL 

STMIKWASSL*REIYSTKCPQEK 

AGKIQN*HPN1T1KRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN* */MPG AGFLKGSTKLI 

DR*QD**RKKERR1K*/IAIKNDK 

GDITTNPTEIQTTIREYYKHLYA 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SIAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*TIPINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGS1YANQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
♦-Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7453 


37821 


A 


7507 


1 


1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSKIDH1LG 

SKAPLSKYRRSEIKIMCLSDHSA 

IKLELRIKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN EN KDTTYQN L WDTLKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEJ 

SKIRGELKE1ETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTEI 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

Ql M SELPFTI ASKRMKYLG IQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGR1NIVKMA1L 

PKN WKKTTLKFI WNQKRAR1 A 

KSI LSQ/IEQS WRH H AT*LQTl LQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 


7454 


37822 


A 


7508 


58 


330 


FTENDDFQFHPCPYKGHEUIFY 

GC1VFHGVYVPHFLNPVYHCW 

TFGLVPSLCYCE*CRNKHTCAC 

VFIAA*FIVIWVYTQ*WDGWVK 

WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 
HNIDSSYQ*AW\MFFHLFVSFFI 
SLSSGL*FSLKRSFTSLVSWIPR 
YFILFEAIVNGSSLMIWLSVCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCHIFLIQS1IVGHLGW 

FQVFAIVNMVTIN1RVHVSL*QH 

DL*SFGYIPSNWMAGSNGISSSR 

SLRNRHTVFHNG*TSLQSHQQC 

KSVPISPHPLQHLLFPDFLMIAIL 

TGVRWYL1VVL1CISLMASDDE 

HFFMCFLAA 


7457 


37825 


A 


7511 


399 


677 


NQREQRH1M1PESLGRIQSSV*RE 
IYSTKCPQEKAGKIQN*HPNITI 
KRTRKARANTFKS*QKARNN* 
NQS RTEGNRDTKN PSKNQ * IQE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKJLPWAVWPFS*Y*FFLPMS/G 

GVFFHLFVSSFMSLSSGL*FSLK 

RSFTSL VSCIPRYFILSEA 1 VNGS 

SLMIWLSVCLLLVYKNACDFCT 

LILYPETLLKLSISLRRFWAETM 

GFSRCT1MSSANRDNL1SSFRN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*«=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7459 


37827 


A 


7513 


1 


2982 




7460 


37828 


A 


7514 


5202 


5430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNI1IHFGYKGVEYHDQQ 

DVTSNFLGAMWLISITFLSIGYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTALVVAVVARKLELTKAEK 

HVHNFMMDTQLTKJRHCPWAA 

TIQPKLSFLISLPGCDYRGESAR 

A RPLSHPPLQLGLG KD AR YLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

G RGGCCF AALRG VQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTE1AMSSCRY 

NGG VMRPLSNLSASRRNLMEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 
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crn in 

NO: 


SEO ID NO- 
of peptide 
sequence 


Met 
hod 


SEO ID NO- 
in USSN 
09/540,217 


N nrlprttirlp 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid seouence ( \=l InLrnnwn 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7465 


37833 


A 


7519 


1 


1184 


MSSANRSILEVPHLDILLQELPG 

VSKVVTVEVRGNWQRWLKVR 

DLTKC VTYFFR VQA RTITYGPE 

LQANITAGPA EG SPG SPRJD V L V 

TKSASELTLQWTEGHSGDTPTT 

GYVJEARPSVFGNGSFQVSKEE 

NQYFSEGLTSIEVPSQQVQQEG 

AVAMALMVPDEGLWDMFVKD 

1 PRSATS YTLSLDKJLRQG VTYEF 

RVVAVNEAGYGEPSNPSTAVS 

AQVEAPFYEEWWFLLVMALSS 

LIVILLWVFALVLHGQNKKYK 

NCSTRQGISTMEESVTLDNGGF 

AALELSSRHLNVKSTFSKKNGT 

RSPPRPSPGGLHYSDEDICNKY 

NGAVLTESVSLKEKSADASESE 

VSVGAYFRAVTISPYFCKDAGF 

AVRTIALGLAETAGSKADARK 


7466 


37834 


A 


7520 


1 


1347 




7467 


37835 


A 


7521 


512 


1051 


M A YCKSTPA VG LRVTV * SLSRL 

SL1CYTFCIGAPSHLSVGSLIIAT 

SFIVSNRPCRAPYVDTIYRLPSP 

LRLAGHRTLPLKPSFPRRSPPLL 

YYPSPRPPAHYPLSPSSEPNRRY 

TMALTAVPYPYTSPLQAFPFLH 

SRJPQLQLFLLTNSFTSRTPVEP 

VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A . 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK*S*SEP1QEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SVKARF/YHQQ YSLKK YRYKH 1 

ADNVCQWLDEVFLRPKEMSDI 

HKLTFIEKRERLKNSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

VllAGLLPILWGTGAGSEVMSRI 

AAPMIGGMITAPLLSLFHPAAY 

KLMWLHRHRWLKCKSARRPQ 

rl^bO Y 1 UUKHbKbVKAbr 1 AO 

LPSLTHEQQQKAVERIQELMAQ 

GMSSGQAIALVAEELRANHSGE 

RIVARFEDEDE 
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NO: 


cpn in no* 
of peptide 
sequence 


Met 

hod 


sfo in NO* 
in USSN 
09/540,217 


iNJnrlfwitirlf 1 
IIUIICUUUC 

location of first 
codon for peptide 
sequence 


IVurlpntiHp Irwntinn fif lo«t 

codon for last amino acid 
of peptide sequence 


/\imiiu diiu acv|ucnce \ a— unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibtc nucleotide insertion) 


7472 


37840 


A 


7526 


116 


191 


RLKFTETNLYTN1YVGSIHIHLN 

LEIIHMSLH**MDRTNIN1RVQ1C 

FCEFKSLVLLDKPGRQELIDDL 

NKRTDNFLTDSGISVSDWIDAA 

TWEVFSSLRELELLGIKN1RLAS 

QDLHGVILSSETVAEDIWCRILD 

TVTRKG E H S RRI H S A DDKS YLR 

PDLLEWFKQRVEDDQSRSGRKI 

YVKRDLPH I LTPFRAPM AS VC A 

KRKGQVLHQQYSLKKYRYKH 1 

ADNVCQWLDEVFLRPKEMSDI 

HKLTF1EKRERLKNSVFKSLHD 

VSEFLGRVLLHATDPAAPRKPA 

YSLHAIRGKSRGRKNS 


7473 


37841 


A 


7527 


1 


177 




7474 


37842 


A 


7528 


1 


399 




7475 


37843 


A 


7529 




209 




7476 


37844 


A 


7530 


1 


288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


tsflttggkkgsvkkkvvdpfs 

kkd/wl*yvkhpamfnirnigk 

dvgsprtqgtkias\dglkg\rv 

fewsladlqhdevafrkfklit 

\edvqgkncltnfhgmdlt\rd 

k\mcsmvkkw\qtmi\eah\vd 

vkttvdg\yllrlfcvgf\tkkr 

nnqigkpf*aq\hhrvrqigkk 

mmeimtrevqtndlkevvnkl 

ipdsigkdiekacqsiyplhdvf 

VRKVKMLKKPKFELGKLMELH 
GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


1 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 

NMDNKVQAEVALDGNGELVG 

YYSKASAGDTQANRVWSGPPA 

NSNRPAAEGPERNTININKKDIN 

TKTPSVGHRHQRPKVDKTTKT 

RXKTRAEKLK1LKTRVPLIFQRT 

AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTPJTTRGGGFLPTQ 
PFPVILQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESSIL*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 
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NO: 


or peptide 
sequence 


IVICl 

hod 


Geo in no- 
in USSN 
09/540,217 


1^1 UVICUIIUC 

location of first 
codon for peptide 
sequence 


Niiclfwtf it Ij» lru*n tirtn t\t loct 

SIULICUIIUC ll/VUllllll Ul lasi 

codon for last amino acid 
of peptide sequence 


niimiu »t.iu >cL|ucncc y A = unKnown» 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 


1 


1169 


PPLLIPRQTGSGVDLQQTPTDLQ 

LRVLTVRRKTNKQKGHPHQNSI 

CTSPSSKTKDFKPTKIKRDKEG 

HYIMVKGSIQQEELT1LNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

1 1 VG DFNTPLSTLDSSKRQK VDK 

DIQELNSALYQADLTDIYRTLH 

PKSTE YTFFS APHHTYSK1 DHI V 

GSKALLSKCNRTEIITNCLSDHS 

AIRLELR1KKLTENRSTTWKLN 

NLLLKDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTGKAAC 

RGIFIAINAHKRNQKRSKMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKKSPGADGFTAEFYQRYKEE/ 

PGTI PSETIPINRKRGNTP* L IL* G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEGILPNSFYEASIILIPKPG 

RDTTIKENFRPISLMNIDAKILN 

K1ILANRIQQH 1 KKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKAFDKIQQP 

FMLKTLKKFGIDGTYLKIR1KYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKKWKNIPCSWVGR1NIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQKRARIAK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYNHLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRWIKD 

LNVRPKTIKTLEENLGITIQDIG 

MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAFCETTiRVNRQ 

PTKWEKIFTTYSSDKGLISRJYN 

ELKQIYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKELEKQEQTHSKASRRQ 

CTTI^ID API l^CICTY^VXJl OkMXICC 

RSWFLEKVNKIDRLLARLIKKK 
REK.DQIDAIKNDKGDITTDPTE1 
QATIREHYKHLYANKLENLEE 



864 
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OLQ ID 

NO: 


abv? inu: 
of peptide 
sequence 


Met 
hod 


CCA 1 n VA. 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


MiiftlAnti/lA 1 nr^ t inn f\f loci 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7487 


37855 


A 


7541 


3 


1284 


SAADTQANRVWSVPPTNSNRP 

AAEGPDC*KEN*QKGHPHQNPI 

CQSPSSK\PKVDKTTKMGKKQN 

RKTGNSKNQSTSPPPQEHSSSPA 

MEQRITNAEKYLKDLMELKTT 

AQELHDECTSLSSPFDQLEERV 

SVMEDQMNEMKREEKFREKRI 

KRNEQSLKEIWDYVKRPNLPL1 

GVPESDRENGNKLENTLQDIIQ 

ENFPNLARHANIQIQEIQRMPQ 

RYSSKRATPRYIIVRFTKVEMK 

EKMLRAARDKSLVTHKGKLIR 

LTAGKFIALIAHKGNQERSKIDT 

LTSQLKELEKQEQTHSKPSRRQ 

EITKIRAELKEIETQTTLQK1NES 

RSWFFEKJNK1DRLLARL1KKKR 

EKNQIDAIKNDKGD1TTDPTEIQ 

TTIREYYKHHYANKLENLKEM 

NKFLDTYTLPRLKQEEVESLNR 

PIKALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRKKKSTDTIN 

DESLN KERDMTGNPHIFPR YQE 

IWQVFVSSGNNYITTATGPTAV 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNP1 

CTSPSSKTKEIRTTIREYYKHLY 

ANKLENLEEMDKF/H*HIHPPKT 

KPGRS*ISA*TNNRL*N*GNN** 

LTNQKKSRTRWIHSRILPEVQG 

GADKQRAKHE'TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESIS*KWPYCPR*FIDSPSPSSYQ 

*LSSQN\GKNYFKVHMEPKKSP 

YCQVNPKPKEQSWRHHAT*LQ 

TILQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKKGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKf 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKPICMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGS1QQEELTILNIY j 
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crn in 

NO: 


crn in NO- 
of peptide 
sequence 


Met 
hod 


SFO ID NO* 
in USSN 
09/540,217 


PUIICUIIUC 

location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino nnd sponpnri* i V=l inLnnivn 

*=Stop codon* /=possibte nucleotide 
deletion, V=possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QGYPGTELSSAPSGPNRHLQNF 

PPQINRIYILLSTTSHLFQN*PHS 

WK*STPQQM*KRRNYNKNQ\L 

ELR1KKQTQNRSTTWKLNNLLL 

NDY 


7491 


37859 


A 


7545 


21 


428 


DKTSRGTI RQQH L LFTN1RCSA A 

SAADTQANRVWSGPPANSDRP 

AAEGPDC*KEN*QTERTSTPKS 

HLYVTUKDQRNKIPKNPTYKG 

CEGPLQGELQTTAQQNKRRYK 

QMQEHSMLMGRKNQYHENGH 

TAQGNL 


7492 


37860 


B 


7546 


1 


1650 




7493 


37861 


A 


7547 


1 


946 


MAMPPLLIPRQTGSGVDHQQTP 

TDPQLRILTVRRKTNTQKGHPH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFI WNQKRACI A KTILSKK 

NKAGG1RLPDFKLYYKATVTKT 

AWYWHQNRYIDQWNRTEASEl 

MPHIYNHLIFDKPDKKKQWGN 

DSLF/K* M VLGKLASHMQKTE1 

GPLPYNFYKN*LKMD*RLKGK 

T*NHRN H RRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL/RQQKKLPSE*TRNL 

QNGRKFVQS1YLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQNPICTSPSSKTKGR* 

NHKDGEKTEQKNWKL*KAERL 

SSSKGMQLLSSMGTKLDGE 


7495 


37863 


C 


7549 


I 


2805 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTKVT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLMHGINSRNHHGPQ*P 
ALVJKMPAb'V rtlMNNHFLrCr 
RKGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 
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cpn in 

NO: 1 


crn in njo- 

OLy 11/ HU. 

of peptide 
sequence 


Met 
hod 


SFO ID NO* 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino arid spnti**nr*> f Y^llnLnnwn 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7499 


37867 


A 


7553 


1 


4560 


MKHTLIPRIKNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

G I LPFLQQI PS K ES A V LMG I LG I Y 

KCTFTHKLGITKEQLTGKVLPH 

LIPLS1ENNLNQFNSFISIIKEML 

NRLESEHKTKLEQLHIMQEQQK 

SLD1GNQMNVSEETKVTNIGNQ 

Q1DKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALNNLFGPQKPKVSMNQLS 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNMIGQ 


7500 


37868 


C 


7554 


1 


1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 

♦LLEGKRTNRKDINTKNPSVRH 

HHQRPK MGEKTEQKN RKLKI R 

APLLLQRNTAPH/HAMEQSWM 

ENDFDELREEGFRRSNYSELKE 

EVRTNAKEVKNFEKKLDEW1T 

R1TNAEKSLKDLMELKTTAVEN 

YVTNAQAPVANATN*KKGYQR 

WKTK*MK*SEKRSLEKKE*KEK 

KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 

PQLQVCWSLLEVHSRPCLPGYQ 

QQRIRLEPFKINV/T*ADHEAYR 

KTAVRRCSQTTQQAWEQSAHQ 

QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPDITIKRTREARANTFKS*QKA 

RNN*DERRTEGNRDTKNPSKKS 

VN/RRSWFFEKFNKJDRRLARLI 

KKKREKNQIDA1KNDKRDITTD 

PTEIQTTI REH YKHL YANKLEN 

LEEMDK FLDT YTLPRLNQEE VE 

SLNRPITGSEIEA1INSLPTKKSP 

GPDGLTAKFYQRYKEE/PGTIPS 

ETIPTNRKRGNPP*LIL*GLHHPD 

TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATSAADTQANRVWSGPPAN 

SNRSA AEDPDC* KEN* PTVKGHP 

HQNPICTSPSSKTKARQAN1QIQ 

EIQRMPQRYSSRRATPRCIIVRF 

TKVEMKEKMLRAAREKGQVT 

HKGNPIRLTADLLVKTLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

jr lofcAJfclKor l !Jls>v^lVlL»KLIriJ 1 1 

RPALKELLKEALNMERNNQYQ 
PLQKHVRJL 


7506 


37874 


A 


7560 


1 


1164 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRARCSCAPSSTTTLGRTGPSLA 

RRRACPSSAGRSWRW'ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPH 1 FWC VDCETCDCEG YLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKMSSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPEALKQLRTSEFKPYIIFVKPA1 

QEKRKTPPMSPACEDTAAPFDE 

QQQEM A AS AAFIDRH YGH L VD 

AVLVKEDLQGAYSQLKVVLEK 

LSKDTHWPPLVIPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKTKVGER 

VSVIEDQMKEMKREKKFREKR 

VKRNEQSLQEIWDYVKRPNLR 

LIGVPESDGENGTKLENTLQDJ 

MRENFPNRARQANIQIQEIQRM 

PQRYSSRRATPRHI1IRFTKVEM 

KEKMLRAAREKGWVTHKGKPI 

RLTADLLAETLQARREWEPIFNI 

LKGKNFQPRISYPAKLNF1SEGE 

IKSFTDKQMLRDFVITRPALQEL 

LKEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QH A 1 VTG DA VG MDDIPQE A RQ 

YRHNQA YA YS1QGDGAEDDDE 

RIVRFHTRCLNGRVLL*DK/IFQ 

RNDQAATFAAHQYPLFCSLHC* 

YPGTQGLEWTSSKHQQTCS*GS 

♦LLWPGDERLWPSWEEQKKLS 

LPTDPDTWL*GSPQAAQGPRCV 

PPPGAQPLSSVTASLCHCA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSENILTVHEQANVESLKETKQ 

NCKDLDEDANG1TDEGKEINEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KJLYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVA1EEEKEEEEDEKS 

EEDSSDHDENEDEFSDEEDFLN 

STKAKLGRLTPHMAGYSSETKL 

PEERPGSNICCSP1SAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TVIKKTNKQKGHPHQNP1CTSP 

SSKTKDRSTRQKVNKDIQELNS 

ALHQADL1D1YRTLHPKSTEYTF 

FAAPHCTYSKIDH1VGSKALLS 

KCKRTE11TNCLLDHSAIKLELRI 

KKFTQNCSTTWKLNNLLLNDY 

WAHNEIKAEIKMFFETNENKDT 

TYQNFWDTFKAVCRGKF1ALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQEITKITAEL 

KE 1 ETQ KTLQK1NES RS WFF EK I 

NKIETASKTNKKREKNPIDAIK 

NDKGDITTNPTEIQTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKXSPGPHGFTARFYQEYK 

FF/PnTlP<sFTlPINRKR(TNfPP*I T 
cc/ru i iroij i iii i> rvrvrvvj nrr i^i 

L*GQHHPDTKAWQRHNKKREF 
*TN1PDDHQCKNPQ*NTGKPNP 
AAHQEAYPP*SSGLHPWDARL 


7510 


37878 


A 


7564 


3 


377 


DHNCAT VLQPG*QSEIL* KEERE 
REREKKERKKERKKERKKERK 

vcr* isr\*m/T' no vvt?d vc vc iv 
K bU K\i KKUu KKIv b KJ\Jb Nt J K 

KbKKKUKJ^KKbbbivKKJ^KJv 
i/niUD DCC^XiriCDt DAD 

KKJ n Krr fcUNUorbrA r 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 

A*TPAMAERGPATAAGQLEFT 

GGALQTLFAWVSAAAAAEQWI 

1 VNRKCCCL1VPLEVLSORSTW 

PCIGLVMPVLPGLLRD1VHSDSI 

ASHYGVLLALYALMQFLCAPV 

LGALSDRFGRRPGLLASLLGAT 
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NO: 


of peptide 
sequence 


Mo* 

hod 


CCA lrv MA> 

in USSN 
09/540,217 


nucieuiioc 
location of first 
codon for peptide 
sequence 


M UCICOl IOC lULUIlVII Ul lual 

codon for last amino acid 
of peptide sequence 


/%iiiinu nviu ac(|iiciice | /v—un Known* 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7515 | 


37883 


A 


7569 


991 


1842 


1QCHPHQATKNFLHRIGKNYFK 

VHMEPKKGPHCQVMPKPKEQS 

WRYVKQSKKIAVYAERSRCSP 

GTEFAGTLILDFPSSRTAPSSRG 

R/P/GRLTRPGTPLRQSFQRNDQ 

AATFAVQQYSLFCSLCC'YPGK 

QG LEWTSSKLQQ/Y LQLRERSS 

SPATEQSWMENDFDELREGFR 

RSNYSKLKEEVQTHCKEAKNL 

EKRLDEWITRITNVEKSLNDLM 

ELKNMAKELRDERTSFSSEFNQ 

LEERVSVIENQMNEMKREEKFR 

EKRVICRNEQSLQEIWDYVKRP 


7516 


37884 


B 


7570 


1 


2448 




7517 


37885 


B 


7571 


2379 


4476 




7518 


37886 


A 


7572 


t 


570 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PNINRFLKHYREPVPKKRERNY 

STL WPLCPSTLNKI YTI MS YLSP 

ATKEYPFFLLLLEQEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTP*/PAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCCYVNQSGIITEKVKEIQGRI 


7522 


37890 


A 


7576 


1 


1178 


MPESPTPLLG RDl LA KAG All HL 

NIGEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILG .YQKPNGQ WRLVQDLRIIDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LF AFEDPSI PM SQLT WTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL/QQ*R 

TDRT*LSTSNCSNLRHSRGPSRG 

SLD*SQPQLVY* WKFFCRKRTS 

KRGVCSGQ**WNT*KKSPHSRN 

♦CSAGGTNSPPSGTRIRRRKKGL 

IRIYMLPLILSAPYDHLH 


7523 


37891 


A 


7577 


1 


1338 




7524 


37892 


C 


7578 


109 


23 1 




7525 


37893 


A 


7579 


279 


346 


LLRLALLLQ*QKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVVILPMPVPNLPSIPARITKG 
RMGTLLLRGLGTT*LYKSCSV 



870 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7527 


37895 


A 


7581 


3 


2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVUHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPYNLFIAS 

PPHTWSGLQFRSVTSPPPPAQQF 

TLKX V AG A KG I V K RLKTDTA R 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWTILLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

AADLRVSVADLRVSVTALKVA 

RLELFVPPGGLVVSLASAVKLQ 

TFA V LQLIKAKRWD WGTL EQG 

AALIGEARDAQEPTEGVGGSG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLTIKKERCIRNGYSKEK 

MKLIVVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AGLEGAHANRVNQQISDNLVV 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFSVSGQLLQGFFP1MGGQA 

APNPYALLSQIPEEAEWFTVLD 

LKDDFFCIP/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFRXHLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIIIVWELNQIDTIKNDKGDIT 

TDPTEIQTTIREYYKHLYTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITG AEIEA 1 1NSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLL VPLSDLL VQVHAP1P 

QLPEVLAANSPTCHLDPPTITES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


7529 


37897 


A 


7583 


3 


910 


YFSQPLSYADWGALFFSHAFLIM 

LESPTTLLGRDILAKAGAIIHLNI 

GEGTP VCCPL L EEG FN PE V WAT 

EGQYGRAK\NARPVQVKLKDS 

ASFPYQRQYPLRPEA/LT1CGFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRLVQDLRIIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL 


7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFVIKKGGKRGRDIL 

AKAGA1IHLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQKIKDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRIINEVTVPLYLAVPNPYIL 

LSQIPEEAEWFTDLDLKDAFFCI 

P V H PDSQFLF A FEDPSN PM SQ L 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISI/LCT 

♦TMEQLQHRNKHHFRFSRTSCF 

QSGNNPYLKPHLCKI*QYCRHN 

QLPMHQCPHDHLH*TRFI/PIML 

YLSPTTKEYSFFLLLSEQEC*VD 

* VL AL A VPQPL LSSTTN YLKN S 

MVTWNGLPTPWSPGKINLTS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7531 


37899 


A 


7585 

9 


1 


2083 


MPLLQMJATPLQQSL1STEDEM 

DELTEVGFERWVITNFTEEPSPA 

LG FTPEHKGN VG H A G KG PLESS 

SPDPFLCGQEKQEKGAGLLHRQ 

YPLRLEAKQGLKKIVKDLKAQ 

G L VTPCS S PCNTPTL A VQ KPNG 

QWRLVQDLR11NEAVVPLYPAV 

PNPY1LLSQIPEEAEWFTVLDLK 

DAFFCIPVHPDSQFLFAFEDPSN 

PMSQLTWTVLPQGFRDSLHLFG 

QALAQDLSQFSYLDTLVLQYM 

DDLLLVTHSETLCHQATQALFN 

FLATCGYMVSKPKAQLCSQQ/R 

YLGLKLSKGTRALSEEHIQPILA 

YPHPKTLKQLRGFLGVIGFCRK 

W1PRYGEIARSLNTLIKETQKAN 

THLVRWTTEVEVAFQALTQAP 

VLSLPTGQDFCSYVTEKTGIAL 

GVLTQIRGMSLQPVAHLTKEID 

VVAKG*PHCLRVVVAVAVLVS 

EAVKIIQGRDLTVWTSHDVNGI 

LTA KG DL WLSDNCLLKCQ ALL 

LEGPVLRLCTCATLNPATFLPD 

N EEKIKHNCQQ V ISQT Y ATRGD 

LLEVPLTDPDLNLYTDGSSFVE 

KGLRKVGYAVVSDNGILESNPL 

TPGTSAQLAEL1ALTWALELGE 

EKRANI/YTDSKYAYLVLHAHA 

AIWKEREFLTSERTPIKHQEAIR 

KLLLAVQKPREVAVLHCRGHH 

KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCNMPAAQHRERASNESRHG 

GCCPP/PWLLSS/APPHDAFTTPQ 

EAVLSAPSALPSSAATSLLSLLT 

PQQMFCSKTAG PKPFSSNPHPR 

LKAPTSSC/PL*PQAAPSGNAHC 

Y*GHRRGRTVPEDPGCLSPRAR 

PHRTSGTSSPPSLQPSRTIPPASS 

APKQGDAGSPPYQAVPEKNKP 

GATPRTCAESPKRLPRPGPKSFL 
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SEQIU 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /^possible nucleotide j 
deletion, \=possible nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*!FL*KKEE 

EEEGGGGEGEEKKKKKKTEEE 

EEEEEERKKAEEEEGEEEGEEEE 

EEEEKEERTGAGDSSEDEGFDEI 

PSPGDSRQKTEGNAANIISGCD 

QRYEESEMDLGTRGIVSGHRY1 

FTFRVSPLE A 1 G ELLFPFS V A PA 

QGGLGFRRVDQLALPMGAQSL 

DLLNGNNFKCPTTLRTIEITVGN 
LIISPRQKQLNANIGKNFNAAEN 

UPM A 1^ TTTR ^QT Vfl A HTH1 TA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRKDTKVEVKRKTCWL 


7535 


37903 


A 


7589 


1 


1899 


HVGASDPDAGPGWGGLTSRPR 

LVTPRSAPRGRAFQGATVGLAP 

VEGMCRAESSGGVSTDHSELPI 

GAAATMAHEIGHSLGLSHDPD 

GCCVEAAAESGGCVMAAAT/G 

VRGWGVGAAAGRLVLGTSSA 

AFLWSSLSFLFCKMGIMIIVSAS 

G WFM RLKG KK LRQSG FST V * R 

LFSE*PGEVTPTPGGAPSGRDST 

LGPGLLTIGASSSPVPLVV*LCA 

GYFPSLGSARLAAVAKPRGGD 

QRSAGVGGLSLHAQCPPRAGR 

HPFPRVFSACSRRQLRAFFRKG 

GGACLSNAPDPGLPVPPALCGN 

GFVEAGEECYCVSXGQECRDLC 

CFAHNCSLRPGAQCAHGDCCV 

RCLLKPAGALCRQAMGDCDLP 

EFCTGTSSHCPPDVYLLDGSPC 

ARGSGYCWDGACPTLEQQCQQ 

LWGPGSHPAPEACFQVVNSAG 

D AHGNCGQDS EG H FLPC AGRD 

ALCGKLQCQGGKPSLLAPHMV 

PVDSTVHLDGQEVTCRGALAL 

PSAQLDLLGLGLVEPGTQCGPR 

MVCNSNHNCHCAPGWAPPFCD 

KPGFGGSMDSGPVQAENHDTF 

l l AMI 1 QVI 1 PI I prjAfil AWP 

VQWPQRWPTQGPPPGRRSPHG 
VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 


1266 
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NO: 


crft |T\ NO- 

of peptide 
sequence 


hod 


SFO ID NO* 

in USSN 
09/540,217 


(\ nrlpntiflp i 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid seatienre f XcllnLnnwn. 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7538 


37906 


A 


7592 


I 


458 


LQQSQIFEIHSQKTIVKKCLDLF 

FELAEEKENYKNFFEAFSKNUK 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEY VSRM KETQK 

SIYYITGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


1PEF/LNF/IRGVVTLGLPLNISRE 
MLQQSKJLKVIRKNIV* EC/LFEL 
LSELAEDKENYKKFYEAFSKNL 
KLGIHEDSTNRRRLSELLRYHT 
SQSG DEMTSLSE Y VSRM K ETQ 
KSI YYITGESKEQV ANS A F VER 
VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 




7542 


37910 


A 


7596 


453 


719 


ARGSKHTGLIAQWAHEQSGHG 
G RAGG Y A WAQQH G LPLTKAD 
LP\AMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7543 


37911 


A 


7597 


3 


837 


PECV1GIDILSSWQNPHIGSLTG 

RVRA1MVGKAKWKPLELPLPR 

KI VNQKQ Y H I LG GT VEI S ATIKD 

LKDTEAVTPTTSPFNSPIWPVQ 

KTDGSWRMTVDYCKLNQVVT 

PIAAAVPDV/VSLLEQINTSPGT 

WFEWSPK\KALQQVQAAVQAA 

LPFGPYDPADPMVLEVSVADR 

DA 1 WSLWN A A IG ESQRR PLGF 

WSKALLSSADNYSPFERQLLAS 

YWALVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RSIIKLKWY1HDWVRAGPEGT 


7544 


37912 


A 


7598 


i 


399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 
GRAGGYAWAQQHGLPLTKAD 
LPXAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 

Alt' AfiP 


7546 


37914 


A 


7600 


1 


1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inliSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=*possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 


VIPTTSQFNFP1WPVQKTDGSW 

RMTVDYCKLNQEENFNNQVDR 

MTHSVDTTQPLSPATHVITQWA 

HEQSGHGGRDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIAR1HRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSN SQP VTA LNNEPAG PN KRDI 

GKAKGLKFHHPGPHRQERDML 

E/SML* P WG YPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEINPMLPEATVIASPKEIAR 

QDNVDSPQEPPPTPQFSSRP1TR 

LKSQWAPRGPECVIGIDILSSW 

Q1M PHIGSLTGRVREGYM VGKA 

KWKPLELPLPRKIVNQKQYCIP 

G EI A E 1 STTIRDLKDTG V V I PTTS 

PFNSSIWPVQKTDGSWRMTVD 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQH1THLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQA\LCHLGHMTQQ 

IQWCLRRNGEMCDY1LIYGL 


7551 


37919 


A 


7605 


1 


608 


MAPGMVPIPPPGKYHSPKKLIY 

STPPKPGTYGISDSLSQYPTSAK 

AEPVPTHKNPRRESPIPHSSPSSF 

TDG/PSPNSPGDARPHPQNKTSG 

RGRP A PRQRVPTTITTPA PP A RS 

PNSAHSPAFRDLPFRAEKGTAA 

ARVPREPHSPAPPKNKGSLQPP 

AGELLQRGARTTLPRILGTAPG 

PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVSI 
RSPASGHLEFPSFARSSGSGSTS 

T\t prp a \ A'i" is f*\ a ¥ /"> ta a A rrvn 

PLSFGAMTTEKQALGGRAAFPP 
KYK*AQGRAACFVLTSQQQPS 
WQ* G VTVTATG S PM H RGTF WH 
SCTGTPGSGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPMP/VRSQPKAP*V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE*PTAGPTRAAILRATPAPS 

t DN/fD/^TTUD DCDD/^XICl HHC ADA 

SDAGWPPTEAVTCPXPWSRENP 
PQRNL*AHRPQGPRPVPGTERR 
NGRGGAGCRQL 
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NO: 


crn in NO* 

OT*\£ 11/ W\J. 

or peptide 
sequence 


Met 

hod 


^FO 111 NO* 

in USSN 
09/540,217 


IMJCIcUUUc 

location of first 
codon for peptide 
sequence 


N>i*»t«mlirlck InraHnn nf tact 

codon for last amino acid 
of peptide sequence 


Amino Urirl CPnn»nra I V— I Inbnmun 

rtiiiinu aiiu sequence \ A-unKnown, 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7554 


37922 


A 


7608 


1 


804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 

LAALQEFYAEQKQQIEPGEDDK 

YNIGIIEENWQLS\QFWYSQETA 

LQLAQE A IAAVG EGGRJ ACVGS 

P*CLPET/HESCAEKTFSIYIFEY 

DKRFAME*KE\L1FYDYNNPLD 

LPERIAAHSFD1VI\ADPFPYLSG\ 

ECLRKTS ETVQ \ALTRG KI L L\CT 

GAHHGRTGSRTPLE*RCARLFP 

RHTRNFGKWSFRLVYVNL 


7556 


37924 


A 


7610 


1 


61) 


MAPKAKMEAPAPPEAEAKVKA 

LKAKKVVLKGVHSH/KKKXKI 

RTSPTFR*/PLRLRRQPKYPWES 

VPRRTSTQISSGERPLENKQPRY 

PRESSPPPGEQAPKYPPEERSPG 

ETRLDHLCLSIKFP\LTH*VLPM 

KKIEDNNTLWPLVNVKANKHX 

QIKQAVKKLYDIXDVAKVNTLM 

RPDGEKNGICSDLAPVDYDALG 

CLPTKJFG1I 


7557 


37925 


A 


7611 


1 


1035 


DKDSLCDSCKTSCSYNCSKPRS 

SWQDQDISSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLG VEPSLQSSGN LL VSLLLSR 

FITY K VT1 VE WVKT Y A LG LDLK 

KSERPGFESELHSHNSCECAVS 

HL K P V H LRVSPMGHSE Y Y L VT 

TADYSEANGSQSAGDEFFQTQS 

FPSRQQALFRPK1QITIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSEIEAII 

N SLPTKKRPGP DG FTAKFNQRY 

KEELVIYKKFQIPCIVPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLE/CEPDVLHI** 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSH1MSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TTADYSEANGSQSAGDEFFQTQ 

SFPSRQQALFRPKIQITIREYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSE1EA1 

INSLPTKKRPGPDGFTAKFNQR 

YKEELVIYKKFQIPCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


otQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X—Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7558 


37926 


A 


7612 


3 


573 


KEETFS A W Y VDG R VL V V 1 VTF 

GI1LPLCLLKNLGYLGWTSGFSL 

SCMVFFLIVVIYKKFQIPCIVPEL 

NSTISANSTNADTCTPKYVTFN 

SKTVYALPT1AFAFVCHPSVLPI 

YSELKDPXSQKKMQMVSNISFF 

AMFVMYFLTAIFGYLTFYDNW 

QSDLLHKYQSKDDILILTVRLA 

V1VAVILTVPVL 


7559 


37927 


A 


7613 


1 


831 


MSELEDRLFENTQSEESKGKR1 

KKNEVCLQDLKYSLKRANLRD 

TGLKEEVIYKJCFQIPC1VPELNS 

TISANSTNADTCTPKYVTFNSK 

KKMQMVSNISFFAMFVMYFLT 

AIFGYLTFYDNVQSDLLHKYQS 

KDDILILTVRLAVIVAVILTVPV 

LFFTVRSSLFELGLRKQRFNLW 

PSIPVVTCILLVVINLVGDLHTP 

P*RJFFGVVGSYILLNML1FILP/S 

IFFILKITDQDGDKGTQRIWAAL 

FLGLGVLFSLVS1PLVIYDWACS 

SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEEISKTFALN 

ERRGE1KIIRKLDFEKIVSYQVDI 

KA SDG AG LSG KCT VI 1QV VDIN 

DNAPELTMASFTSPIRENSPETV 

AALFSIQDRDSVFALRSLDYEAL 

QEFEFRVGASDPGF\PALSSE\AL 

VRVLWLDANDSSLFVLFPLQN 

GSAPCTELUPGRAAEPGYLVTK 

QLLKATEPGLFG V W AHNGE VR 

TARLLSERDATKHRLVVLVKD 

NGEPPRS ATATLH VLL VDG FSQ 

PYLPLPEAAPAQAQAEADLLTV 

YLVVALASVSSLFLLSVLLFVA 

VRLCRRSRAASVGRCSVPEGPF 

PG H L VD VSDTRTLSQRYKYE VF 

LTRGSGTNEFKFLKSVIP/QASG 

RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 

AERGSFGAMDDPFKNKALLFS 

KNTQELHPDPFQTEDPFKSDPF 

KG A DPFKG DPFQN DPF A EQQTT 

STDPFGGDPFKESDPFRGSATD 

DFFKKQTKNDPFTSDPFTKNPS 

LPSKLDPFESSDPFSSSSVSSKGS 

DPFGTLDPFGSGSFNSAEGFAD 

FSQM S/KG KSTPVSQLGS A DFPE 

APDPFQPLGADSG DPFQSKKGF 

GDPFSGKDPFVPSSAAKPSKAS 

ASGFADFTSVS 
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SCQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \»possible nucleotide insertion) 


7562 


37930 


A 


7616 


1 


= 

817 


MGFCHVGQASLKLLASDPFGT 

LDPFG SG SFNSA EG FA D FSQ M S 

KTDPQVRSELLKAGTAARLVTR 

LDPLVSGPH\TR*PELTVALVPD 

SCRASPDAGSVVGAHL*GLGTT 

G A ADGGTPMMSN RSF V LG V 1 1 VV 

WSMCQLYLVPPPPSGPFTSSLG 

GAGFSDDPFKSKQDTPALPPKK 

PAPPRPKPPS/GHRLPVPDGGGP 

GPPCSP/DPE*QQMPWDPVWGA 

RG SPRPSCPGPRKCRMC V VPR V 

IQHPSLLLPSLVG RRSQPQI WRS 

HPMPAAPPS 


7563 


37931 


A 


7617 


3 


1039 


GSLMFQQ VPM VEIDG M KL VQT 

RAILNYIASKYNLYGKDIKERA 

LYAMTHDDE\AELRTPAAACKL 

♦SECQFRTRVDAVRTMMIP/AFT 

QVLKSHRQDYLVGNKLSWADI 

H L VELF Y Y VEELDSSL I SSFPLL 

KVKLLASSVKPVPLPSALRWPA 

HAVAQN1VTSWLTGGRFIELKT 

VQILDRLELEKPC1DAEDECFNT 

E WSTEFTLLKA WDE Y L KA W FA 

LHLLEAMFQPSDSGKSFIFNMS 

VGYNLEGQPLNPKNYPSQGVP 

RVLKSHRQDYLVGNKLSWADI 

HLVELFYYVEELDSSLISSFPLL 

KPHTHVDNTKKGSHPHMCAYT 

DY VNNPNDRM PQREITFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

M EP1RWLLAA AG VEFEEKFIG S 

AEDLGKLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

LYGKDIKERAL1DMYTEGMAD 

LNEMILLLPLCPAEEKDAKIALI 

KEKIKSRYFPVAFEKVLQSHGQD 

YL VGNKLSRADI SLWELLYY V 

EELDSSLIS\NFP\LLKALKTQNP 

ATLPHG* RSFLQP\GSPRKPPAD 

A KA LJEE ARK I FRF 


7565 


37933 


A 


7619 


102 


825 


RNLQETAIMAEKPKLHYFNAR 

GRMEVPPRWLLAAAGVEFEEKF 

IKSAEDLDKLRNDGYLMFQQV 

PMVE1DGMKLVQTKAILNLHLP 

ANYNLLMGKD1KGREP*FDYVF 

*EGFSQILGLN*SSFLPVC\PPE\E 

KDAQALPL1QEKTKNRYFPAFE 

KVLKSHG\QDYLVGPTSLSRGW 

TF1WWELLYYVEGAWTPRLISS 

FPLLKALKTRJSNLPTVKKFLQP 

GSPRKPPMDEKSLEEARKIFRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVV1FPV 

PEC11G1DMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

KIVNQKQYHIPEGIVEISATIKD 

LKDAGVV1PTTSPFNSP1WPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

A A 1 DLANDFFPI PVHKA HQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL\PIYRV 

SRKAANFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

VOHAyyHbIIKWKWYIKX)WAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7567 


37935 


A 


7621 


1 


518 


MTVDYCKLNQVVIPIAAAVSD 
VVSLLEQINTSPGTWYAAIDLA 
NAFFSIPVHKAQQKQFAFSWQG 
QQYTFTVLPQWY1NSPALCKNL 
IRRDLDCF SLPLDI I LVHYIDDI 
MLIUM 1KW V VHbVUollK WK.W 
Y VHUWAKAurbij I 1 NOLAO ¥ o 
HTf \r ir U p U/V TC\ VMC H 1 R C R C, 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 





880 



WO 01/075067 



PCTYUS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uoknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


7571 


37939 


A 


7625 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISAITKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQ1NTYPGTCK\FLG 

VQWCGACRDI/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

HIPHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFGPYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKALPFSADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LPIMNWVLSDPSRHKVGHAQQ 

H SI 1 KLKWYICDQ A RA VPEGTC\ 

♦LNKEVAQMP/MGTTRKWTAA 

ALQSLSG ISLKDSGEGKSSQ WT 

ELQ A VH L V VHFA WKEKWPGT 

WKKHDWKTGDNEIWGRG1WM 

DCSEWSKTVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

LATG 1 VECPICQQQRPTLSPRYG 

T1PQGQTFILTGINTYSIYGFAYP 

AHNASAKITIRGLTECLIHHHGI 

PHS/I VS D* GTH FTA K D VXETRJH 

RPRNQG VEVEV A PLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPGDPTT1PLNWKLRLPR 

Un rUL r L,r Lol^v^AKJMj V o V LA 
ATTDC1 1 UCCCAV1 T^XIKyfinV A XI V 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETG M LPLRLLKPFLSDFAG PLH 

TQ1 NylPTR R PPQK" QPT* I4T1 ATA I 

SQGLS*GT*NEASLTKEKVGKN 
RCRYSPSYPPSGIREGKAQLCFY 
THWK 
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cc-n ID 
NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GKAASLSERLAADSVFVGTAG 

TVGRPKNAPRVGNRRGPAGKK 

APETCSTAGRGPQVIAGGRQKK 

G AAG ENTS VS AG EEKKEERD A 

G SG PP ATEG SMDTLEN VQLKLE 

NMNAQADRAYLRLSRJCFGQLR 

LQHLERRNHL1QNIPGYFSGQAF 

*NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSSIESDKIVE 

IINEELWPNPLQFYLLSEGARVE 

KGKEKEGRQGPGKQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDGRAGLPVTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEKINPEVSS1TNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

GATHHATPSAISPAPSHPLGSSE 

TLD1 DG L AHFLEHSQIN PSLLSR 

VLJQRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7577 


37945 


A 


7631 


3 


1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAIELREAVEQHKVK 

NNDLREKNWKAMEALATVAEQ 

\ACKEKLHSWTQ\AKEES/ERNQ 

LCLIEAQT\MEALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

ICHPPAPAEPSFGTWAFQV*GEA 

E\ETQST1CRAEF\DQYRSILGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EIVEKLKGELES\SD\QVREHTL 

HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS*V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA*RTQLELDQKPI 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRREAFTA*RRDLEK 

RGRSLTSD\LGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQE\Q 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQEVRTFPGGPILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 


3 


389 


GQEFSPKVY/FVNQTMGN/SCG 

P1GLFNAVANNQDKLGFEY\GP 

LLNQFLF*NR*KCPPKDRAKCF 

ER\NEAIRAAH\DAVDKEG\QCR 

VDDQGEFPFLFGLQMVDGPPSM 

NLDG\RMPFPRGPMAPSFRRTP 
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NO: 


SFO ID NO> 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*»Stop codon, Impossible nucleotide 
deletion, V=possible nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

SVMEDE1NEMKQEEKVREKRIK 

RMEQSLQEIWDYVKRPNLHLIG 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQAN1QIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEV ESL1CRPITG SEIG AI INSLP 

TKKSPGPDGFTAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASIILIPKPGRDTTKKENFRP1SL 

MNWAKILNKILANQIQQHIEKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRTNEKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YLKIVRAIYDKLTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEQ 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

Q A FL YTNN RQTESQ1 M SELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARLGKFSWIISCRVFSNL 
VPFSPSLSGTPIRRRFG LEN R VT 
ATRJ L RFS DRLKKRRTTRL Y PTP 
GSEGPTPTESR*LLAQQSEIKLQ 
GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


ILRFSDRLKICKK1 rRLYPTPGSQ 
G PTPRESR* LL AQQSEI KLQG GN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


r\S~* AAI IAI LI D T A I DCI /~\/~V A \/ LI 
A/^l TJAAAfll rr\r< OCDI/^I/ I LI* I 

AGLPQQA Kl Lr DUGobIGM H W L 
RCAHCrLboRb 1 GKASCiNhoA 1 

P H F R PF A Y W A PPi WFFF H f> 
[\UCi\rr a I itfvru tti rr nv^ 


7590 


37958 


A 


7644 


3 


479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 





884 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


1FGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFHIIDLLLCEG 

LNIIFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

PA A R* RLPH * SGGHQQ AQ V YG 

TNXKKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILGIFIRS*EKERGKRKWLSTF 

KNETKRXNGKVLF*LCMSYPQ 

RLL AG ELFQD* H KD VSNLPLS V 

ENVKNTNSLGRKNKNHKAREN 

RRLQEASMRLEQENDDLAHEL 

VTSKIALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EETAQLK E VFRKQLEKAEYE I K 

KTTAIIAEYKQ1CSQLSTRLEKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALKLAATGREDQG 

IETDDEKDSLKKQLREMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSKTLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


1 


618 
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SEQ ID 

NO: 


afcVJ 11/ NO: 
of peptide 
sequence 


Met 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


ixucicouuc lucduun oi ibm 
codon for last amino acid 
of peptide sequence 


Amino «ciu sequence y A— unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \«possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 

QRDSVGVRPSKPGAGYNLVVR 

RFLSLLEKRSIPVGVTRFSRCRP 

SPLSLTRXGNSLTPCASR1INMH 

FQAFWLCLGLLF1SINAEFMDD 

DVETEDFEENSEEIDVNESELSS 

E I K Y KTPQP J G E V Y F A ETFDSG R 

LAGWVLSKAKKDDMDEEIS1Y 

DGRWEIEELKENQVPGDRGLV 

LKSRAKHHAISAVLAKPFIFAD 

KPLIVQYEVNFQDGIDCGGAYI 

KLLADTDDLILENFYDKTSYHM 

FGPDKCGEDYKLHFIFRHKHPK 

TGVFEEKHAKPPDVDLKKFFTD 

RKTH LYTLVMNPDDTFE VL VD 

QTVVNKGSLLEDVVPPIKPPKEI 

EDPNDKKPEEWDERAKIPDPSA 

VKPEDC A LGLELWSMTSDI YFD 

NFIICSEKEVADHWAADGWRW 

KIMlANANKKKHfCDTEYKKTDI 

CIPQTKGVLEQEEKEEKAALEK 

PM DLEE EKKQN DG EMLEKEEE 

SEPEEKSEEEIEIIEGQEESNQSN 

KSGSEDEALAEQPREGPGVPGP 

IPPKRPSRSPIPEPRAAKRLPTQE 

LRGESYTMSASGTARGPSPKER 

LGLTTKTGEKEVAQGFCREPGL 

RRPPNAQARDRSSRAPATHRKE 

LKPEREH ISCSRSHIR YQEWSVL 

RDTVHRNLVLDTKRHPALILVE 

YKERTSSPATEQSCMENDFDEL 

REEG FRRS V1TN FSELKED VQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 


1 


2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRKNVATVSKG 

WAGSLAWPGGFPRKVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SGP1ASESPLTTNPHSHSARRPR 

TY l/G H A PALRVTN/PESFS Y WG 

TRGPSATMACDGLTRTGHSSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHTISSGPCG 

HRKFSPKAGDSNTPRTRSRPRV 

SCALPPDVRGSWLS*KWNQIW 

YHTLPQPQENTPKSQENKPKSK 

PQPTQR*TRGPW\PSSRCRVRSG 

/THRRPGLFLS*KQ/PSESIGHSR 

ALSAFTPAEMISTLPPPPTSKSPL 

AARAAPPGMG*SPKAGDSNTPR 

TRSRPRVSCALPPDVRGSWLS 
• 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7600 


37968 


A 


7654 


I 


1430 


MQDTCSE1ISPADFPTFSSSLKIR 

FSTDSPSQIFKKHCIQK1VLILLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTH I LC KRT AGSG PFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPGPVAPAPLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQMAGP 

SG/HAQPSCPPPVPL*PPHPHP*G 

LSFSSCSRS W VPNTPP/EPREG E 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KSARPRQAPCPTLTDGGH1FPAS 

A ARP+HKnHOTAFflKNPnR AD 
T^T^PF A TPPFKOHPF K ^R <iPVl 

PERTRQREEAPGPPSSPLRGLW 
LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 


3 


649 


AKD/ELHIVEQGHDIRGRS1KIT/ 

LATLKMS/VQPTFS/LGGFEIQPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKXLAAD 

EDDDDDDEEDDDEDDDDDDFD 

nFFAFFKAPVKK^IRnTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 
QDPFRKQEKT\PKTPKGP\SSVE 
DIKAKMQASIGKKRIEPVLGTY 


7603 


37971 


A 


7657 


1 


1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQNYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELH 1 V EAE AMN YEGSPIKVTL\ 

ATLKMSVQPT\VSLGG\FEITPPV 

V\LRLKCGSGPVHISGQHLVAV\ 

EEDAESEDEEEEDVK\LLSISGK 

RSAP\GGG\SKVPQKKSKTCML 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEE\AEEKAPSERNLYRDT 

PS/AKNAQKSNQNGK\D\SKPSS 

TPR\SKGTRIPSKKQEKTPKTPK\ 

GPSSVEDIKAKMQASIEKXGGSL 

PKVETKFINYVKNXCSRMTVDQE 

AI\QDLW\QW\RKSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


tOV** 


j i y i 


A 
t\ 


/ UJO 


o 




VJIx V v^rv/-\L- w nju W rl 1 Al\ V L,V^l IN 

* MCRLEN WTKN LLFNG P V P V L 
VMSLLFIASVFMLHIWGKYTRS 


7605 


37973 


c 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 
ppi t fiPFfiQ/Dfinn a i p^vppcd 

FVRTASSTLFLPPSPRPAFPPSSIP 
LVPSPPRHCARSRETWPRTLRIG 
SAP 


7607 


37975 


A 


7661 


1 


431 


LALQFSFLQNRQGLNLLIAEKG 
RLCIFLNEECCFYLNQSGLVYD 
N 1 KKLKDRVQKL ANQ ANN Y A E 

PDU/A1 CVM\l/lUlC\lA/f DII CDI 1D\/ 
rr WALoMN Wivlo W VLrlLorLlr V 

NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


3 


647 


ELWTRGPRKRQNGSSKPLWLL 

YGESGAQKSVVEVTKPRLLWP 

QWIQHRARRPCLQQAPCSSRPH 

APAS\LPPSSSPTARDTKHRAQV 

KTTDSG ARRRDGRVLG VLE VS 

RSIADGQYKRCGWTSVPDURR 

1 rtcA VINrlL\ol^LtL/E»lvIV^ I ivbU 

KSAADVR\YEAA\CNMLANKA 
VAAGARPDNVTV\MVVR\IGH j 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIJYIGKPSLRKQRFM 

QFSSLEH EG E Y YMTPRDXFLFS V 

MFEQMERKUQSRS'QKRFIEDT 

LSGIPTAGCGSSFFQRPWAIKGL 

I\SYNRVIFFFALQSSLNPiPGFH 

VAFKMLDTDGNEMIEKK/ENFL 

SCRRS*VNKMT*LTVKTNETWI 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRF\WENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKNV 

REKLSAGESISLDEVKAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGOELShTNIL 

DTVFKIFDLDGDECLSHEEFLG 

V LKN RM H RGL VGTTTSE YTR 1 L 

EVCEERKH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibfe nucleotide insertion) 


7613 


37981 


A 


7667 


2 


342 


QNRGPGRT*DFLPNS/VGEKILS 

FCNCSLGSIGALGPACCRVLSEL 

SEEQVFHVMYLDVEELSLSRLC 

QCLVELSFQLATAYHGSATTRE 

AARGEAACRAHLMFWCLC1WQ 

FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 

GMSEEEQGSGTTTGCGLPSIEQ 

MLAANPGKTPISLLQEYGTRJG 

KTPVYDLLKAEGQAHQPNFTF 

RVTVGDTSCTGQGPSKKAAKH 

KA A EVA L KHLKG G SM LEPA LE 

DSSSFSPLDSSLPEDIPVFTAAA 

AATPVPSVVLTRSPAMELQPPV 

SPQQSECNPVGALQELVVQKG 

WRLPEYTVTQESGPAHRKEFT 

MTCRVERFIE1GSGTSKKLAKR 

NAAAKM LLRVHTVPLDARDG 

NEVEPDDDHFSIGVGFRUDVL 

QNRGPGCTWDSLRNSVGEKILS 

L RSCSLG SLG A LG PACCR VLSE 

LSEEQAFHVSYLD1EELSLSGLC 

QCLVELSTQPATVCHGSATTRE 

AARGEAARRALQYLKIMAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHV1S 

RTHRKVSQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GEWGLGLLVWGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

MLEQMDLMD1SDQEALDVFLN 

SGG EENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

NSSQRFDMLHSGNFEIHLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QV LQAPGPESSTCQN EITLQ VP 

NPSELRA KPPSSSSTCTDS ATRD 

ISEGGESPVVQSDEEEVQVDTA 

LATSHTDREATPDGGEDSDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 

GEET\AAAAMLETLRERLLSVQ 

QDFTSGLKTLSDKSREAKVKSK 

PRTVPFLPKYSAGLELLSRYED 

TWAALHRRAKDCASAGELVDS 

EVVMLSAHWEKKKTSLVELQE 

QLQQLPALIADLESMTANLTHL 

EASFEEVENNLLHLEDLCGQCE 

LKRCKHMQSQQLENYKKNKR 

KELETFKAELDAEHAQKVLEM 

EHTQQMKLKERQKFFEEAFQQ 

DMEQYLSTGYLQ1AERREPIGS 

MSSMEVNVDMLEQMDLMDIS 

DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 1 




7619 


37987 


A 


7673 


3416 


3920 


CCLIKND1KEKLHYSDCRLNVG 
QPCILPRNAFEFDLL1FYLGNLH 
FYISEIGLLGYCTFFFFFFEMESC 
SLTQ AG VQ*CN LG PLQPLPPGL 
E*F/SCLSLPSSWDYRHVPPHWL 
I F VFL VEMGFC Y VGQAGLEFLT 
SGDPPTSASQSARITGVSHHAQ 
PGYCIL1LGFC 


7620 


37988 


A 


7674 


1 


387 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


7621 


37989 


A 


7675 


1 


1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RAARLGNEEQDAASAGPGPNG 

CGHLGAEEPSAAASGMDQCVT 

VERELEKVLHKFSGYGQLCER 

GLEELIDYTGGLKHEILQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEMNYGFHLA 

HHM\ALGTSIFGEEGRYSL\STS 

NSSIAALLCALYPHFPGFTALD 

NRYH LQ\ALR\HL Y VL\A A E PR A 

FLVPVGCGTQTRPCYXALLGSLP 

YKGTQWY\EQTKE\DLMAPTLL 

PELHLLKQIKVKGPRYWELLID 

LSKGTQHLKS1LSK\DGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYFXCKPTVNMGQKQ 

E\ILDLFS\SVLYECVYPRETP\E 

MLAPAYIAMDQLIRRLGEREMS 

ETSELW\QIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGDIC 

VNAYLTGQPL\EESQLADMLACF 

LVFHFVPSSTALPTL* D* KGSTS 

FAVELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPGASR*HY 

LHRC RS RH SSS/N IG KN I/H SL R A 

GAVNNQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SEVVTLQQFLEESNKLTSVQIKS 

SSQEN LLDEVMKS\LS VSSDFLG 

KDKP VSCGL ARS VSG KTPG DF Y 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGKIKLVKESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTS1HDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSH1LDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTFATIRMPSDAFGMLAKDK 

HRTIYCGPF1SAILIPEYRIS 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7624 


37992 


A 


7678 


1256 


1971 


HTMCALHADSTMRGKAPLFRPT 

YICLMEQLLLR1FRWISQKCQMV 

EVTSICWF/CTCTYSGWVEAYP 

TRTEKPYKKGKNDPSCTKGQC 

M PLEL V ITN PLN PH WKKG ERVT 

LG 1 D RARLDPR VN I LVRGG E V Y 

ERSPEPVFQTFYDELNVPVPE1P 

GKTRNLFLQLAECVAQPLNVTS 

CYVCGGTVTGYQWPWKAREL 

V P V DP VPDEFL AQKN YPDNF W 

VLKPSITGQYCIAREGKKFTHP 


7625 


37993 


A 


7679 


1 


1710 




7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 


1 


1718 


MLSIQSTHAEKELENFFQNTED 

WYFHTSHHLSSLRPFSARESNC 

SM KL YEEA YMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVH LQKGKNGPSCTKGQCN 

PLELVITNPLDPCWKKEERVTL 

GIDGAGLDPQVHILVRGEVYKH 

SPEPVFQTFCDELNVPVPE1PGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTIIGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\SI 1GQ YC I AREG K EFTH PI G * L 

SCRRQKLYNGTTKTIT/W/RGSS 

NHTERNPFSKFPKLQTVWTHLG 

VP\RAWEQPPLGFLLGYVRAWS 

LLTGLLDHWAGSCCLLGTI\KPS 

FFPTAP*KQGKLLGFPVYASRE 

KRIIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTPIYVL 

NRJIRLQAALEIITDKISRALTIL 

AWQETQMRNAISQNRLALDYL 

LAAEGGVYGKFNLTNCCLHVD 

DQGQ V VEDI VRDRTKL A H VPV 

QVWHEFDPGAMFGKWFPALG 

G FKTLI IG VLI VIGTCLLLPCLLP 

VLLQMIKSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TL1SFIYPAQNPELLNKLSQRJCT 

TVLAMDQVPRVTIAQGYDALS 

SMANIAGA'LIVGGGVAGLASA 

GAAKSMGAIVRGFDTRAAALE 

QFKSLGAEPLEVDLKESGEGQG 

GYAKEMSKEFIEAEMKLFAQQ 

CKEVDI 


7631 


37999 


A 


7685 


1 


236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7634 


38002 


A 


7688 


3 


408 




7635 


38003 


B 


7689 


1 


2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 

ATGCSCPLLNNLGSCKGLRVK 

KDFLRTFYTHQELWCKAPVKP 

G I P YKQLTVG VPKE1 FQNEKRV 

ALSPAGVQNLVKQGFNVVVES 

GAGEASKFSDDHYRVAGAQIQ 

GAKEVLASDLVVKVRAPMVNP 

TLGVHEADLLKTSGTLISF1YPA 

VPRVTIAQGYDALSSMANIAGY 

KAVVLAANHFGRFFTGQ1TAA 

GKVPPAKILIVGGGVAGLAS 


7637 


38005 


A 


7691 


2 


288 


EFPATIQSNRARGAKPGRRVDR 

Or vA KLrlyV\JULrI\oAroNuLK 

NSEPSP*GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 
is a di \/nxi a ceno \j a cdcp,dd a d 

CSPV\GWPGTYKA1PASGTVAP 
TPLSAGTTDMTRLCPLSLEFLL 
ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 

CGRHNPGQSRLQRRPSQDVELE 

DCCRGC*SGSLWLRTLRPKRPA 

PFGGFSVPASSAASIPTGSAVVQ 

PGPLPGPTGKSPPVFAGSGPSSN 

PQPAFSVNMRTRDGSKPGSA/SF 

APLTPPLEPPAGLRAPSSGVSPL 

1 P A TIHQWI? A R A P QPPwh A * A A D 

PRPHVI T^AVPl PRRVT/PI RMQ 
ri\r\J V Lr I o/\ V rLf I\J\ V 1 /l^L>l\JNo 

RAFAPAVRTNAVTP*PGGVSGP 
SQRRAEAA 


7640 


38008 


A 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon Tor last amino acid 
of peptide sequence 


Amino ncid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGG FL AN LS YQEA LSDTQV A 1 V 

N I LSSTSG LFTL 1 L A A V FPSNSG D 

RFTLS*ELLAVILSIGGVGLVNL 

AGSEKPAG RDTVGSI WSLAG A 

MLYAVYIVMIKRKVDREDKLD 

IPMF\FGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMCIIlTSf 

GLIGTVLSEVFLWLWGCFLTSSL 

IGTLALSLT1PLSIIADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYNNWDPVMVG1RRIFAFICR 

KHRIQRVPEDSEQCESLISMHSV 

SQEDGAS ! 


7643 


380] 1 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 




1433 


KIRVTSKALELG KAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGPRRWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSN VSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAA1K 

PSGTTISVTASVTIALVPPDQPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQS H LSTG MG WAG F V RS * PS 

PSPRKA/RGVRMEEERVGVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFRIYSN 

HSATWKSLA/L*IPLQAPLK\TM 

LPELG * MPQCSN ERT\ WRGWQ 

DPHYPEG1KLCAMKVVTNPCGI 

PSPIGA*SPTFAKGLREV[EKNR 

P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


r * *~~\ r^v f 1 r\nr» a ■ r\ r> nut tn c 1 ir\i rt 11 a 

KCDILPTALDSIHH/SSHRVHLA 

SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQ ID 

NO: 


SFO in NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niirlpnt trlf* 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

LREKLREGRDASRSLNEHLQAL 

LTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDED 

VQVELAEKVQKSSAPREMQKA 

EEKEVPEDSQEECAITYSNSHGP 

Y DSNQPHRKTKITF EEDK V DST 

LIGSSSHVEWEDAV/HHYSRK* 

K***GRGRKRASVSQKPEETPS\ 

PRPEPPPRGSGEAERSVGSWDA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAAIFGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 


3 


5665 


LLEKLRQRIHDKAVALERAIDE 

KFSALEEKEKELRQLRLAVRER 

DHDLERLRDVLSSNEATMQSM 

ESLLRAKGLEVEQLSTTCQNLQ 

WLKEEMETKFSRWQKEQESI IQ 

QLQTSLHDRNKEVEDLSATLLC 

KLGPGQSE1AEELCQRLQRKER 

MLQDLLSDRNrCQVLEHEMEIQ 

GLLQSVSTREQESQAAAEKLVQ 

ALMERNSELQALRQYLGGRDS 

LMSQAPISNQQAEVTPTGRLGK 

QTDQG SMQI PSRDDST 


7653 


38021 


B 


7707 


1 


1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 

S*DSLFGDVWN*LPIFASNFSFA 

EL*K*GFVRDYHK*TFVCS/CLL 

NP*GPEFVGKXIKRKKNHDAK 

YLNV*YS/CFRCAPGYYGNPLLI 

GSTCKKCDCSGNSDPNLIFEDC 

DE VTGQC RN C LRNTPGK YCHI L 

SIKKCISRLLFLFPTVCNCGGGP 

CcLH'cv^Nr WrKINYrlNoKnrLr 

QTDVSWCSAKTACL*HAFDL*F 

♦RNVSPPGCDKCVWDLTDALR 

LAALSIEEGKSG 
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cca in 

NO: 


»5t,VJ FUJI 

of peptide j 
sequence 


>iei 
hod 


in USSN 
09/540,217 


nUvicuiiuc 

location of first 
codon for peptide 
sequence 


\ l nrlpntirlp InrAtioil of IflSt 

codon for last amino acid 
of peptide sequence 


Amino acid vnnrnrp 1 Vsllnknnwn 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7655 


38023 


A 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 

LN/ESSN/IGIEFEIAFKVRPRSSS 

GTLVHGHSVNGEYLNVHMKN 

GQVIVKVNNGIRDISTSVXTPKQ 

SLCDGRWHRJTWIRDSNVVQL 

DVDSEVN\HVVGPLGIQKPIDH 

REPVL\VGGVPRILY*HPRFCPP 

QM PFTG\CIR\H F VI DGPPQ WSFQ 

VKAAPGQAGARKASNSLSQQP 

GHGQKHSCPKYKVPLRALEKE 

HKASPGGTVTLSFGVGSFSSS 


7656 


38024 


A 


7710 


3 


322 


DGVSHCRPGWSAVA*SQLTAT 

STSWVQMIACFTLPSSWDYRCT 

PPCLTNFCVCIFSRDRVWAMLA 

GW\LKNS*PQAIRPPQPPKVLGI 

TGHEPRAPGQKILTFHILT 


7657 


38025 


A 


7711 


2 


480 


YSPPECPFCGKIEEHSEDMETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGLICTNYHILQEHVDLHL 

EENXTFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NMEIEVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1110 


MHCIETGVERRILGLLLFRGSLA 

S VI RPG E VLDA AH AL VCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCNIC 

GETVTSEPDMKAHLIVHMESEIl 

CPFCKLSGVNYDEMCFHIETAH 

FEQNTLERNFERFNTVQYGTSD 

NKKDNTLQCGMEVNSSILSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGKI 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQE1EEFQKLQR 

QYGLDNSGGYKQXNNYE1WR* 

K*IGEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 


233 


RTVTCYHRNSRACHPQQ1TSCP 
♦HRALPCLPLWSPKCPSRWPWF 
u 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMP\ 
SKG*GWVQRYNRDG1PSPRVLE 
LF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


ISLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7663 


38031 


A 


7717 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 

PEQKALVIGGEACMWGEYVDN 

TNLVPRLWLCPPSTQDLANEGI 

REMTILHRHIPDRGKGVMRSCS 

FRTPRPFTLACGPEKSLMDPQS 

QSNSEGASSSLVVKLADTDRER 

ALRRMQQMAGHLGAFHPAPLP 

LGACGAYTTAILQHQAALLAA 

AQG PG LG P V A A V A AQMQH V A 

A FSL V A APLLPA A AANSPPGSG 

PGTLPG L P APIG VN GFG PLTPQT 

NGQP\APTRSTITGSPLI/SGWSQ 

SRPILRJMKYAEQRIPTLNEYCV 

VCDEQH VFQNGSMLK1QPDTI I 

QVWREDIPVNYMKELELVTKA 

GFRALLSAPWYLNRISYGPDW 

KDFYIVEPLSFEGTPEQKALVIG 

GEACMWGEYVDNTNLVPRLW 

AHRIQL 


7664 


38032 


B 


7718 


1 


1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 

PPGLSPPGSGPGSGSRHGSARPG 

PTPEPSGSLGAALDSSLRAAVA 

FKAEGQRCYREKKFREAIGKY 

HRALLQLKAA/LGGPP*RPARP 

RPPGPTSSPGPARLSEEQRRLVE 

STEVECYDSSPA\CLLQSELVNY 

ERVREYCLKVLEKQQGNFRPP 

YRAGMAF YPLG DY A RALRFLQ 

E A PSREPPDTN VLR Y I\QLTQLK 

MNRCSLQREDSGAGSQTRDVI 


7668 


38036 


A 


7722 


1 


262 


NG K EPG RYTFEDAQEH 1 Y K L M 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL* KEGKSLTSKRLTSLAQSY 


7669 


38037 


A 


7723 


1 


1392 
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crn ID 

NO: 


SFO ID NO* 
of peptide 
sequence 


Met 
hod 


SCO ID NO* 
in USSN 
09/540,217 


Nnr1*>ntif1p 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7670 


38038 


A 


7724 


1 


1544 


MAQGNNYGQTSNGVADESPN 

MLVYRKMEDVIARMQDEKNGl 

PIRTVKSFLSKIPSVFSGSDIVQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFPISDHVLTLKDDGTFY 

RFQTPYFWPSNCWEPENTDYA 

V YLCKRTMQN K\A R L\ELADYE 

AESWA/RGLQRAFAPKWXEFIF 

MXQAGAQAKVDKKRDKIERK1L 

DSQERA F WD V HRPVPG C VNTT 

EVDIKKSSRM RN PHKTRKSV Y 

GLQNDIRSHSPTHTPTPETKPPT 

EDELQQQIKYWQIQLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSNPW\LSDDTTFWELE\A 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLK1F*EFRISGS 

GNFKVLGWASGRTLKKRPFVKE 

VPSRVQEIWQEFLAPGAPSA1NL 

DSKSYDKTTQNVKEPGRYTFE 

DAQEH1YKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSfCRLTS 

LAQSYLNGSSCSMNADWSHCT 

HFVAQCCDLEQRTLEQDVA 


7671 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 
A EESLPA RATN * A RPA A HTRGG 
RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSLIDLPLLI\SFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAGITGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/NLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




1616 


38044 


B 


7730 


141 


586 




7677 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRKGPQFG 

KSQYQEL1RRSECGLNRGEGESI 

KANMQQVIYIFPITLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

* EWL YFETGT WV YP VFAKLSLL 

GLAAFFSLSYVF1ASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKIEMAE 

V rooAy olvlIN W V r r rK. 

CFLRPRDSVSPPVFAWFILMHF 
NTRLFQEAFPGQPQ1LQRWRLE 
SVGICFQWPDWKSPAICHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


7678 


38046 


A 


7732 


32 


394 


GKAVLP1MRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SOT*PVT*sI OV<ir;K\/\A/R*WTAT 

OV^ 1 E» V 1 OLy V OUIV V W IX W I ftl 

LTLSHCVMVVKGLLDFKKRRG 
HSIGGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAKRTVSISEGP 

DTLGDGMRERRETLALAPEPEP 

LEKEACEKWKRPFRSASATSLT 

LSHCVDVVKALLDFKKRRGHSI 

GGAPEQRYQI1PVCVAARLPTR 

AQDVLDAHLSEVQCCSF\GPNS 

SLLATGGADRLIHLWNVVGSR 

LEANQTLEGAGGSITSVDFDPF 

G/SNQVLAATYNQAAQLWKVG 

EAQSKETLSGHKDKVTAAKFK 

LTRHQAVT\GSRDRTVKEWDL 

G R A YF SRVTIQCSFS YCN D V VCG 

DH 1 1 1 SG HNDQK I RF WDSRG PHC 

TQVIPVQGRVTSLSLSHDQLHL 

LSCSRDNTLK V I DLR VSN\TA RG 

FRADGFKCGSDWTKAVFSP\DR 

cvAi ATI pvmp.pf* i wprr.Tpr. 

KNWKKQELTGTPIALPVQTPW 
PWCLLPGSPHGETWTQGRKGC 
AFGSRAHDLPALGWRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGCIPLK 

VFPAVFRI PI ^1 WTFI PI PI CRT 

i Asir;nnr;AT^A^pr , Rr , pnA\/QT 

^*l *nTVAQP*Vl VFVW^Rk'FVT 
nk'TAR A IRHMPI F^HTT Ci\ Fl R 

VJ In. 1 r\ T\JA 1 I\JL/iViV^L<II<J\.L' 1 l_.vj L/l L,Iv 


/OOZ 




A 
r\ 


/ /JO 


i 
i 






/OOJ 


JoUJ 1 


A 
r\ 


77^7 


i 


HZ, J 




7684 


38052 


B 


7738 


1 


900 




7685 


38053 


A 


7739 


1 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQIIVCTPEKWDIITRKGGE 

RTYTQLVRLIILDEIHLLHDDRG 

PVLEALVARAIXRNIEMTQEDVR 

L1GLSATLPNYEDVATFLRVDP 

AKVLFYFDNSFRPVPLEQTYVG 

ITEKKAIKRFQIMNEIVYEKIME 

HAGK\NQVLVFVHSRKETGKT 

ARAIRDMCLEKDTLGLFLREGS 

A^TFVI RTFAFOPKNI *l KD1 I 

PYGFAIHHAGMTRVDRTLVED 
LF AVDKH IQ VL VSTATL A WG VN 
LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 | 
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SEQ ID 

NO: 


ShQ Il> NO: 
of peptide 
sequence 


Met 
hod 


c cf\ in \ia. 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Wpossible nucleotide insertion) 


7689 


38057 


A 


7743 


18 


1108 


CSGIPRFRDSQSTRAACFFPAWT 

RMRAPSMDRAAVARVGAVAS 

ASVCALVAGVVLAQYIFTLKR 

KTGRKTKIIEMMPEFQKSSVRIK 

NPTRVEEIICGLIKGGAAKLQIIT 

DFDMTLSRFSYKGKRCPTCHNI 

1 DN C K\RLQ MN V EKS YCQ L KEK 

YYAIEVDPVLTVEEKYPYMVE 

WYTKSHGLLVQQALPKAKJLKE 

1VAESDVMLKEGYENFFDKLQ 

QH S IPVFI FS AG 1GD VLEE VI RQA 

GVYHPNVKVVSNFMDFDETGV 

LKGFKGELIVHVFNKHDGALRN 

TE Y FQSN * KTNSN 1 1 LLG\DSQG 

DLRMADGVANVEHILKIGYLN 

DRSGMSF*EKYMDSYDIVL\VQ 

DESLEVANSILQKIL j 


7690 


38058 


A 


7744 


105 


548 


PQTPRLKQSYHVSLPSSWWDHP 

VAGKRA*HAH*FYIMAQLFLPA 

ASPGPTPASQQPLWTQCLPISW 

RPWSAHSFLKPSSPGPGPTPASQ 

QGLWTQLPRSFQRPWPKSSSSR 

PGNGPGRAASRPPRAQLRPLGG 

LSRFNDGHGNFLAQ 


7691 


38059 


A 


7745 


186 


650 


RCPGCPTTASARESREAESRGR 

GSSGASWGAVQWEEPQPRRLL 

RGTDDCMIFWAPHGSSTWRRR 

CVHSRSTAADPVLTPSPA/STPS 

SNCSGSGTSLAALPLPLPQTLGP 

♦QPGWKGTPQPCLNTWGVSITS 

TG R W A TPKI PG LTV PPENMDS 

MWG 


7692 


38060 


C 


7746 


212 


556 




7693 


38061 


A 


7747 


2 


312 


PDLK*STCLGLPKCWDYRW/RA 

TMPGWENIFSSMNHTLNALTG 

AVTSTRDNS*LHRVSCISSPWCC 

CLSPCPCRVSAGTGRVPSCLCH 

SGAWNRLDQDINRNNSC 


7694 


38062 


A 


7748 


2 


366 


FLHTKYLLFCGIKAPHKYFIRSII 

FFFFLRQS/LYSIAQGGVQWGN 

LGSLQPPSPGFKQLSCLSLPSSW 

NYRCAPPCPANFVFLVEMGFH 

WIKPG*SRN*PRDPPASASQSAG 

ITGVSHHAQP 


7695 


38063 


A 


7749 


1 


446 


MP! LFTTVSS A LSG AQH1 A D AQ 

CDRKGHRTTIQGSRVNLVQPSV 

GPKVEETQCWGPGRGMPGAPE 

A PRERRVRSG SRSG DPG V A/PR 

AASGVGGRYAITRGRASAAVP 

CRSGGARRGGAGGQAADCGPG 

H * KES ESRGPEGP A EG SQPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-posstblc nucleotide insertion) 


7696 


38064 


A 


7750 


1 


744 


GGLIPRAQRESKRRSRGRARAA 

SG V/V WA LC Y H PRQSECCGTL* 

KWRSSPRRCWRTSGVDCGPGH* 

KESESRGPEGPAEG1SASLKM* 

WFASGTCLSRCLTLRQRK*LKK 

IKUWIK K/SEK/PAEAT* SEGQPP 

F*GPRQTGAEGF*LEPPQPGMSL 

KLFKVILKG* DSRTKMG DQQPP 

RVHGRTHGPlQPLTPVKGQGS 

CPVKGPSPSGIWP*KPLL*CLAT 

L*WQEGTFSLSGLLGPGTPGAS 

VGHKIY 


7697 


38065 


A 


775! 


316 


650 


SYNTHGITFHVPTANVLVVDL 

MCHLEKLAKYDDIKKMVKQA 

LEGPIAKGILDYTEQQVVSSNFT 

SDTHSFTFD AG AGTA FNN H FFK 

LIF*YDNEFGYSNRVVELMFHP 

ASKG 


7698 


38066 


A 


7752 


2 


775 


QARRARSRNSRGLSQSAARPLA 

AKTAWRTVAPPQPWAAAPR*R 

SSCPHSSCSATSPGPARACQSSA 

HSPSPRLQAPPPPTSS\SGSSVPE 

AATAPLAASARRGTPRPRTGRP 

SWAGTRQGSWAGTQRPWVWA 

PAPAGPPRAAAAAAR*GRDKS 

QLTCPPRHSTPPGSAAGASRHR 

RRGLAGPAPSPPGCRAARPPWP 

SAAAALGLGGRGPDLVALHCEI 

HWPLEFQSLCCCLLTSRGGEAS 

CHPEFHLFMHDFLPGSF 


7699 


38067 


A 


7753 


1 


552 


MQTLFTLLQPSSQTPGIPQPIVC 

CVYAESGARDSGQP/PSKVPVPS 

FCTPA ATQRG * REPGCSHP AGD 

CSAPQQCS*PGQ/RIS/RGDKVL 

ASNTYLPGPPGLPGGQGPPGTW 

MK V ETI TQQTNTGTEN RV FS LS 

LYMTISKQYLSEEQGSHWLSCL 

INALQAFFSNAAIWLVTWFELS 

RVLDGAEND 


7700 


38068 


A 


7754 


2 


538 


LGKYITGDKVLASNTYLPGPPG 
LPGGQGPPGSPGPKGSPGFPRY 
A\GLLGQPGSRGSIGTHGTIS*S/ 
G/LPTKQG RRG P VG PPG PPERD 
GSKGERGAPGPRGSPGPPGSFD 

HRTHSSAEEFPLPQEFPSYPETM 
DLGSGDDHPRRTETRDLRAPRD 


7701 


38069 


A 


7755 


146 


373 





901 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X B Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7702 


38070 


A 


7756 


678 

« 


1582 


CQGNSPLSGVWPSGDWEDKHS 

Q*CPVVCSPQNILSQTSRHNDR 

D YRLPRA ETH SSS Y AQ YSTPSN 

LVVHPTATPSTVPSSPFTLQSDV 

YQPKXSFD ANG A STLS K L PTPT 

SSVPAQKTERKESTSGDKPVSH 

SCTTPSTSSASATE/S/TTSAPPTS 

ASAGPCFSCSTARQYLPYFRDP 

NLLRTIAVLLCKATVAALrNS*C 

GTYLKIK*SSYSSCDTSLTAVYN 

S*VSYCWT1CFQHNVSDFSSCSA 

\PTQAQPSNQSPMSLTSDASSPR 

I1CFSKE*GTPQT\NTVPIQTFGFS 

TPPVSSQAKG 


7703 


38071 


A 


7757 


1 


1365 


MHLIPPATNCDTLVECCLPGKL 

TRDLVCTAFTGFGTSYSPQENS 

HNHSALHSSNSHSSNPSNNPSK 

TSDANILSQTSRHNDRDYRLPR 

AETHSSSTPVQHPIKJPVVHPTAT 

PSTVPSSPFTLQSDHQPKKSFDA 

NGASTLSKLPTPTSSVPAQKTE 

RKVLQQLSKH1MRKVM1RSALIT 

SI 1 LDLL Y I EKDLR YQKN 1 ESTSG 

DKPVSHSCTTPSTSSASGLNPTS 

APPTSASAVPVSPVPQSPI/PSLT 

SGPKSS*TIA\PALQATLQLNNS 

NVDISKINEAQPSNQSPMSLTSD 

ASSPRSYVSPRISTPQTNTVPIKP 

LISTPPCFITAKG*LLQ*LSQGTS 

VHSQPHTAACNC*/PSSK/SHEP 

VSPRSLQRSSSQRSPSPGSQFILL 

V FH LTPGTRRPPFQ WK ! S LKH V 
SRDGPADSWQEEGRASRFTAE 
GRRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*<=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7704 


38072 


A 


7758 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQ VQLT VG PVGPRTH P V V 1 FP V 

PECIIGIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

K1VNQKQYHIPEGIVEISATIKD 

LKDAGVVJPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AA1DLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREH1PHLAP1YRV 

SRKAANFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

vghaqqhs 1 1 k wkwyirdw ar 

ADPEGTTKGQGQRkwwQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7705 


38073 


B 


7759 


56 


3476 




7706 


38074 


A 


7760 


3 


591 


DP A DPM VLE VSEA DRD AW PI S 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVE1EHLTM 

GHQVTMRPELPIINCVLSDPCSH 

KVGHAQQHSllKWRWYIHDWA 

EGTSKLHEEVAQ1PMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RA WFT DG S A RH AG ATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


7707 


38075 


A 


7761 


1 


558 




7708 


38076 


B 


7762 


1 


1189 




7709 


38077 


A 


7763 


604 


1760 


XICU/PD % 1 717X1 l?I>V/ , *\/TVT , C , \/tl/ PC* 

NoWLKWrNrKY'Yr IrYWhb* 

XT"F* TOT D C \in?P AXTLin A CPD*TI T\ 

N 1 'lrLKbWru NHUAbtr 1 LD 

ci/ororcTDTrcDrcocT ATA V/"* 
SKbr or h I K 1 GbrCsbbLQ I A YC 

/""Ti \\n\f/~\/~i\/ 
O I LWlVyOV 


7710 


38078 


B 


7764 


I 


AHA 

474 




77 1 1 


*» DATA 

38079 


c 


7765 


i 
1 


3384 




77 !*> 






77A£ 
/ /OO 


i 
i 


j j j 




7713 


38081 


A 


7767 


i 


390 




7714 


38082 


A 


7768 


3 


728 




7715 


38083 


C 


7769 


184 


529 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7716 


38084 


A 


7770 


2 


837 


CHCGPPWKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECIIGIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

KIVNQKQYHIPEGIVEISATIKD 

LKDAGVVIPTTSPFNSP1WPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQIMTPPGTWY 

AA1DLANDFFPIPVHKAHQKQF 

AFR WOfiROYTFTVl PfWRWFl 
r\r J\. WV^VJIxV/ I III V L.JT v^VJlv WJD1 

INIVJ I MyUro 1 jV ivr V VV^VJ 

A CQ D I PSK VKDKLLH L V PPTTK. 
K/EAQCLSGFRREHIPHL 


7717 


38085 


A 


7771 


2 


469 




7718 


38086 


A 


7772 


3 


587 


YPASAGLMLQNFGV1GLRYHF 
A I HSP A A G GLL DG LH A V AA IQG 
ITKIETTPNHQRAPAHWTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTA 1 PHCFA DARTWVN LPTSSLI 

V LQA EG DFQPFTRVTVH WG KG 
N DQTFRG L LDTG SELTLIPG DP 
KHHYGPPVKVGVAYGAQLL 


7719 


38087 


A 


7773 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAFVLPQ 
GYINFPALCHNL1RRELDFFLLL 
QDITLVHYIDDILLIGSSEQEVV 
NTLDLL1HKRSKEAEHTAASRIR 

VQPI PFfW^UFfYTT PWFOVPQQ 
V ol^Lr tA/lvoriCvJ 1 L>r W tV^ V roj 

nnifcTFVFPMAFVl T TTAQI C\C\C\ 

nuT^ni ni Twi^APFniWM^i^T 
DADADEEIEALRG 


7720 


38088 


B 


7774 


1 


1431 _J 




7721 


38089 


B 


7775 


75 


947 




7722 


38090 


A 


7776 


6107 


6706 


MVVVFLHKCLHYFHSTQLV1SR 

YNSPTSEYFQALDLTWRALGT 

VGSAPPILPDLGGTNRRQPFPIL 

SHSGLHRNVLQPETDSQSEDRL 

PVTWLAVSACCQQQMVGGNP 

TRSKL*RTGSHYHLPG\WEP*RP 

HFPHAGSLAWQWLLCSSLEHSF 

GA»ELPCNPCKGWCLCPCHF1F 

YIFFNSFLSNCPIQLCNWHSSYFI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7723 


38091 


A 


7777 


1 


3179 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKTIRSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGST1QDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARM1SKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTIIATI 

KObNbbD rDTPLFIGKVRTLEFP 

FVNGSAEIMLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKAIYNKSIIEGP 


7724 


38092 


A 


7778 


281 


1531 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GGTEEISATIKELKDAGEVIP1PT 

TFPLN SP1 WP VRKTDGC WRMT 

VDYCELNQVVTPTAATVPDVV 

SLLEQINTSPGTWYADIDLANA 

VFSIPVHKAHQKQFAFSWQGQ 

QYTFTVLPQEY1NSLGLCHNLI 

wpot nnpi r i omiti i vviwn 

W t\UL>U\jr L.L.LA^lN 1 1 L,L> Vtll VU 

DIML1GSSEQEVANALDLLVSM 
ASSRVPYDQLTEEEKARFTDGS 
ARYAGTTRKWTAAALQPLSRIS 
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SEQ ID 

NO: 


SbQ ID NO: 
of peptide 
sequence 


Met 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7725 


38093 


A 


7779 


332 


2159 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFSI 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCKNLIRRDL 

DCFSLPLD1TLVHYIDDIMLIGVP 

RQLLACYWALVETECLTLGHQ 

VT1*PELPIMNWVLSDPSSHKVG 

HEQQHSIIKWKWYVHDWARA 

GPEGTTTPVISQWPHEQCGHGG 

RDGGYAWAQQCRLPLTKADL 

NTATAKRPICQQQRPTLSPQYG 

TIPQGDQPATWWWVDYMGSL 

PSWKGQRFVLTGIDTYSGYGFA 

YPACNASAKTAICGLTECLIHH 

HDIPHSIASDQGTHFMAKEVRQ 

WAHDHGIHWSYHVSHHPEAA 

GLIEWWNGLLKSQLQCQLGDN 

TWQGWGKVLQKVVYALNQHP 

IYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAKFLLPFPATLQSA 

GLEVLVPEEGTLPPGDTMIPLN 

WKLRLPPRHFGLLLPLNQQAK 

KGVTVLAGVTDLDYKDEITLLL 

HNGGKEEYAWNTGDPLGLLLI 

LPCPMIKVNGKLQQLKPEALVP 

KGVVFPPGDTTMLSLSWKLRLP 

SGHVGLLMPLSQQVQKGVTVL 


7726 


38094 


A 


7780 


84 


202 




7727 


38095 


A 


7781 


1 


551 


RWGSHTVAQAGVQWCDHGSL 

QPRSPGVK*SSHLSLLGSWNHR 

H ATTTPG * FCFFSR I RS HC V AQ A 

GL*LLTSNHPPALASQT\VG1TG 

VSHWTWPNTGFSVLTATNKNL 

KFFHYAISKCLVRAKLSSRLLKI 

EERNKALSAPVVSVS1FDRVLR 

LLGYSASDWQPEFVETAVSNFV 

IYGIFRGQ 


7728 


38096 


A 


7782 


1 


678 


MPACRLGLLATALIISLLLFGFTI 

VSGTGAEKTGVCPELQADQNC 

TQEC VSDSEC A DN LKCCS AGC 

ATFCSLPNGQLAE*FEESEESSL 

DTVSPFVVFQSISSTLRIE*ARA 

GDSSQ\DKEGSCPPGVTI*LFPSS 

G LCVRDQ VPGGTAQCPGQ\M\K 

CCRVNGCGKVSCVTAQFLSSSH 

HQAEQVRRDSFLPGPASGFQAH 

LPSPFFGTL YSLFG LTTSFSLSQP 



906 



WO 01/075067 



PCT/US01/08631 



jLV/ lit 

NO: 


crn in NO- 

of peptide 
sequence 


Met 
hod 


sfo in NO* 

inUSSN 

09/540,217 


1^1 U l. It unci c 

location of first 
codon for peptide 
sequence 


iNlnrlpnticlp Ifimtinn ftf Ifltt 
Mutivunuc. iuv.ii nun ui imoi 

codon for last amino acid 
of peptide sequence 


Amino acifi llf»nrt> i V=I InLnnxun 

*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7729 


38097 


A 


7783 


1 


1972 


MAVNGCLEGPSSNFLSCLFfVA 

LVGSESTHPLCLEQPATQETRY 

QLLQLRPAQRASWIGYAIAYHL 

LEDYEMAAKILEEFRXTQQTSP 

DKVDYEYSELLLYQNQVLREA 

GLYREALEHLCTYEKQICDKLA 

VEETKGELLLQLCRLEDAADV 

YRGLQERNPENWAYYKGLEKA 

LKPANMLERLKIYEEAWTKYP 

RG L V PRRLPLNFL SGEKFKECL 

DKFLRMNFSKGCPPVFNTLRSL\ 

YQDKEKOA1IEKLVVGYETSLK 

SCRLFNPNDDGKEEPPTTLLWV 

QYYLAQHYDKIGQPSIALEY1N 

TAIESTPTLIELFLVKAKIYKHA 

GNT KE A ARWMDE AQALDT AD 

RFINSQCAKYMLKANLIKEAED 

MSSKFTRGGTSAVENLNEIQCM 

WFHTECAQAYKAMNKFGEAL 

QKCHEIERHFI EITDDQFDFHTY 

CMRKITLRSYVDLLKLEDVLRQ 

HPF YFK/EQ A R 1 A I EI YLKA S* QP 

PYR*GIKGTRRLDTAKALSDKEL 

KJCLRNKQRRAQKKAQ1EEEKK 

NAEKEKQQRNQKKKKDDDDE 

EIGGPKEELIPEKLAKVETPLEE 

AIKFLTPLKNL VKNKIETH LF A F 

EIYFRKAAKMVYYLDPSSQKR 

AIELATTLDESLTNRNLQTCME 

VLEALYDGSLGDCKEAAEIYRA 


7730 


38098 


A 


7784 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEETLFSN 


7731 


38099 


A 


7785 


1 


681 




7732 


38100 


A 


7786 


415 


692 




7733 


38101 


B 


7787 


I 


2204 




7734 


38102 


A 


7788 


1 


615 


MPVDHPPI1CAFSEKRTSQSVNM 

LAKTHPYNPLWAQLEWFKLLEI 

SPKSPINTDKFLLKRLSVPGSDS 

CRVRMENVLASQVLHPG\QLM 

M*EGSGWAEARIT/V/CS*AANP 

*KWHPASLPLPW*CRVRMENV 

LASQVLHPGHADDVGGKWLG 

RSKDHRAPEQQTRESG1RLPSLF 

no o a c/*\r>\Ti /orxi a /iti cm/i/ - a 

rObAbyrWRuNAyWHLbWivA 
LRGVFGMIPDSLLYEFHQSAKK 
SSHFKPPQPLLYWTLVNFL1PFS 
LHSSTWFMWSSNQGIMCKEEV 
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SEQ ID 

NO: 


of peptide 
sequence 


Met 
hod 


SFO ID NO* 
in USSN 
09/540,217 


Niirlpfttiflp 

liUVICUIIMC 

location or first 
codon for peptide 
sequence 


Niif lf*Af iHtf* Irtrnflnn nf Ifl^t 

codon for last amino acid 
of peptide sequence 


Amino ACld <pntu»n<*<> / Y = l1nLnnwn 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7735 


38103 


A 


7789 


3129 


3197 


TQNRRACSPDTEQLARQSGTYP 

VSLGQATVLEDSKAALPGLGPT 

LMAVTVVTTEAAVAIGCEAAH 

SSREDFTNHQLWRRTVEGKKG 

EGKNKFMSGGVNTTVPLLKTS 

RKGSPDSPHLRJEKPSLEKVTFQl 

GSFASPESDFESRMKKMEERVK 

ACGPSLEASEAADVAQDPQVS 

RSPFKPGFQENVCCPQNRLSEG 

DEGESDKGFAEDRGSRNDMAA 

D1AGQLSHAADLGTASHDDVT 

YA1KPTCWPGLDIIPSCL 


7736 


38104 


A 


7790 


1 


1069 


MAEKEAGMSYMVAEVLGFVA 

VII EAESLKRI RFFENFTV AEERS 

TDETFSLAEETCSSNPAMVRRK 

KIAISUFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMi 

SCRKIAESSLRVQFYVSRLMEA 

LGEFRGTIWNLYSVPRIAEPVW 

LTM MSGTLEKNQLCQRFLKEF 

TLLI EQIN KNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNMLAKTHPYNPLWAQ 

LGDLYGAIGSPVRLTRTVVVGK 

QKDLVQRILYVLTYFLRCSELQ 

E/I PADLE WQS W* R* PAMVRRK 

KIAISUFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMI 

SCRKIAESSLRVQFYVSRLMEA 

LG EFRGTI WNLYS VPR1AEPV W 

LTM M SGTLEKNQLCQRFLKEF 

TLLIEQIN KNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNMLAKTHPYNPLWAQ 

LGDLYGAIGSPVRLTRTVVVGK 

QKDLVQRILYVLTYFLRCSELQ 

ENQLTWSGNHGEGDQVLNGSK 

IITALEKGEVEESEYVVITVRNE 

PALVPPHPTTNSSRETQPLADR 


7737 


38105 


A 


7791 


118 


273 


FS LSNL VQFFRVCN DH L YTKLH 
FCFLQAEVKASNFC1YDSLGHA 
LGSHHTVECIATDEHTLHLTSP 
MG * SQGKQFLH LRFS W ACPGIP 
PHS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7738 


38106 


A 


7792 


1 


551 


MQPELPIMNWVLSEPSSHKVG 
HGQQHSUKWRWYICDWAVVG 
RESTTNG L A\G WS\GT WKKH D 
WKIWDNEIWGK\SMWIDLSEW 
SKTVK1FVSHESAHHIT*KSSAE 
EDFNNQWDGMTCSVDTTHPLS 
LTTS VI AK WA H EQSDHGG RYG 
GYAGAQQHGLPLTKADLAMTT 
AECPICQQQRPSLSP | 


7739 


38107 


A 


7793 


1 


782 


MTKIQEPSTSVKFLGVQWSGA 

YQDIPSKVKDKLLHLAPPTTTK 

EAYLGL/FGFWRQH1PH/LGTEQ 

EKTLQHVQAAVQVALFLEPYD 

PADPMVLEVSVADRDAIWSLW 

QAP1SESQWRPQGFWSFCALPSS 

AANYSPFERQLLAYYWALVET 

EHLTMGHQVTKQPELPIMNWV 

LSDPSSHKVGCAQQHS1IKWKW 

Y1CDRARAGPEGTTTPVITQWA 

HEQSGHGGRDGGYTWAQQQG 

LPLTKADLATATAECPICQQQR 

PTLSP 


7740 


38108 


A 


7794 


65 


230 




7741 


38109 


B 


7795 


1 


2115 




7742 


38110 


A 


7796 


1 


246 




7743 


38111 


A 


7797 


1 


1293 


MAAAACLDASGEARPGLRPPW 

SQQGRKQAGALPPTKLAGLLA 

QLQPAEA PDLG1PVLSATREDPL 

SPQARKCLLPLPGLSPCSQHLL 

WCRASCGRAWGPSRPSRVCTG 

LDTAVTPAPCRLSPLWTSGADK 

RGREASRGEGSSKWACRHPSA 

QTAWAVEGDRHRFLSRKGQIT 

GKTPPSSQGQPEAWGLSCSCPH 

TLHTSFFLDTGPLNGGTEKAVT 

QTGPKHAPCSPGCGQQGGKGC 

G PSGTPDLG A LR A RA VTVG LCS 

SWHLQASGHHCIPQYLQQKLL 

V VH L VQPQPCTKPVPVPSFRLQ 

MTIENMNHLKf IPHKDYTANRL 

VSGLLQLPSNTSLVIDETLL\EQ 

GQLDTPGVHMVTALSNLITWQ 

KVDYDFSYHQMEFPCNI\KVFIT 

SEGRSLLPADVPDSLTAPANST 

KHGGST*TAFSQRCCLPC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7744 


38112 


A 


7798 


1 


2555 


M PSHLNQHQI 1 HTKEKS Y KCEE 

CGKSFKRSSNCTTHKRJHTGEK 

PYRCEECGKAFRWPSNLTRHK 

R1HTGEKPYTCEECGQAFRRSS 

TLTNHKR1HTGERPYKCEEGGK 

AFSVSSTLNDHKRIHTGEKPYT 

CEECGRAFNCSSTLKTHKRJHT 

GEKPYKCEECDKAFKRHSSLA 

KHKIIHTGEKPYKTGS\C1LLQR 

YCWSTT*TIHFKK*S*EN/PGSC 

DLNTLRLKKDYQRVGNCKGQK 

SSYNGIHQCLSATRSKTCQYNK 

CGKAFGLCSIFTEHKKIFSREKC 

YKCEECGKDCRLSDFTIQKRIH 

TADRSYKCEECGKACKKFSNL 

TEHNRVHTGKKPYKCEECGKT 

FTCSSALTKHKRNHTGDRPYKC 

EECH KA FRWCSDLTKHK RI HT 

GEKPYKCKECHKAFRCCSDLT 

KHKRJ HTGEKP YKCNECG KAF 

MWISALSQHNRIHTGEKPYICE 

ECGKAFTYSSTL1SHKR1HMELR 

PYKCEECGKTFKWFSDLTNHK 

RIHTGEKPYKCEECGKSFTCSS 

NLIKHKRJHMEVRPYKCEECGK 

TFKWFPDLTNHKRI HTGEKP YK 

CEECGKTFTCSSSLIKHKRSHTG 

DR/PYKCKECGKAFRWFS\ALL 

Y\\C U THTHPFC PYIPFFPn K A 
niOi\ni\.i\in i vjc»ivr i iv_yC/i_<\^vj ivav 

FIRSSTLTSHKRJHMEERPYKCE 

ECGKTCHH1GEKPYKCNECGK 

GFMWISALRKHKRIHTGETPYI 


11 A S 


181 \1 

JO 1 1 J 


A 


7700 
/ tyy 


91? 

Z 1 z 


461 


TEEHLYSPHWKGCGRKVKRI F 
QVRRGRGWIQTRQPGSMVKEP 
PLSEAG AESH VSC/RQG DCSRPP 
SFPLSPERVTPWLPDSHTW 
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SCQ ID 

NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7746 


38114 


A 


7800 


1 


1398 


AAAERELELLRASLEHQRGVSE 

LLRGRLRELEEAREAAEEAAAG 

ARAQLRE\ATTQTPWSCAEKAA 

QTESPAE\GPP* LRRARPDP WTE 

TRAVAPAGMLKS1MKKRDGTP 

GAQPSSGPKSLQFVGVLNGEYE 

SSSSEDIANDSDGDSENGGAEPP 

GSSSGSGDDSGGGSDSGTPGPP 

SGGDIRDPEPEAEAEPQQVAQG 

RCELSPRLREACVALQRQLSRP 

RGVASDGGAVRLVAQEWFRVS 

SQRRSQAEPVARMLEGVRRLG 

PELLAHVVNLADGNGNTALHY 

SVSHGNLAIASLLLDTGACEVN 

RQNRAG YS ALM LA A LTS VRQE 

EEDMAVVQRLFCMGDVNAKA 

SQTGQTALMLAISHGRQDMVU 

TLLACGADVNAQDADGATAL 

MCASEYGRLDTVVRLLLTQPG\C 

DP\SILD1MEGTSALA\IALE\AETG 

MKVAALL\HAHLSSGHPDTQSG 

VTPLAPQTANTW 


7747 


38115 


A 


7801 


3 


408 




7748 


38116 


C 


7802 


141 


251 




7749 


38117 


A 


7803 


1 


1173 




7750 


38118 


A 


7804 


451 


853 


LQMHRLCGGHSLSGCG WHTAR 

GQELVGQCFL*GGGQLLGLQH 

PL/AENPTFQEYSLITSEAGLLEG 

RKKKNKTSRGPSGPATCPLGLP 

RTSPGATRPGPVS/HAA1ASQRD 

SSRTRFSSSLDAAIIARPYTTPSA 


7751 


38119 


A 


7805 


1 


2950 


MAASRLELNLVRLLSRCEAMA 

AEKRDPDEWRLEKVGVTYSVA 

SGRVLFQDFTEQFQVLLPKDAQ 

PCREV1STLLEKMKIDKRNYQIG 

KTKVEPGV/EAWPLRRVRRQPD 

QRQGLGAHRAGEAPGTRGDAR 

PVHRGPLPQVGCCQPHSGAPAG 

AADRPRSSQAGELPHPRHHRGA 

f™* a \ / a a /"» a ada ni i r\i n tti / r> r> i r» 

EAVAAGAARAPHDLRTVRRLP 
PoRRAAuhAOAAOCH/RMPSW 
STFQKP III P WRDSSSTLSSN H P 
LTASGCAGWPCSRMST 


7752 


-jqi on 
jo IzU 




/oUO 




A 1 S 
H 1 J 




7753 


38121 


C 


7807 


13 


81 




7754 


38122 


B 


7808 


1 


972 




7755 


38123 


B 


7809 


1 


1803 
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CCA If) 

otv it* 

NO: 


of peptide 
sequence 


hod 


crn in NO* 
in USSN 
09/540,217 


M Ulll-llllUC 

location of first 
codon for peptide 
sequence 


Ntirlpntiii t» ln<*flttrtn f>f l&St 

codon for last amino acid 
of peptide sequence 


Aminn net ft vmipnrp ( V — 1 InL'nnwn 
miiiiiu oviu self UCHV.C ^ A UllKllUniif 

•^Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7756 


38124 


A 


7810 


1 


929 


IAAAPELLERSGSPGGGGGAEE 

EAGGGPGGSPPDGARPGPSREL 

AVVARPRAAPTPGPSAAAMAR 

PLVPSSHKALLLELKGLQEEPV 

EGFRVTLVDEGDLYNWEVAIF 

G PPNTY YEGG YFKARLKFPI DY 

PY SPPA FRFLVTKM WHPN I YETG 

YVCIS1LHPPV/DTDPQSGELPSE 

RW\NPT\QNVRDHSS*V*SSLLE 

RRPNTFLRPANVGRLPWMLQG 

SWEREQGGRJRELHRTSFRKQV 

LGTKVDAERDGVKVPTTLP\EY 

CVKDQGRRAPDEGSDLFYDDY 

YE\DARVE\EEADSCFGDDEDDS 


7757 


38125 


A 


7811 


2 


296 


LSLSFFFVKAHFYVKSMLHSKD 
A SG I SG MDF Y V VQ* FS WQTA Y 
AGEVGRWLSPALTERGSGQTL* 
TWCWRVFCVCLE\GHMWVTEA 
YVTVKH*NYSKVK 


7758 


38126 


A 


7812 


397 


410 


SPGEI*G*VPPLLG*GVLLYQPP 
LFK1WEAPLLPDLLQQ*KLYSL 
WLNKALGK 


7759 


38127 


A 


7813 


2 


739 


ELCALVFGVNTFFATIVKTIITF1 

VSD VRGLGLPVRKQDS V V VFL 

DCPSIW*LRYIDLLILRVHLQIH 

LWGLRGRRAEFKHI/RSAEEKJK 

LTRIPSVNGE*TGKSPAPANS\PP 

RG ARDM WRTGRPAPRRPLVGG 

PSPSDRGPASTTSPELAVGAVN 

GGPSSANISRGFWQQSFHGNMC 

WFCAEPGVAGVPFTANIAGTEP 

GGLGQGRQCSLATQCHKPELK 

LQAJCPAFPFSFSLSLFFFLLKHIL 
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NO: 


of peptide 
sequence 


hod 


in USSN 
09/540,217 


U L ICUll Uc 

location of first 
codon for peptide 
sequence 


Nurlpnlirlp location nrisKl 

codon for last amino acid 
of peptide sequence 


Amino 9Cid ^Pfinpnri* t \ — 1 InLrnnwn 

*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7760 


38128 


A 


7814 


594 


2868 


CWTSRNRRP1PGSCHPMELPRPF 

RGKAKVQNHQLVHVHMKALIN 

RGSLTFWLDDGA1QAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KFRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

D V SG L ANGNG ATG DF AG SN SQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSEIGAA 

CASRSGYDNKGVRD1GYTDCK 

RSEDLDPL RHQI LGGKKA IQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALLILTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIRIRYA 

PSA PRLPPPEV YCSNST1 V Y VRN 

NPSG PTPG FAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNF! 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALG1IELNN 

DYTLKKVMKPLITSNTYTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MTIDG1NSNDIYMLGYVSNSLT 

G PY KPLNKTGL VLQMG LDPND 


7761 


38129 


A 


7815 


2 


474 


RRFVSADNCRSLRWKSLYTPLD 

ADASVL1STG1DATQTNHGRQH 

LDETQVRVFGQHLMQGSYTTQ 

DGRSDVAISCSCKLEMCAQQSY 

DQLLAASTENWRQWWQKRRJT 

VNGG/GSSPASDADQTPAPGFR 

RDVGDRDWFAWRQCLLKSALT 

RRRPVAYIVISSAMSGSCLPKQS 

D 


7762 


38130 


A 


7816 


302 


409 . 




7763 


38131 


A 


7817 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 
ELQGSE*VSDGLFKPP*S*HGW 

\ / r? r? r? r> c/*vm 
VhbbKyKx.yN 


7764 


38132 


A 


7818 


1853 


2032 


VKQSTALLPHAVAC*PKVISSG 
ARGLKSILVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unkno\vn, 
*=*Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7765 


38133 


A 


7819 


118 


445 


AAGGEPGDAPWVPGVWEPPES 

\ D P DDDC C Trot J m 1 1 OTT*/* 1 a o/*> 

VGRGPPPSS I FPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
I*RAS1LHVSVVEIISSPGFR 


7766 


38134 


A 


7820 


1 


770 


MRVLGIETSCDETGIAIYDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPL1QAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


7767 


38135 


A 


7821 


3 


834 


VGRVEIADQYQDLAILWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGSVEGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAAIDGFI 

GDVSGLANGNGATGDFAGSNS 

QM AQVGDG DN SPLMNNFRQ Y 

LPSLPQSVECRPYVFGAVRHDV 

KK1KV luVJ KV 1 rFfcbVD 1 oVH 

SRGAHRIRSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


7768 


38136 


A 


7822 


1 


1044 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7769 


38137 


A 


7823 


3 


1472 


GVVGERAGN4ARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTR1/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDK1KILRGVFAFLLYV 

ATFMLPVIANIAIPQKRPFMQQT 

RCEVQCREDIEVQKLKSYDKLL 

ASINKKPGVNGWQKRRJTVNA 

GEAHDQQALDYALYHLRIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAPISVGKARAAAKK 


7770 


38138 


A 


7824 


601 


853 




7771 


38139 


A 


7825 


2 


644 


MAQGQ/RKFQAHKPAKSKTAA/ 

A/ASEKNRGPRKGGRV1APKKA 

RVVQQQKLKKVSLCCSGWS*T 

PGLKASSRLCLPKCWDYRRDTL 

WLFLSATFICRWNLRKSESGKK 

1EHDVVMKA\SSSLP\RKLALLK 

APSPRRNGAAAAVTSSKTPSLRT 

AGPQLQGQHPTPLPSIWGPLQV 

NSHRLbLrKMRI LSPSDWAbPR 

h ^^nn pi^ n a FK pnisinor; r h 

iioovjvji i\.\jAL*i>r\ji>i L/Vyfvjrv. i on 


7772 


38140 


A 


7826 


1 


2616 




7773 


38141 


A 


7827 


1 


504 
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SEQ ID 

NO: 


SFO ID NO* 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7774 


38142 


A 


7828 


1 


1068 


MAEIQHKTIRPLLEGRDLLAAV 

KTGSGKTLAVLIPAIELVVKLKF 

MPRNGTGVL1LSPTRQLAMQTF 

GVLKELMTHHVHTYGLHGGSN 

RS A E AQKL ANG IN I IVVTPG RLL 

D H TQNTPG FM YKNLQ VEDL AR 

ISPKKEPLYVGVDEDKANATVD 

GLEQGHFVCPSEKRYLLLFTFL 

KKNQKKKLMVFFSACMSVKYP 

YGLLKYIDL/PVLA1HGKQKQN 

KHTTTFF*YCNADSGTLLF\QLE 

KLIEKNYFLHKSAQETYKSYIR 

A * /¥"^0 1 * y""v 1 p>v T ¥™V rv Iff \ffff T"»l ¥ ¥ A ¥ 

AYDSYSLK.Q1FNINNLNLPHIAL 
SFGFKLPPFVDLNMNSNEGKQK 
KQGGFGYQKTKKVEKSIIFKHIS 
KKSSAAGSSLTQEMPVFILNNF 


7775 


38143 


A 


7829 


3 


1851 




7776 


38144 


A 


7830 


1 


905 


MVFDAKYLTGWRFEDTVVQSN 

MKHQPFIVVNKHNVQVEYKGE 

TKSFYPEEVFFMVLIKMKEIAET 

YLGKTVTNAVVTVPAYFNDSQ 

HQATKDAGT1VSLNVLRIISKPT 

AAATAYRQKGIDFNTSIFHALF 

EELNAYLFHGTLDSVEKALGN 

AKLDKSQIHDIVL/GPFEQGRH* 

MYGPGS* E1QS* R* EAEGQD VIQ 

EFS* KLC1 RYESSC * R* ETSRQD* 

R*GQTEDS**GY*NYQLAG*ES 

DSEEGRISTSKSGESLQPHNYQP 

VPEY RRHTRRN A WG I P* W WSS 

LCWSFPRAPIEEAD 


7777 


38145 


A 


7831 


2 


886 


ARGACSSWVFCGFLRYWSQAY 

TPATMSKGPAVGIDLGTTYSCV 

GVFQHGKVEIIANNDQGNRTTPS 

YVAFTDT\ERLIGDAAKNQVAM 

NPTNTVF\DAKRLIGR\RFDDAV 

VQSDM KH WPFMV VN DAG RPK 

VQVEYKGETKSFYPDEVXSSMV 

LTKMKEI\AEAYLG\KTVTNA\V 

VTVPS\YFNDSQRQATKDAGTI 

AGLNVLRIFNEPTAAAIAYGLD 

KXVGAERNVLIFDLGGuTFDVS 

ILTI E DG I FE V KSTAG DTHLGGE 

DFDNRMVNHFIAEFKRKHKXDI 

SEN KRA V RRLRTTK 


7778 


38146 


A 


7832 


2 


375 


ASIEIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 

KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LGIETAGGWMTVPH 
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SEQ ID 

NO: 


sfo in NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Ntirlpofiftp 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino arid spmienrp I V-l InLnnwn 

*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7779 


38147 


A 


7833 


1 


218 




7780 i 


38148 


A 


7834 


508 


883 


YYHSYQADT/HLGGEDFDNRM 

VNHF1AEYKRKHKKD1SENKRA 

VRRL RTAC E RA KSTVSSSTH A S 

TEI DSLSEG 1 Dl YTSSTC ASFEEL 

NADLFLSTLDPVEKALRDAKLD 

KSQ1HDIALSINPDEAVAYGAA 

VQA AI LSG DKSEN VQDLLLLD V 

TPLSLGIETAGRVITDLIKHNTTI 

PTKQTQTFTTYSDNQPGVL1QL 

YEGEHTMTKDDNLLDKFELTGI 

PP A PRGVPQI EVTFDTNSNGILN 

VSAVDKSTRKKNKITITNDKGH 

LSKEDIEYMVQEAEKYKAEDQ 

KQR/D/K V SSKN SL 


7781 


38149 


A 


7835 


I 


194 




7782 


38150 


A 


7836 


1 


1482 


MVFDAKRLIAHRFDDAVVQSE 

MKHWPFMVVNDAGRPKVQVE 

YKG ESKSF YPEK VSSM V LTNM 

KEIAEAYLGKTVTHAVVAVPA 

YFNDSQRQATKDAGTIVGLNV 

LRIINEPTAAAYGLDKRHRSSLP 

ILTASL\GAGSGL*STQA/SIEIDC 

LYEGINFCTSITHARFEELNADL 

FRGTLDPVEKALRDAKFDKSQI 

HDIVLAGGSTRIPKIQKLLQDFF 

NGKELNKGFNADEAVAYGIAV 

QA A I LSG DKSEN VQDLLLFDVT 

PLSLG1ETAGGTQILTTYSDSQP 

GVLIQAYEGKHAMTKDNNLLG 

KFELMG I PPAPRG VPQTE VTFD 

SDANGILNVSAVDKSTGKENKI 

TITNDKGCLSKEDIERMVQEAE 

KYKAEDEKQRDKVSSKNSLES 

Y A FNMKATVEDEK LQG KINDE 

UKcKlLDlvLNbllJ WLNbNbl AK. 

KEEFEHQQKELEKVCNPIITKLY 

QSAGGM PGRMPGG FPGGG APP 

SGGASSGPT1EEVD 
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NO: 


crn in NO* 
of peptide 
sequence 


Met 
hod 


SFO ID NO* 
in USSN 
09/540,217 


Niir Ipfif iilp 

J ~ UVlvUllUt 

location of first 
codon for peptide 
sequence i 


Nairlprttirip Inmttnn nf Inst 

codon for last amino acid 
of peptide sequence 


Amino (if id cpniipnr* ( Y=l InLnriwn 

*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


7783 


38151 


A 


7837 


2 


2221 


PRVRPRVRSPAALGFFVASFVIG 

ARPTPQQPWSKGPAVGIDLGTT 

YSCVGVFQHGKVEIIAMDQGN 

RTTPSYVAFTDT\ERLIGDAAKN 

\QV AMN PTNTVFDCQTV * LDGR 

FDDAVVQSDMKHWPFMVV1MD 

AGRPKVQVEYKGETKSL\YPEE\ 

VSS\MVLTKMK\EICRSLTLGKT 

VTNA\VVTVPS\YFND\SQRQAT 

KDAGTI AG LN V LRI\INE\PTA AA 

I A LQKFRQK RFG AERN VLIFDL 

GGGTFDVSILTI EDG 1 FEVKSTA 

GDTHLGGEDFDNRMVNHFIAE 

FKRKHKKDISE\NKRAVRRLRT 

ACERAKRTLSSSTQG\SIKIDSL* 

EGlDFYTSiTRARFEELNADLFR 

G\TLDPGEKAL\RDAKLDKSQIS 

♦YLSWVGGSTSYSPRLQKSCCQ 

DFFQWEKELELRS1NPGWKAV/ 

AFIGAAVPGQPFLSGRQVLENVX 

QDLLLLVDVTPLSPWVLKTAGG 

VHDCPPSKRNTTIPTKQTQTFTT 

YFWTTQPGCGLFRFYEGRALP 

WTKDNQPALASFELTGIPPVAPR 

GV\PQ1\EVTFDIDANGYTPWSL 

AVDKXYGKKRTKITITN*QGPF 

*AREDIGTYGSREAEEVTKLEG 

GGRQEGTRVSSNDFT*GPMPFN 

MK5 1 LLKUcKL\QG\KlNDbOy 

NRRFLDQV*LKLSNWL**ESRL 

LEK EEFEHQQVK EL E\* VCNPM IT 

QAGTQSARRHCQGGNPWGAFL 


7784 


38152 


A 


7838 


3 


757 


PFPGGRVVRLHPVILASTVDSY 

ERRNKGAARVIGTLLGTVNKH 

SVEVTSCFSVSHNESDEVAVDM 

EFAKNM YEL/H * K VS PNELILG 

WXHDITEHSVLI HEYYSREAPNP 

IHLTVDTSLQNGHMSIKAYVST 

LMGVPGRJVGVFTPLTVKYAFY 

DTECIRVDLIMKTCFSPNRVVG 

LSSDLQQVGGASARIQDTLSIVL 

QYAEDILSGKVSADNTIRKVGH 

FLMSLVNQVPKIVPDDFETMLH 

oiNIINULLflvl V 1 


7785 


38153 


A 


7839 


1 


1821 




7786 


38154 


B 


7840 


16 


1305 




7787 


38155 


A 


7841 


1 


359 
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SEQ ID 

NO: 


crA in wa. 
ofcA^ lu INO: 

of peptide 

sequence 


{Viet 
hod 


cfa in isin- 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7788 


38156 


A 


7842 


2 


1085 


GVAPWGRGRAAPRCASATVGG 

SG1GRLR\GITSSGL\KMDNKKR 

LAYA1IQFLHDQLRHGGLSSD\A 

QESL\EVAIQCLETAFGVTVEDS 

DLALPQTLPEIFEAAATGKAEMP 

QDLRSPARTPPSEE\DSAEAERL 

KTEGKPKQMKWENFMEAAVHF 

LTEKPFELNPSQRPSYFCNRAA 

AYSKLGNYAGAVQDCERAICID 

PAYSKAYGRMGLALSSLQQHL\ 

EAVAYYKKALELDPDNETYKS 

NLKIAELK\LREAPSPTGGVGSF 

DIAGLLNNPG\FMSMASNLMNN 

PQIQQL\MSG\MISGGNMPLETP 

GT\SPS\QNDLASLIQ\AGQQFAQ 

QMQSVGIPRVV**SAQESSIRSR 

TPSASNDDQQE 


7789 


38157 


A 


7843 


225 


398 


FIIDYTNSCIFHQNICLICSNRNF 
RQSNVVM1CHY*TLQEIKTFC* 
MNSSLWSII1F 


7790 


38158 


C 


7844 


162 


269 




7791 


38159 


A | 


7845 


273 


501 


HKDQPIQTENDHPSTNFSFVLK 
LHDPLLNEMDLIVWVSF*Q*SC 
FYL VHPNCCSPL V * HP* SENPKF 
SNEYFLRVS 


7792 


38160 


A 


7846 


1 


867 




7793 


38161 


A 


7847 


185 


1325 


EEQQTNLASKKKSCIMLEKTEN 

K1RLV1VSEEEKXKVLKRMP*K 

MTVRAH HGISRTPHS WVESNXY 

YWDICDQWMS/EPVGYMPCQH 

CQVAKNTVIVAPKQMLLQGGKI 

PWSLVTVDLMGAFSYKPQKS/N 

VYAIIMTDLFTKWIVILPLCDVS 

ASEVSKAIIN1FFLYGPPQKIIMD 

QRDEFIQQINIELYRLFGIKQIVI 

SHTSGTVNPTESTPNTIKAFLSK 

HCADHPNNWDDHLSAVSFAFN 

VTHLEPTKNTPYFQMFKVEKN P 

LYYLPETSDSLHEVDGDNTSMF 

AKILDAIKEADKIMENKTTSLG 

QMENNNLDELNKSKIIVKKKPK 

QLNPFHLKVGHGSFKTKEKLV 

GRMVVFQSWNGVGPLCHRLY 

YRKWMCCP 


7794 


38162 


A 


7848 


2 


455 


MADRLTQLVQDAVNSLADQFC 

NAIGWLQQCVPPASFNN1QTAI 

N KDQPANPTEE YAQLFA A\LI A\ 

RTAKDIDVLIDSLPSEESTAALQ 

AASLYKL\EEENH\EAATCLGG 

MLFIEGDMLLGGRYKGALA\DI\ 

AQSQLEGQGSGYP*ASLFPDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in US$N 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide . 
deletion, \=possible nucleotide insertion) 


7795 


38163 


A 


7849 


229 


560 




7796 


38164 


A 


7850 


1 


1077 




7797 


38165 


A 


7851 


25 


690 


WPSDEAEGYSEHFVEFVKDVR 

K RFPQHT1 M AGN V VTGEMVEE 

L1LSGADI1KVGIGPGSVCTTRK 

KTGVGYPQ\LSAVMECANAAH 

G LKGH I ISDGGCSCPGD V AKAF 

GAGADFVMLGGMLAGHSESG 

GEL1£RDGKKYKLFYG\MSSEM 

AMEEVLLGGVAEYRTS\EGKT\ 

VEVPF*REMLEHTIPRHP*GGIR 

S\TCTYVGA\AKLKRR*ARTNYL 

HPEVHPAR 


7798 


38166 


A 


7852 


768 


1857 


EGGHHFGGQGADSAAPFGSASI 

LPIKLDVHPHDGRRRAEKSKPG 

GNPQRQLYCQPPAGCLPGAVY 

RPRRSRGARMYSRYSPAERRNP 

DQRAGYCQAPDRLRFSRADDC 

RSRWRHVFHGTSRHCAGDRAV 

RPPPHSAAEALPVALPVFQ*PTA 

DQWLFPSLIAACYNNHQNKIIL 

EQEMSCVLLATF1QTRAQQRKY 

KRRNNRGIPRESTAREQARHNA 

NKAQQPRKHARNGASPAQQRK 

NRAAARDKDEKPAQQKDKAR 

QSAPEKKNRAIRGTNSREQAAK 

AERNRRQRGGQKGAQGGQHR 

EEAGEPTYVDEKAQAATSPPPQ 

TPHPAPDHDDAEDHRTRDTNR 

NAHQPKVYTHKDTPTNESR 


7799 


38167 


A 


7853 


1403 


2028 


RRJQTNGRTFHAHGGPSRGLPE 

ELGKDHREKETSSRTL*QFQPN 

A KSPGQNLRESN4N P VC/MTQQ 

ARRLQRLAKDLLKQVQVQDSG 

SWANNKVSALDRTLGEITRILE 

KERSRRGKGPSKEDLEGAAN/G 

VRRTM/WMSGNLVKESQPHPT 

H RPN1LT* YPSI FP* RSTLLTL WL 

KVQLQQKL*KMEKSGKKIKKK 

PKR*KPG*TSGTLNTL 


7800 


38168 


A 


7854 


1 


675 
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crn in 

NO: 


crn in rsin* 
of peptide 
sequence 


Met 
hod 


crn in Mfi- 
in USSN 
09/540,217 


1^1 ULICUllUC 

location of first 
codon for peptide 
sequence 


Nuripnririp Inratinn of last 

Ul [(.(Jli LIC lULallUH vi* idol 

codon for last amino acid 
of peptide sequence 


Amino firirl *it*nt\&nt*t* t V=l InLnnwn 

*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7801 


38169 


A 


7855 


2 


1110 


AQEEEAKVNEIAFINTLEAQNK 

RHDVLSKLKEYEQRLNELQEER 

QRRQEEKQARDEAVQERKRAL 

EAERQARVEELLMKRKEQEAR] 

EQQRQEKEKAREGAARERARD 

REERLAALTAAQPRSYGRVTEK 

NSAQA**KYSKAH/RNRLNKEK 

KKLLS*AVGDMQILIMPPN*PL 

YERKKQCSLCNVL1SSEVYLFS 

HVKGRKHQQAVRENTSIQGRE 

LSDEEVEHLSLKKYIIDIVVEST 

APAEALKDGEERQKNKKKAKK 

IKARMN FRAKEYESLMETKNS 

GSDSPYKAKLQRLAKDLLKQV 

QVQDSGS W ANN K VS ALDRTLG 

EITRILEKENVADQ1AFQAAGGL 

TALEH1LQAVVPATNVNTVLRN 


7802 


38170 


C 


7856 


65 


425 




7803 


38171 


A 


7857 


1 


1131 




7804 


38172 


A 


7858 


953 


1311 


FLFFIFFNYFFFGGRXCPLLVAP 

RLEVQMAVILGSLQ\PSPPGFKA* 

FSLPQPS PSS WD YRH A PTH AQP 

NFVFLVETGFHHIGQAGLELQT 

SGDPPTSASQTAGITGVSHRAW 

PGT1LFLK 


7805 


38173 


A 


7859 


2 


857 


FVDIFQRWKECRGKSPAQAELS 

YLNKAKWLEMYGVDMHVVR 

G RDG C E YSLG LTPTG I LI FEG AN 

KIGLFFWPKITKMDFKKSKLTL 

VVVEDDDQGREQEHTFVFRLD 

SARTCKHLWKCAVEHHAFFRL 

RTPGNSKSNRSDFIRLGSRFKFS 

GRTEYQATHGSRLRRTSTFERK 

P**TLSIPETFNVQSKQPSDSSPA 

iff I/i^vI/^l^C/KTXIV/^inDICTF T C T DC 

LLLKQIQKS/NNYQPPJSILISIPS 
PAPGG1LT\PQMSGHPFQDDRSH 
WKASASGDDSHFELCPTTQNPE 
GTLGGMPFCYDVSEINVMTAL 
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SEQ ID 

NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7806 


38174 


A 


7860 


1 


936 


MELTHLQPHEPQEDVHAVGLL 

LGLREQHHMVSEGPRQQSWQE 

ERTELAAVSRLLFNMYPLLIHK 

NHASPGIPNLLLHPRGLRAIT1A 

VFGKQNTY1RLEPFKJNVLEQJT 

KH1EKLQCGEHNFPEQEIQEGK 

SHQNQHEAHFVVELCKYFLCQ 

EYLPSQIT1LTTYTGQLFCLRKL 

MPAKTFAGVRVHVVDKYQGE 

ENDI1LLSLISNR1CVALSRAKKG 

M YC1GNMQMLAK VSL WSK1 1 H 

TLRENNQIGPMLRLCCQNHPET 

HTLVSKASDFQKVTEEGC/MLP 

CEFRLGCGHVCTRAWHPYDSS 


7807 


38175 


A 


7861 


218 


580 




7808 


38176 


A 


7862 




1636 




7809 


38177 


A 


7864 


24 


386 




7810 


38178 


A 


7865 


2 


999 


GRVGFFFAGNPGSDSFGGLLLG 

LTPVLRWVADGGTIPKRHE\LV 

KGPKKVEKVDK\ETELVAQWN 

YCTLSQE\KLRRPIVAL/CNFAD 

FYNK\EPV1EFLLDKSAEKGS/SG 

RQASH1KTH*RIVDRAESFPDNP 

CPGKGIKGN/D*KVDKHDDLQA 

GASSSSPVGGPGRWMGRHRFLL 

PSGGCGLCCFS*AEPWKEIKAG 

V\CHTCGAGLSRRMM11VLNGT 

KEDVDLLKTMMEERRL*SEAG 

KENKENPRQQSLFQNQDVSERS 

PRAIKS*DRGSLKKPAFDSREK 

KTNLAPKSTAMNESSSGKAGK 

PPCGATKRSIADSEESEAYKSLF 

ITHSSAKR 


7811 


38179 


A 


7866 


1 


559 


MGCDGGTIPKRHELVKGPKKV 

EKVDKDAELVAQWNYCTLSQE 

ILRRPIVACELGRLYNKDAVIEF 

LLDKS A EKA LGKA ASH I KS I KN 

VTELKLSERALKEIKAEVCHTC 

GAAFQEDDVIMLNGTKEDvDV 

LKTR\WRREG*ERRGKKKTKKP 

KAAEVCFQNPDVSGRKPQGPS 

KVKTREALKKPSP 


7812 


38180 


A 


7867 


188 


368 


YVACMPAWPNVTVANQLFNV 
YFPARDMTVPSSPG/QPVVDQL 
STQGQARRDALEVVGYEDS 


7813 


38181 


A 


7868 


179 


554 


LRPADPRSLVPGWALGLGPGAI 
LGPGRVTFPGGRPPPTHPPSLSF 

DDP.r.DADI VIA/ DA 1 PAFPf.DC/D 

LGREREEGRGKAGAGMA*AGL 

VL*CLQLQVQGQPLGGSWLST 

RLRSPRCHPWLLRRHLP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*°Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7814 


38182 


A 


7869 


2 


131 


YKSELEEQLTSVAEEMRARLSK 

KYRTiPVOAMI riPQlPPI D\/Dl A 

LYVLRKLCTGFLRDADHL* RPA 
GREYGESKRTLG 


7815 


38183 


B 


7870 


1 


3639 




7816 


38184 


A 


7871 


279 


1077 


IQHPRLSADDFRVNCETEPAM/* 

HAVENDIHGLCELQLETEIQAF 

KEELL/FMKKNHEEEVKGLQAQ 

1ASSGLTVVVDAPISQDFAKIMA 

DIWAQYDEVAQKNREELDNNR 

SQQIEESTTVVTTQSTEVGAAK 

AMLTELTRTVQFLEINLDSMRN 

LKASLENSLREVVARYALQME 

QLNGILLHLESELAQTWAEGQC 

n A ACVH A 1 I XIIV\/l^l CA ATA TV 

ddi i c r\r* is rMTMi nnTi nrcxic 

m{£ i IKJK I l l KyKlviLivjlvVLon J 
NDTKLRH 


7817 


38185 


A 


7872 


712 


855 




"70 1 O 

7816 




b 


7873 




/oo 




7819 


38187 


A 


7874 


201 


372 


ICQMILKRRVLS'TQKHQATHG 
WNSAYSLTAPFPVSCQDHLC*P 
L*AEAQISIKEEP 


7820 


38188 


A 


7875 


3 


323 


FFFETEFHSVAQTGVQWHDPSS 

DHDDDDD I7V * 1 CD DCI DCCVUHVl) 

HVPSHPGNFLHFQ*KRGSTNQA 

GLELPTSGDLAAFA\SPSAR1TG 

VSHCARPNYQCFLEFKY 


7821 


38189 


A 


7876 


1 


911 


MLLTLAGGALFFPGLFALCTW 

ALRRSQPGWSRTDCVMISTRLV 

SSVHAVLATGSG1VIIRSCDDVI 

TGRHWLAREYVWFL1PYMIYD 

SYAMYLCEWCRTRDQNRAPSL 

TLRNFLSRNRLMITHHAV1LFVL 

VPVAQRLRGDLGDFFVGCIFTA 

ELSTPFVSLGRVLIQACMMEMT 

ESLKQQHTLLYKVNGILTLGNR 

FPCR\ILLFPFMV\WSYGRKKGL 

VP^TI ni-IPII TATWANAPPR* 
oL V rO 1 LA^ririL» 1 f\ 1 WnlNnr r fx 

APQ1YWFCLLLQMCAVRLFDTP 
QAKKDG*MLLGVRRSLTPAAS 
STQHSMDQIVPWVASDFGY 


7822 


38190 


A 


7877 


2 


283 


SCHCTPAWILALSPRLECSGAIL 
AHCNI HI WG*SDSPASASRVA 
GTAGAHCRAWL1FCVLVEMGF 
HRVAP/GLVLNS*AQT1RLPRPP 
KVLGLQA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7823 j 


38191 


A 


7878 


1 


1042 


PKVRSPRIKRLAPAPAFWRKQE 

LKKIVDP\LL*KKS*EFGHLDRD1 

QPQKRPPPLL*KWPR\YIRV\QG 

RR A 1 L Y KVRLKG PFCDY PGFTQG 

PGTPQTS*SSLLKL\AHKYRPRD 

KAQRSKQR\LLA\RAEKKAAAK 

GAVPQERAHPVLRAGVXNPVSP 

PLVGEQEKLSLVVIAXHDRGSPS 

ELVVFLPALG/RVKMGVPYC1IK 

GKGKTGDGLVHQKALHPLSAF 

TQ\VNS\EDKGAF/ALKLVGSYQ 

GPNYNDRYDEVRGSFTQNTVIH 

i/cccrviT/^un xit * c \ / i crvr\Ai t** 

KbrSQI I O WLNL ¥ bVLSDDQLG 
TAKQN*RN**P*KSQKTVSQAN 
CLFLSFQIRRHWGGNVLGPKSV 
ARJAKLEKAKAKELATKLG 


7824 


38192 


A 


7879 


3 


472 


GRGVAYRGPSPRGTGPGRGDE 

RLQHGGGXSREGPPAAPAAAAP 

GYGQSCCLIEDGERCVRPAGNA 

SFSKRVQKSISQKKLKLDIDKSV 

DLFQLQVNTLRRYKRHYKLQT 

RPGFNKAQLAETVSRHFRN1PV 

NEKETLAYF1YMVKSNKSRLDQ 


7825 


38193 


A 


7880 


3 


638 


GRGVAYRGPSPRGTGPGRVR*T 

ASARRRTAAKGPPPPQLPPPRA 

TAKSCCLMEDGERCVRPAGNA 

SFSKRWRKSISQKKLKLDIDKS 

VRHLYI\CDFHK\NFIQ\SVRNKR 

KKEDQVYDGRENS/SPSTDTDIP 

tVL)\LrrACyVN I \LK\KYKRH* 

qvarprpgfnkapvsrql*vdt 
frnipvd*ketlallsssmvksn 
ksrldqksggwqaa 


7826 


38194 


A 


7881 


1926 . 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QAITKHFSPKISDLILCLKKK1M 
NRHFSKEDIYAAKJCHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
AlilvJvoUNNKCKXUCUbKj 1 LLH 
IWW ULKt rLLIvolVI WKr LK 

ni \npAiPf i niYPic'nvic'^rrYK' 

L/L\urr\irLLUi I riVLV I NOv^V/.l rv 

DTCTRMFIAALFTIAKTWNQP 


7827 


38195 


B 


7882 


446 


625 




7828 


38196 


A 


7883 


1 


1875 
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crn in 

jiLxJ III 

NO: 


of peptide 
sequence 


Met 
hod 


SCO ID NO* 
in USSN 
09/540,217 ! 


Niirlt*f>f id? 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7829 


38197 


A 


7884 


31 


809 


KPRLENYVKNAEASGADATNW 

KKGY/LVMEDEMNEMKREGKF 

REKR1KRNEQSLQE1WDYVKRP 

TLHLIDVPETLNAHKRKQERSK 

TDTLTSQLKELEKQEQTHSKAS 

RRQEITK1RAELKE1ETEKTLQK1 

N ESRS WFFERJNK IDRPLARLIK 

KKREKNQIDAIKNDKGD1TSDP 

TPlATTinrVWIlt \/ A\ll/l ¥~*XII 

TEIQTTIRE Y YKH L Y AN KLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSEIVAIINSLPTKKSPG 
PDG STAEF YQR YKEEL 


7830 


38198 


A 


7885 


1 


2142 


M 1 1 LI DA EKA FDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKR1KYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMiVYLENSlV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

D I PIKLPMTFFTELEKTTLKF 1 W 

NQKRACI A KTILSKKNI AGG ITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLA1CRKLKLDPFLTPYT 

KIHSRW1KDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVFKLKSFCTA 

K PTT1 R V <*IR OPTP WF \C 1 F A 1 YP*x 

DKGLISR1YKELKQIYRKKXTNN 
PIKKWAKNMNRHFSKEDIYAA 
N RQM KKCSSSL V 1 REMQ1KTTM 
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SEQ ID 

NO: 


SEO ID NO- 
of peptide 
sequence 


Met 
bod 


SKO II) NO* 
in USSN 
09/540,217 


N urlentiri? 
location of first 
codon for peptide 
sequence 


NiirlpntiHp Inratinn of last 

codon for last amino acid 
of peptide sequence 


Amino ncitl tpntirnri* t Y=l InLnnwn 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7831 


38199 


A 


7886 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARL1KKKREKNQIDTIKNDKGD 

ITTDPTEIQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSE1EAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEASII 

LIPKPG RDTTKKGN FRPISLMN I 

DAKIL 


7832 


38200 


B 


7887 


1 


3570 




7833 


38201 


A 


7888 


2 


1624 




7834 


38202 


B 


7889 


67 


3156 




7835 


38203 


A 


7890 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 

SKLGTDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKRIKYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRIN1VKMAILP\R 

DIDQW/NRTEPSEIMPHTYNYLi 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGVGKJDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGLISG1YNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

V TJX yf 1/ I/PCCCI A ID CNitTMl/TTK/fD 

YHLTPVRMAIIKKSGNNRCWR 
GCGE1GTL 


7836 


38204 


A 


7891 


1 


1932 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7837 


38205 


A 


7892 


1 


2347 


MELKTKARELHDECTSLSSKFD 

QLEERVSVMEDEMMEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEG1LPNSFYEPSII 

L1AKPGRDTTKKENFRPISLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFN1RKSINV 

1QHINRTKDKNHMIISIDAEKAF 

DK I QQHFMLKTLNKL VLE VLA 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMA1LPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKSIFSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLH1YNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKT1KTLEENLG1T1 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIF AT YSSDKG L I S R 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKED1YAAKKHMKKC 

QQ^I A TRFlVyirHIfTTlV/fRV14I TPV 

R \A A I JY V Qr.W \J R Y 1 C\IC\ H 1 WP 
InJVI /\ 1 1 NJv OVJ IN IN 1\J\J VJ \J 1 W K^U 

R1T *R*TTr , RVAI£ FIO^I *RRTAX/ 
KRT ORTT ^TPVI HAV+PPMF* A Q 


7835 


38206 


B 


7893 


1 


1710 




7839 


38207 


B 


7894 


J 


2265 






J5ZU5 


D 
O 


toy j 




L l**z 




7841 


38209 


A 


7896 




1791 




7842 


38210 


A 


7897 




1878 




7843 


38211 


A 


7898 




2091 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7844 


38212 


A 


7899 


1 


1751 


MIISIDAEKAFDKIQQPFMLKTL 

NKJLGIDGTYFKIIRANYDKPTA 

N 1 1 LNGQKLE ALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKGIQLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKN1PCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRDIDQWNRTEPSEI 

TPHIYNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLArCRJCLKLD 

PFLTPYTKINSRW1KDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDL1KL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRJYNELKQIYK 

KJCTNNPI KQ WAKDMNRHFSIE 

niVA Al'VUMfl/PCCC! ATDCKyf 

Ul i AAlsJ^nlvll^lv^booLAlKiilvl 

Q1KTTMRYHLTPVRMA11KKSG 
NNRNHLDFKHIRILGICYL/D*KI 
YQP*LHLVSRNRKPEKLSPKQA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7845 


38213 


A 


7900 


1 


2540 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQPDLIDIYGTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTE1ITSYLSDHSAI 

KLELRJQN LTQNH STT WK LNNL 

LLNDYWLHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKTNTLT 

SrNKIDRPLARLIKKKREKTQID 

AIKNDKGDITTDPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLN 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAEFY 

/HELALKENKIPRNPTY/RGCEGP 

LQGELQTTAQ*NKRGYKQMEE 

HSMLMDRKNQYRENGHTAQG 

NLQIQCHPHKATNDFLHRSGKN 

YFKVHMEPKKSPHRQVNPKPK 

EQS WRHHA I * LQTI LQG Y SNQN 

SMVLVPKQRYRSMEKNRALRN 

NAAYLQLSNL*QT*EKQAMGK 

GFLI**MVLGKLASHM*KAETG 

SLPYTLYKNQFKMD*RLKH*T* 

NHKNPRRKPRHYHSGHRHGQG 

LHV*NTKSNGNKSQN*QMGSN 

♦TKELLHSKRNYHQSEQATYKL 

GENFCNLPI*PRANNQNLQ*TQ 

TNLQEKNKQPHQKVGKGHEQT 

LLKRRHLCSOKTHEKMLSITGH 

QRNANQNHNEIPSHTS*NGNH* 

KVRK*QVLNGLDDVQLFR*NK 

QPCCSHKACLVVSSYRRA*SLV 
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SEQ ID 

NO: 


SbQ ID NO: 
of peptide 
sequence 


Met 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7846 


38214 


A 


7901 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARTNKI 

DRPLARLIKKKREKNQIDTIKN 

DKGD1TTNPTE1QTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRP1TGAEIVAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITSI 

LIHQQQTNREPNHE*TPIHNCFK 

EN KI PRNPTYKG C EG L LPG ELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF* IQC 

HPHQATNAFLHRJGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQT1LQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL * QT* EKH A MG K/EFP1 * * 


7847 


38215 


B 


7902 


1 


2337 




7848 


38216 


B 


7903 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NU: 
of peptide 
sequence 


Mel 
hod 


ofcVJ id i>u: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7849 


38217 


A 


7904 


I 


1722 


MAGYPSEMKLPEELSGSNICCS 

A V FT V LQ PLLL1 PRQTG SG V DL 

RQTPTDLQLRVLTVRRKNMKQ 

KRTSTPKPHLYVTIIKDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLL A RR1 KKKREKNQI DA I KN 

DKGD1TADPTEIQST1REYYKHL 

YTNKLENLEEMDKFLDTYTLPR 

LNQEEDESLNRPITGSEIEA1INS 

LPAKKSPGPDRFTAEFYQRYKE 

ELH1NRTKDKNHMT1SVDAENA 

FDK1QQPFMLKTLNKLVLEVLA 

RA I RQEKEIKGIQLG KQE V K LSL 

FADD V 1 V YLENPI VS AQN LL KLI 

SNFSKVSGYKINVQKSQAFLYS 

NNRQTESQ1MNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRIM 

1VKMG1LPKVVYRFNAIPIKLPM 

TFFTELEKXTTLKFIWNQKRARl 

AMTILS*KNKAGGITLP 


7850 


38218 


A 


7905 


1 


2310 




7851 


38219 


A 


7906 


195 


791 


GILSFAKDMNRHFSKED1YAAK 

KHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMAIIKXSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKS V WRFLRDLELEIPFDPA I PL 

LGIYPNEYKSCCYKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KM WH/IYTRDTM RPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7852 


38220 


A 


7907 


1 


984 




7853 


38221 


A 


7908 


1 


2076 




7854 


38222 


A 


7909 


J 


1872 




7855 


38223 


B 


7910 


1 


3309 




7856 


38224 


B 


791 1 


133 


3213 




7857 


38225 


A 


7912 




1364 




7858 


38226 


A 


7913 




3249 




7859 


38227 


A 


7914 




2757 
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SEQ ID 

NO: 


SFO ID NO* 
of peptide 
sequence 


Met 
hod 


SCO ID NO* 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


NiirlpntiHp Inrnlinn nf last 

codon for last amino acid 
of peptide sequence 


Amino UfiH CPnil^nOA t = l lnl/nnu>n 
/\iniiiLf utiu sCLJUclILC y A. — Li 11 KnuW II « 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7860 


38228 


A 


7915 


1 


2268 


MAGYPSETKPPEERSDSN1CSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNP1RTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHT11MGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISKNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTE1I 

TKC LSDH S A IKLELRJ KN LTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQE1ETQ 

RTLQKISESRSWFFEKINKIDRS 

L ARL 1 KKKREKNQIE AI KN DKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

ASINLIPKPGRDTTKJCENFRPISL 

MN1DAKILNKILANR1/WGN*AE 

ERNKEYSIRKRGSQ1VPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTK1TSILIHQ*QTNR 

EPN H E *TP1 HNCFKENKI PRN PT 

GHKQMEEHSMLMDRKNQHRE 
NRHTAQGNL*1QCHSHQATNDF 


7861 


38229 


A 


7916 


1 


4729 
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Sty ill 

NO: 


of peptide 
sequence 


Met 

hod 


crn in mo* 
in US5N 
09/540 t 2l7 


ULieoiiuc 
location of first 
codon for peptide 
sequence 


Nliirltvttirip IncAtinn nf tact 
n uticuuuc ivF%.<i«iif ii ui last 

codon for last amino acid 
of peptide sequence 


Am inn nrifi CPflii»ni<« / Ysl Inl/nnwn 

miiiiiu HI.IU acijuciicc \ A**unKnoniit 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7862 


38230 


A 


7917 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEIITNYLSDDS 

A I K LELRI KNLTQN RSTT WKLN 

NLLLDDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSK1DT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKE1ETQKTVQKJNES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTE1Q 

TTIREYYKHLYANKLENLEEM 

DKPLDTYTLPRLNQEEVESLNR 

PITG SEI V A I INSLTTK KS PG PDG 

FTAEFYQRAIRQEKE1KGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKVIYRPNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

\RA H I A KS/VLSQKN KAGG ITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQ WNRTEPS E I M PRI YN YL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLA1CRKLKLDPFLTPYT 

KJNSRWIKDLNIRPKT1KTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKJDK W DLlKLKSr CTAKE 

1 1 iNKViNlvl^r 1 N. WtMrA 1 iooU 


7863 


38231 


A 


7918 


I 


1205 




7864 


38232 


A 


7919 


1 


2274 




7865 


38233 


A 


7920 


1 


2307 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7866 


38234 


A 


7921 


569 

- 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRRE1TKIRA 

ELKEIETPKTAQKINESRS WFSE 

RINKIDRPLARLRKKKREKNQI 

DTIKNDEGDITTHPTE1HTHREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSI EKEGI LPN SF 

YEASIILIPKPGRDTTKKENFRPI 

SLLNINAK1LNK1LANRJQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

A EKAFDKIQQPFMLKTLNKLG I 

DGTYHKIIRANYDKPTANHLNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

P\FTIASKRIKYLG1QLTRYVKDL 

FKER/YNEI KEDTNK WKN I PCS 

WVGRIN1VKMAILPKVIYRFNAI 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKLYYKATVTKTAWHWYQN 

RDIDQRNRTEPSEIMPHVYNHLI 

FGKPDKNKQWGNDSLFN KWC 

WENWLAICKKI Kl DPFI TPYT 

K1NSRWIKDLNVRPKTIKT1 FFN 

LGNNIQDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


7867 


38235 


B 


7922 


1 


317! 




7868 


38236 


A 


7923 


1 


2646 j 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7869 


38237 


A 


7924 


321 


2211 


CCQFSMARRGHLPRSVQVSIPG 

QSPVPRAAYQDSGRYKEPTAD 

C/VGPRQT*CMAPHCHLGGWH 

MLALSLGKGAGAGGKESTWEP 

SPGIRMTKTYSTRREQSHPRT1/ 

KGQ1KQMNLRETCSWTFHKKF 

LKTVAFQISHPHKNTCLAMAVS 

ANRSMRQKFNKDTQELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSK1DHILGSKALLSKCK 

RTE I ITN YLSDHSAIKLELRI KN L 

TQNRSTTWKLNKLLLNDYWV 

HNEMKAEI KMFFETNENKDTI Y 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKEI 

ETQKTRQKINESSSWFFEGINKI 

DRPLARLIKKKREKNQIDTIKN 

YKGDITTDPTEIQTTIREYYKHL 

YANKLEMLEEMDKFLDTYTLP 

RLNQEEVECLNRPITGAEIVA11 

NTLPTKKSPGPDGFTAEFYQRC 

SRWIKDLNVRPKTIKTLEENLGI 

TIQD1GTGKDIMSKTPKAMATK 

D KIDK WDL I KL KSFCTA KETTI R 

ViNKl^r IKWcKlrAI YoM-JMjLl 
oKl Y INbLM^i Y KIvKoNiNr IKJvW 

A V n\/1MDUCCI('CniVA A 1/" V VIA A 

A KiJIVl iNKrtr oKED 1 Y AAKJvHM 
KKKooLAlKJbfVll^lis. 1 1 MK 


7870 


38238 


A 


7925 


1 


3057 




7871 


38239 


A 


7926 


I 


1830 




7872 


38240 


B 


7927 


I 


3192 




7873 


38241 


A 


7928 


1 


3484 


MGTSEVQNGEERAGTSGQGSV 

EQLSGSSVQLPPGLKLCFEPYFS 

SCASDCILHASPLSLMAASGSQ 

NPNLWASWLCCKWVQCPERQ 

LGCH LTSS VI YGLRYYPQ AKRS 

ELELRDCEGLCNQTSPLSSLDG 

MGWKAAAEESNSGIRNIWIPIP 

AFATHKQYNVRQV1SPSPPYWS 

HRGNGNNSLCVTRLSGGLKOP 

VAGTGRGLEGGSGTRDLMPFL 

S A APKEQPPIL A PARRS WFFEKI 

NKIDRLLARLIKKKRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7874 


38242 


A 


7929 


I 


1946 


N LTQN RSTTWKLNNLLLN D Y W 

VHNKMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKF1ALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQEITK1RAEL 

KEIETQKTFQKVNESSSWFFER1 

NKIDRPLARL1KKKREKJMQIDAI 

KNDKGYITTDPTE1HTTIREYYK 

HLYANKLENLEEMDKFVGTYT 

LPRLNQEEVESLNRPITGSEIVAI 

I1MSLPTKKSPGPDGFTAEFYQRY 

KEELAGRDTTKKENFRPISLMN 

IDAKILNKILANRIQQHIKKLIH 

HDQVGFIPGMQGWFNICKSINV 

1QHINRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AISQEKEIKGIQLGKEEVfCLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKLLSK 

EIKEDTNKWKNIPCSWVGRINI 

VKMA1LPKVIYRFNA1P1KLPMT 

FFTELEKATLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFELYY 

KTTVTKTAWYSYQNRDMDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 


7875 


38243 


A 


7930 


1 


4801 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAE1ITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVNNEMKAEIKMFF 

ETK\ENK\DTTYQNLWDAFKAV 

CRGKF1ALNAHKRKQERSKIDT 

EITKIRAELKEIETQKTLQKINES 
RSWFFER1NKIDRPLARLIKKKR 
EKNQ1DTIKN 
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CPA in 

jLVf 1U 

NO: 


oty iu i^i w . 

of peptide 
sequence 


Met 
hod 


SFO II) NO- 

inUSSN 

09/540,217 


Niirlpftfirtp 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino arid ^cntipnrp f V=l InLnnun 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7876 


38244 


A 


7931 


I 


3146 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADL1DIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQN L WDTFKA VS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITK1RAELKE1ETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 


7877 


38245 


A 


7932 


1 


2669 


MHIMTDGNRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRJTNTEKCLKELMELKTK 

ARELREECRSL RSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

TH SKAG RRQE ITK I R A ELKE I ET 

QKTLQK1NESRSWFFERINK1DR 

PLARL1KKKREKNQ!DTIK\NDK 

GN ITTDPTEIQTTIREH YKH L Y A 

NKLENLEGMDKFLDTYTLPRL 

NQKEVESLNRPITGSEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LHINRAKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPI VSAQNLLKLL 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKHLFKENYKPLL 

KEIKEDTNKWKNIPCSWVERfN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYSYQNRD1DQW 

NRTEPSEILPRIYNYLIFDKPEKN 

KOWCiKDSLFNKWCWFNWI A! 

CRK LXLDPFLKPYTK IKSGWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKAKID 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


7878 


38246 


A 


7933 


1 


2962 


MNNSIKEKVKLSLTKWEMQTK 

PNNMTVDLKDAQEVNLTSTDY 

RKQHVMLPTEINSDDSLLKIGVI 

RLANWIKSQDPSVCCNQETHLT 

CRDTHRLKIKGWRK1YQANGK 

QKKAGVAILVSDKTDFKPTKIK 

RDKEGHY1MVKGSIQQEELTIL 

NTYAPNTGAPRFIKQVLSDLQR 

DLDSYTLIMGDFNTPLSTLDRS 

TRQKVNKDTQELNSALHQVDL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHILGSKALLS 


7879 


38247 


A 


7934 


1 


4220 


MGDFNTLLSALDRSTRQKVNK 
D 1QELN S A L HQA DLIDI YRTLHP 
KSTEYTFFSAPHRTYSKIDHLV 
GSKALLRKCKRTEIJTNCLSDHS 
A I KL ELRIKKLTQN H STT WQLN 
NLLLNDYWVHNEMKAEIKMFF 
ETN EN KDTT YQNL WY V K DTRI 
SGMLWYVKAVCRGKFIALNAH 
KRKQERSKIDTLTSQLKELEKQ 
EQTHSKTSRRQEITKIRAELKEI 
ETQKTLQ K 1 N ECRS WFFEKIN K I 
DRPLARLIKKKRE 


7880 


38248 


A 


7935 


1 


3229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELM ELKTKARELREEC RSLRSR 

CDQLEERVSAMEDENfNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLRDIIQENFPNLARQANVQIQ 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEKMLRAAREKDRSTRQ 

K VN KDTQELNS A 


7881 


38249 


A 


7936 


1 


3227 


MGDFNTPLSTLDRSTRQKANK 
DTQELNSALHQVDLIDIYRTLH 
PKSTEYTFFSAPHHTYSTTDHIL 
GSKALLSKCRRTEI ITN YLSDHS 
AIKLELRJKNLTQNRSTTWKLN 
NLLLNDYGVHNEMKAE1KMFF 
ETNEN KDTTYQN L\ WD A FKA V 
CRG KFIALNAH KRKQERSKI DT 
LTSQLKELEKQEQTHSKASRRQ 
bl 1 KIK.AbLK.blb I l^IvaLl^KAIINb 
SRSWFFERINK1DRPLARLIKKK 
REKNQIDTIKN 


7882 


38250 


B 


7937 


1 


2089 
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SEQ ID 

NO: 


QFO in NO* 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7883 


38251 


A 


7938 


1 


3527 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKRIKRNEQSLQEIWDFVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI IQEN FPN LA RQAN IQ1QEI 

QRTPQRYSSRR ATPRH 1 1 V RFTK 

VEMKEKMLRAAREKAPHHTYS 

KIDHILGSKVLLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQNHST 

TWKLNSLLLNDYWVHNEMKA 

EIKMFFETNENKDTTYQNLWD 

TFKAVCRGKFIALN 


7884 


38252 


B 


7939 


1 


5238 




7885 


38253 


A 


7940 


1 


3587 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TRITNTEKCLKELMELKTKARE 

LH EECRSLRSRCDQLEERVS AM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTKLENTLQD1IQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKILK 

AAREKDRSTRQKVNKDTQEL1M 

SALHQADLIDL1DLIYRTLHPKS 

T\E YTFFS A PHHT 


7886 


38254 


A 


7941 


1 


6202 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

LKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKJS4FF 

ETN ENvKDTTYQN L WD A F KA V 

CRGKFIALYAHWRKQVERSKM 

DTLTSQLEELEKLEQTHSKASR 

RHEIAKIRAELKEIE 


7887 


38255 


A 


7942 


2 


3134 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPTFI 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQKVNKDTQELN 

SALHQADL 1 Dl YRTLH PKSTEYT 

FFSAPHHTYSKlDHILGSiCALLS 

KCKRTEIITNYLSDHSAIKLELM 

iixxti ty^xi i_i cxi i xi xi i i i xinv 
1KJNL, 1 V^INrlo 1 1 WlSJ^ININLL»L»INL?Y 

WVHKEM KAEIKMFFETN ENKD 
TTYQNLWDTFKAVCRGKFIAK\ 
NAHKRKQERS 



939 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)n known, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7888 


38256 


A 


7943 


1 


4455 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KPREKR1KRNEQSLQE1WDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQ1QE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

Til lsJIYAP'NITfiAPRFTK'nVI Qni 

1 1L.IN 1 1 /\rlN l VJ /A r IV r J Iv V L»oL/JLj 

QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVN KDTQELNS ALHQ A 
DL\IDIYRTLHP\KS 


7889 


38257 


A 


7944 


1 


6108 


MTGSNSHITILTLNINGLNSAIK 

RHRLASW1KSQDPSVV\CIQETH 

LTCRDTHRLEIKGWRNJYQANG 

KQKKAGVA1LVSDKTDFKPTKI 

KRDKEGHYIMAKGSIQEEELTI 

LNIYAPXNTGAPRFIKQVLSDLQ 

RDLDSHTL1MGDFNTPLSTLDR 

STRQKVNKDTQELNSALHQAD 

i miVDTl UD7CTC VTCCC A DUU 

LI Ul Y K I Lri rKo IcY lrr o/vr riri 
TYSK1DH1VGSKALLSKCKRTEI 
ITNYLSDHSAIKLELRIKKLTQN 
RSTTWKLN 


7890 


38258 


A 


7945 


2 


788 


CGLAIYNCTIVDLHFPLALYKK 

LLKKKPSLDDLKELMPDVGRS 

MQQLLDYPEDDIEETFCLNFT1T 

VENFGATEVKELVLNGADTAV 

NKQNRQEFVDAYVDYIFNTSV 

ASLFRCFS\SGFHKVCGGKGL\R 

LFQPNELQAMVIGNTHF*WKG 

TGKDYRNTKGNIWAEHPYTIKIF 

WFVFHYFI PI FKK'k'VRFI I FI Tf5 
W C V r n VtLl^i LE^rvIx In. \ixr LLP L, 1 VJ 

Q\npipii nMi^si kai vinQTnnr; 

oXLJIvl r 1 LUiVlI\.oJL-IvVL> V IV^O I UvJVJ 


7891 


38259 


A 


7946 


1 


1647 




7892 


38260 


B 


7947 


363 


550 




7893 


38261 


B 


7948 


1 


1123 




7894 


38262 


A 


7949 


1 


3136 


MVTHQQPAARKPNMTSKKPKP 

MGPKA H G I FSGTRKNNLE 1 YMD 

QTRTGIAKTKLSKNNKSGGMT 

LPDFKLYYKAIVAKJACGGSMY 

NSDTDEDEETEPSSSGQQIIENSI 

TMNKMKLLKAKMKNMNLSKK 

HITQVSDEEEDDDGCDLFADSE 

KEEKD1EDIEENTRPKRSRPTSF 

ADELAARIKGDAVGRVDEEPTT 

VSYEDDRRGKNQDAYTEGGLS 

TIKTVNCSSSLTLRRSKTSEDTQ 

EKKERRTPSDDEED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7895 


38263 


B 


7950 


303 


1010 




7896 


38264 


A 


7951 


3 


280 




7897 


38265 


A 


7952 


3 


514 


FYLKELDPAEHSYVLIRKIDPAL 
VWGLTG DQGTPKTRLLMITLD 
SIFMQASCVPEEVVWEVLRVLE 
AH\SSKKHFVFGESMKLITKAS 
VyybYLVHK. VbHSNP T LYVFL 
WGLSKETRQMEVPEFVAKVND 
THPSSFSVGSK*GI*EKEGGRYP 
VPEMGSCRLVTVTSASV 


7898 


38266 


A 


7953 


2 


351 




7899 


38267 


A 


7954 


2 


529 


EKGERPHWSNKPSNLKRTHEL 
DIDENPASDFDDSGSLLGFKYG 
SGQKYGG I P Y FSH RQ VR* * EKN 
VKLKAKYLNMRGQ1KMKNKHI 

rpn/ rTrvnrn/ i/ c i/ i i oi/itn/r 

FFTKETEKPFFKKSKILSKVEKF 
LTWVNKPMDEEASQESSSHDN 
GHDASTSCDSEEQDMSVKKGD 
DLLETNNPEPEKCQSVSSAGEL 


7900 


38268 


A 


7955 


1 


1370 


MPVGTSNFLLLGLLENPNLPLT 

RPSPFPSQREASWGIQKATTGP 

GEGECTRLGFSLLLDVFCALHG 

PREKCVE1LRSGHLLAISPGGVR 

EALISDETYNIVWGHRRGFAQV 

AIDAKVVEKFLTWVNKPMDEE 

ASQESSSHDNVHDASTSSDSEE 

QDMSVKKGDDLLETKNPEPEK 

CQSVSSAGELETENYERDSLLA 

TVPDEQDCVTQEVPDSRQAETE 

AEVKKKKNKKKNKKVNGLPPE 

IAAVPELAKYWAQRYRLFSRFD 

DGIKLDREGWFSVTPEKIAEHIA 

GRVSQSFKCDVVVDAFCGVGG 

NTIQFA LTG M R VI A I D IDP VKI A 

LARNNAEVYGIADKIEFICGDFL 

LLASF* KADV VFLSPP WGG PDY 

A I AblruIKIMMbPDurfalrRLb 

KKITK\NIVYFLPRMAD1DQVAS 

LAGPGGQVEIEQNFLNNKLKTI 

TAYFGDL1RRPASET 


7901 


38269 


A 


7956 


3 


560 


RIHTGEKPYDCKDCGICAFGRTS 
ELILHQRLHTGVKPYECKECGK 
TFRQHSQLILHQRTHTGEKPYV 
CKDCG KAFI RG L\QLTV H RRI HT 

GARPYGVLKECGESLLDSTHS* 
i i un\p ii4Tn\PPPVPr , i^ ppni^r. 

LLn^\Km I U\LDr Y Ct^lS-C^UlSAj 

FIHSSEVTRHQRIHSGEKPYECK 
ECGKAFRQHAQLTRHQRVHTG 
DRPYESAED 
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NO: 


of peptide 
sequence 


l>lct 

hod 


in USSN 
09/540,217 


M ULKUUUC 

location of first 
codon for peptide 
sequence 


Nucleotide Inratinn nf last 

codon fur last amino acid 
of peptide sequence 


Am inn nrifi cpnii^nrp i X=Ilnknown 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7902 


38270 


A 


7957 


155 


1288 


HTTASQTTMSQAVR/RRRSDYL 

SSARR/RRDPARSKPTQGGPPPN 

PPPTRQGRPTALTNPSQPRPRHR 

AHPHQHATPKPRTNEEQEGRR 

HTKQPNPTRTEPRPPNRRGRPN 

PQTRRTKQQNTTPQAHTSTRKN 

ARTPGLCP*CVKGKTEGGYDA 

RASARGPYMAGVSWPGEHEDP 

G APE ARRGRRALPGXG S AFPEM 

STHTESTPKTTAHTSNDRRNRE 

QRVKKKTYKTTRSRGANRNST 

ERHEDGYFYGSLTTGPLPWHSA 

IHSVSAGQPWSLKFVTGLQQAS 

EGYFSQSQERSLPNRKSSVPRLR 

LLFLQQASRLSELPLGTEGPGSL 

LLRPREELACTGKRRKTGGAIM 

GEVSVCELSLPAPAFQSPVQLC 

GCQPEKA 


7903 


38271 


A 


7958 


I 


2045 


REAAAATPSFPPSSSVRPSVRAS 

VRSARSGPKHGRRQLQRPPPGA 

/R WRLTRR* S ERRA RPTG LCTH 

MKM APMTSSLQHQEKG ACRSF 

RDTLRTRR*CTASAVSRTPK\RS 

A Kl RA H QLGGRRCA * CPQ VRLC 

QPRG*GGRVLPGCRRDRERQQ 

RGRHRRGCHRAAAL*RAGATL 

QPCAAPTAAARG*ER/SSPWAPP 

TRRRMQLWK*SGLTESSSGSRP 

RRKKSCGRRRSGRRPWMRGSG 

SSRSGWSRSGRSKRSASGATGS 

GSSRSRSTGGNSRL*KRKRPRG 

G*RSSLSLVTIGMRRKRPT*RSQ 

SRRWRRQQLLLPSGLTTQGSSS 

SSRKESHRPLRAAVMYPRPST1 

DQAATWTATGGWRPLPSPRGA 

RLTPAPPPPLSLSR*SGPWMRSP 

P/PQPPPLPPPPPP\PKRPRSPAPS* 

TVRRPEQQPLRPGPAPWRSPLR 

HRRLPGGQAALQRT*CSWSLQS 

RLSWLLPWSLPQLTPRRSTMQL 

TPLKLTLPLLTPLLPTTYPPPPPA 

SLTYGLATGKGPPHSRVSPGPP 

RHPRVLRSPWQRCPCWMRWL 

RSHCCQQAKAVPPFSTLMSCLS 

RQPPSVTQRKWKGSPWLPPRPQ 

LCPQPLRSWSKSRSRSPTC*PM 

ARPPRRRGPRPSEGYFSQSQEEE 

FAQSEELCAKAPPPVFYNrvASE 

NVIHMLGCRPSSRRGGGLRGW 


7904 


38272 


A 


7959 


3 


174 
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NO: 


cpn in no* 
of peptide 
sequence 


Met 
hod 


SFO ID NO* 
in USSN 
09/540,217 


llUVICVIIWv 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino scid spnnenrf* t V~l Inknnwn 

*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7905 


38273 


A 


7960 


*> 


862 


GVMASRTLLLLLLGALALTET 

WAGTHSIRYFSTAVSRPGRGEP 

RY1AVGYVDDTQF\DAATPRM* 

PQSPWLEQEGPEY WDRSTRN IR 

PAHRLTRVNLPMPRRYYHQS* 

AGTGIFHGIRR/YIPDTCVQTHM 

1 H H S VSD YKATLRC W ALG FYP 

VEITLAWQ\QDEEDQTRDHE\L 

VETRPAGDGTFQKWAAVVVPS 

GQEQRYTCHVQHEGLPKPLTL 

RWEPSSQPTIPIVG1IAGLVLFGA 

VITGAVVAAVM/WQEEELRTFS 

SHR*SELTSERASSDHAQGSDV 

SLTACKV 


7906 


38274 


A 


7961 


1 


591 


M VTDY A I ELFLQASLI LLSSTLP 

YNEREMGLS1FALLTLTVFLLLL 

ADKVPETSLSVPII1KYLMFTMV 

LVTFSVILSVVVLTLHHRSPHTH 

QM PLLVPSDLHSQTS A VPASKK 

AQTRERPDAGAPSLFFSRKWLG 

YIARQLQEQEDHD/VAEGGLAV 

CGHGSGPPLPVDFHHLHQRWD 

PSHLPGRHVPLAPSRPLSL 


7907 


38275 


A 


7962 


1519 


1888 


ILKHPTLDKELILTYLFIYLFIFL 

RRNFTL V A * A R VQWCDL A PPQ 

PLSPGFKPFSCLRFPSSWDYRYA 

PPYLANFVFLVGTGFNSMLVRL 

VSNSRPQ/CDPPASASQSAGITG 

VNHHA\R1TFNF 


7908 


38276 


B 


7963 


280 


1977 




7909 


38277 


A 


7964 


994 


1651 


CRGSQPAPPLTPHPPNAPLGPSD 
LHSQTSAVPASKKAQTR\GDLM 
PEPPHCSSPGSGWGRGTDEYFIR 
KPPSDFLFPKPNRFQPELSAPDL 
RRF I D/VSKPGCGPASG ATGG\ V 
SS I S YI ARQLQEQEDH D/V AEGG 

LA VLUnuourrLrVUrnnLny 

RWDPRSSSWSHVPLAPSRPLSL 
KTGGLRPGPLPVEVREFGDTVK 
PYPSLPLNSFTRNLGLLFRSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7910 


38278 


A 


7965 ! 


10 


533 


DEVSLCCQAGVQLHDVGSLQT 

ASQVQAILLPQPPEVAE1SGACH 

HACLIFVFLVEMGFHHIGQAGL 

KLPTSGDLPASASQSAG1TGVS 

HRARPASSYLFFF* DE VSLCCQ 

AGVQLHDVGSLQVLPPRFKRFS 

C\PASRSS*DFRRLPPRLPNFCIF/ 

M*RWGFTILARLVSNSRPQ/CD 

LPASASQSAG1TGVSHRARPASS 

Y/CIFFLRWRLTIAQAGV**CNL 

SSLQPPTPGFKWVSCLSLPSSW 

DYRSLPPLPANFCIFSRDGVSLC 

SLSWSRTPDFK 


7911 


38279 


C 


7966 


312 


467 




7912 


38280 


A 


7967 


31 


678 


TGLYFLFLFCLRRSLA/SVAQPG 

VQWRDLGSLQPAPPGLRRFSFL 

SLQSSWEYRCPLPRPADFLYF*S 

RRGFSTLVRLVSNSRPQ/CDPPA 

SASQSAGITGVSHCARXLFFSFE 

MEFRSWAQAGVQWRDLDSLQ 

PLPPG\LT*FSCLSLPRLGAA/WD 

YRRVPPCPAIFC/IFFFFSRDRVS 

PCWSGWSQTPDPQVIRPPRPSQ 

SAGITGVSHRARPSHIS 


7913 


38281 


A 


7968 


23 


99 


YTMTG PGC WRPL* TGPH PPHT 
WPGGSSSHPQIPHRPPCVFG 


7914 


38282 


A 


7969 


144 1 


1239 


ERTEPDH/TTTLT* P/ELPA DTT A 

TVEDMLPSVTSVTTNSDTITETF 

ATAQYILTSETTTLTSSIAPPAT 

ATPDSNSVPAGQATPSKGPSAS 

APSPAPASAPKVAPLVDLSDTP 

TSTPAASNLSSSVLANQGAVLS 

PSAPAGVGEASKAPPASKPTPA 

PVPTPTGAASPLAAAAAPATEA 

PQ AKQE A PSTKG PDPEPTQPG A 

A KSPAE AATA L ASPKSE A AS VS 

TTN PSQG EDFK M DEGNFKTPD I 

DLAKDVFAALGSPAPAAGASG 

QAPELAPSTADSSVSPAPAKTE 

YGLSLSAVIGLCPVVSGWEDSG 

LPSIKWLLGLKVQEKGLNLSGK 

NTASGFNLGLEEERTRSSDSVLL 

NYGCTLESLGCF 


7915 


38283 


A 


7970 


3 


375 


ARQAMKSCLHQCFLTLPRQAL 
EASSCNSTGWGGEGTGKSGLQ 

AVATAAGQGEEELPLLPPSTTP 
GKNTASGINLWLEEERTRSSDS 
V LLN YGCTLKSL ACF 
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NO: 


cm in NtfV 

of peptide 
sequence 


Met 
hod 


SCO ID NO* 
in USSN 
09/540,217 


Niirlentirlf* 

location or first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X 3 Unknown> 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7916 


38284 


A 


7971 


1 


2230 


MFEASVGWFMRLEERTRLHDI 

QAQDEAVTADLEAAAGYPDLA 

KIIDEGGYTKQQIFSVDDTAFS 

WKKMTLRTFIAKEGTNTDGAS 

SATSSLVSLCLELCFLRAHHDV 

GFYCDLDVYQSAVYAPTCPTG 

YSLPQAKEESDFIPLEYEKGRIT 

STAGQGQDVEPEMEQLEKGS1K 

GVTETRTGPLGCSNYDNLDSVS 

SVLVQSPENKVQLLGLQVLLPE 

YLRERFVAAALSYITCSSEGEL 

VCKENDCWCKCSPTFPECNCPD 

ADIQAMEDSLLQIQDSWATHN 

RQFEESEEFQALLKRLPDDRFL 

NSTAISQFWAMDTSLQHRYQQ 

LGSWL*KVLF\fCKTHRlLRRLFN 

LCKRCHRQPRFRLPKERSLSYW 

WNRIQSLL YCG ESTFPGTFLEQS 

HSCTCPYDQSSCQGP1PCALGE 

GPACAHCAPDNSTRCGSCNPG 

YVLAQGLCRPEVAESLENFLGL 

ETDLQDLELKYLLQKQDSRIEV 

HSIFISNDMRLGSWFDPSWRXR 

MLLTLKSNKY KPG L V KVML AL 

SLQICLTKNSTL\EPVMA1YVMP 

FGG\SHSES\WFMPV\NEGQFSL 

TW\ERTN VDA A A\Q\CQN WTM 

HLGGIRWKTFF\ETV\HVYLRSR 

IKoLUUboINt 1 \| Y i trLtUUWIr 

1 DXTI ^\VK/tf 1XITI VOX/C/^IVCI DC 
LKJNLOXYIVlrwirS lU^VruioLrr 

DPD\AIRDLILQLDYPYTQGSQD 
SALLQLIELRDRVNQLSPPGKV 


7917 


38285 


B 


7972 


62 


232 




7918 


38286 


A 

A 


ty 1 5 


3 


Z>0 


VI CDDPPDI DDCDDI PPPr.PA\nDP 
NLDrrrrrLrrorrLrKrUrA\urr 

SRLPSP/PASASPQGVP*LGPAA 
AELPGIRSR*PQVAAPEAETHP 
WCCCRSSPQQQRISH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7919 


38287 


A 


7974 


I 


1048 


MAHSQNSLELPIN1NATQ1TTAY 

GHRALPKLKEELQSEDLQTRQK 

ALMALCDLMHDPECIYKAMN1 

GCMENLKALLKDSNSMVR1KT 

TEVLHITASHSVGRYAFLEHDI 

VLALSFLLNDPSPVCRGNLYKA 

YMQLVQVPRGAQE1ISKGL1SSL 

VWKLQVEVEEEEFQEFILDTLV 

LCLQEDATEALGSNVVLVLKQ 

KLLSANQNIRSKAARALLNVSI 

SREGKKQVCHFDVIP1LVHLLK 

DPVEHVKSNAAGALMFATVIT 

bUK^YAALbAl^AIOLLLbLLrloP 

MTIARLNATKVALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARIAISVIEFKP 


7920 


38288 


A 


7975 


1 


782 


MAVTAAACWSLRPLARRDVCV 
GVALASPFVKPTHWFCKTLLEP 
CRPTGMGAQEIISKGLISSLVW 
KLQVEVEEEEFQEFILDTLVLCL 
QEDATEALGSNVVLVLKQKLL 
S ANQN IRSKA A RALLN VSI SRE 
G K KQ VC\H FD V I PN P WSH LLKD 
P\VEHVKV*RCRLPLMFA\TVIT 

r?/~«\ ty \J a AT CAAAin 1 1 PI 1 110 0 

bO\KYAALbAQAlULLLbLLHbP 
MTI A RLN ATKALTM L A E A PEG 
RKALQTHVPTFRAMEVETYEK 
PQ V A E A LQRA ARJ AIS VI EFKP 


7921 


38289 


A 


7976 


1 


300 


VEQTGRGE/RAYDIYSRLLRNA 
rLUViMOPlUUbVAbLVlAyLLrL 
QSESNKKPIHMY1NSPGGVVTA 
G LA I YDTMQ YI LNPICTL PRT VR 
MSPRWCRRSL 


7922 


38290 


A 


7977 


2 


470 


RPPQRTLQNGLALQRCLHATAT 

RALPLIPIVVEQTGRGEASYDIY 

SRLLRE Rl VC VMG PIDDS V A S L 

VIAOI LFl OSFSNKKPIHMYI/NI 

QPSGGARGQATD1AIQAEEIMK 

LKKQLYNIYAKHTKQSLQVIES 

AMERDRYMSPMEAQEFGILDK 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ^ 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7923 


38291 


A 


7978 


3 


864 


SCRYPALGPRLAAHFPAQRPPQ 

RRPPRTACSLQRCLHAVTATRAL 

PLIPIVVEQTGRGERAYVDIYSRL 

LRER[\VCVMGPIDD\SVA\SLVI 

AQLLF\LQSR\SNMKPIHMYI1M\S 

PGWVWVTAGLGHLTDT1AVTF 

LQPDFCTW/CSLGPGAASMGSL 

AFFAAGTPGMRHFAPQLPVFMI 

QPALQEGAGGQSPPDIVAIQAEE 

I Hfi HR V PPM A PHT A * HF A PMF 

GPQEFGU LKTRFLVPPSPQDGE\ 
DEAPRLVQKEPWEAAPAAEPV 


7924 


38292 


B 


7979 


I 


2088 




7925 


38293 


A 


7980 


412 


812 


FQSLFTCVLFHFKFSLTIHHMNS 
QPF* Rl RSTFFFLKQSL/DS VTQA 
r.vnu/Rni n^i nppppnFi^nPQp 

U Vy W iVL/LUuLyrrrrUr NyruL 
T ^1 PWWHYRR APPHPANFFVF 

p* *oTn\FTH\/r;R mvpi * pp hpp 

r i vj\r l n vuivjvi v r i rivurr 
ALASQSPG1TGMSHCTRPR1R 


7926 


38294 


A 


7981 


2 


178 




7927 


38295 


C 


7982 


279 


322 




7928 


38296 


A 


7983 


2 


760 


GVRRSGGGR\GRPGGGPRKARR 

G K A EDKE* MP VTKLG HL VKDM 

KIKYLEDV/YFSLP1KESETIDFF 

LGSSLKEEGLKIMPVQKQTRAG 

QRTRFKAFVATGDYNGHVGLC 

VKCSKEVATAIRGSVILTKHS1V 

PVRRGY/WGNKMDK/PHTVPCK 

VTGRCGSVLVHLIVSAPVPKKL 

i MMAfiinnrHKARnrTAT/i n 

NFAK ATPnTKICTV^Vl TT TM W 

lirnlV/V I rl/ 1 1 I O I L 1 Ll/L W 

KFTIFTK^PYOFFTnHI VKTHT 
RVWORTB APAVATT 


7929 


38297 


B 


7984 


318 


406 




7930 


38298 


C 


7985 


333 


439 




7931 


38299 


A 


7986 


2 


171 




7932 


38300 


A 


7987 


1 


668 


M GG LF WRS A L RG LRCGPRAPG 

PSL L VRHG SGTI MG V F V A VGTI 

PVPSRVPCIEADTLKPGGPSWT 

RERTLVAVKPDGVQRRLVGDV 

IQRFERRGFTLWGMKMLQAPE 

SVLAEHYQ\DLRRKPFPPCPSSR 

YMSSGPVVAMVWEGYNVVRA 

SRAMIGHTDSVAEAAPGVTIKGV 

DFSVHISRNVIHASDSV\EGAQR 

RJQ\LWFQEQ*SWVSWA\D\GGQ 

HSSIHPA 


7933 


38301 


A 


7988 


1 


897 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unkoown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7934 


38302 


A 


7989 


1 


142 


MEYYAATKNDEVMSFV/GT/W 
MKLETIILSKLTQEQKTK.HHMF 
SLISGS 


7935 


38303 


A 


7990 


287 


1086 


EPWREMFISVYTLQKLGALFTI 

AKTWNQPKCPSM I DW1KKMW 

H/IYTMEYYAAIKKDEFMSFER 

TWMKLETI I LSN LTQEQKTKHR 

MFSL1SGSRTMRJHGHREGN1TC 

QGLLGGECVHTVATRGSPSATE 

DESCRMNVNDYGGNSPSTLQV 

KTSPQGRAEKGNNVRTWLYSN 

LVCWPSLGSLMGKLRDRVIKR 

VlYTHTAGDVSIViHEEGFQFPLK 

QVSLLLCAIAFQPSLVVAAALV 

HITMEAYTYLEVTLLQIHSPLFC 

FLPKCHF 


7936 


38304 


A 


7991 


1550 


1835 


DTISHQLEWQSLKSQETTALLTI 
A KT WNQPKC PSM I G Wl KK\M W 
HI HTM E Y Y A A I ICRN EFM SFAGT 
WMKLET1ILSKLTQEQKTK\HH 
MFSL1RGS 


7937 


38305 


A 


7992 


164 


647 


DLPVEPHIGKMILFEALVL/HCL 

DPVLTIAASLSFKDP\FV1PLGKE 

K1ADARRKELAKDTRSDHLTV 

VNAFEGWEEARRRGFRYEKDY 

CWEYFLSSNTLQIM/MKIIKAVI 

CAUL Y PK V AKlKJ^NLOKKJvIvVK 

VKVYTKTDGLVAVHPKSVNVE 

QTDFHYNWL1 


7938 


38306 


A 


7993 


66 


345 
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JLv 11/ 

NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEO ID NO- 

urn* i ^ V-J ♦ 

in USSN 
09/540,217 


N nrlpntirtp 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino arid se«iiienre f Xc=l InLnnwn 

*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


7939 


38307 


A 


7994 


1 


2367 


H R VTV I SGETG CG KTTQ VTQF I 

LDNY1ERGKGSACRIVCTQPRRI 

SAHSSCGKSSCRKGQNLVASGN 

STGYXQIRLPESVAQGNRVLSYT 

VPTRNHPSSGSQSDPYLSSVSHI 

VLDEIHERNLQSDVLMTVVKD 

LLNFRSDLKVILMSATLNAEKF 

SEYFGNCPMIHIPGFTFPVVEYL 

LED V1EKI R Y V PEQKEHRCQFK 

RGFMQGHVNSQEKEEKEA1YK 

ERWPDYVRELRRRYSASTVDVI 

EMMEDDKVDLNLIVALIRYIVL 

EEEDG A 1 L VFLPG WDN ISTLHD 

LLMSQVMFKSDKFLIIPLHSLM 

PTVNQTQVFKRTPPGVRKIVIA 

TN1AETSITIDDVVYVIDGGKIK 

ETHFDTQNN1STMSAEWVSKA 

NAKQRKGRAG\RVQPGSLLFICI 

NGS* EASLLG WTIQLPEIFEEXPF 

WEGTLFTK'RFLRLGEIAYFLSR 

* MDPPSN EP VLLS I RH L\RSLN A 

LDKQEELTPLGS\HLARLPVEPH 

IGKMILFVGALFCCLDPVLTIAAS 

LKFQVSPFVIPLGKEKIADARRK 

ELAKDTRSDHLTVVNAFEGWE 

EARRRGFRYEKD\FCWEYFLSS 

NTLQMLHNM KGQFAEH LLG A 

GFVSSRNPKDPESNINSDNEKII 

J^VICACjLYPKVAKJRLNLOKK 

RKMVKVYTKTDGLVAVHPKS 

VNVEQTDFHYNWLIYHLKMR\ 

TSSIYLY\DCTEVSP\YCLLFFG\G 


7940 


38308 


A 


7995 


25 


312 


WLIYVITDARMYRQRGRYYFL 

VSSSLDKVLMISFLLGWRRSSR 

RLRAFLVLHLRASPWAPRSFVR 

PVSAFSVGMCHMKTRVFENTF 

PFTLGHTVRYVGREI F/CRRVFT 

RYRESIKISLPTYLTVCPRVKGN 

VFSNTR VFM WH I PTLKADTG RT 

KLLGAQGEARRCKTKKARKRR 

EERLQPNKKEIIKTLSKEEETKK 


7941 


38309 


A 


7996 


2 


417 


QQIRXLIKVGLIIHKPVIVHSQV 

GCQKSTFS/RTRKGRHMGTG*R 

KSTANFQMPEKVTWMRRMRIL 

HWLFGRYHESKKTDHHMYHSL 

YLKVQGNMFTNKQILMEKNHK 

LKADKAHKKFLADQAEARSSK 

TNKASKLREER 


7942 


38310 


A 


7997 


3 


124 


KKRPELRDL LNQA RKETL/A RK 
EDRSASSGAEGDVSSEREP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ttcid seniipnrp I \=1 Inknnwn 

*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


7943 


38311 


A 


7998 


911 


1497 


SQRKARDQRRKRNKRASSIAK 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNE1PN 

ANFRQQIRKL1KDGL1LRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

GIESKKIDRHMYHSLYLKLKGM 

VFKHKRILTEHSHKLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEI1KTLSQEEKAK 


7944 


38312 


A 


7999 


34 


279 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EHIHKLKADKARKKLLA 


7945 


38313 


C 


8000 


351 


530 




7946 


38314 


A 


8001 


356 


921 


WRATACTYPSWAPPRILVATGP 

AAVSAGLPSLHGTRAGPQAPCT 

AAVPPAPLPPHRPAS*G/MPAGP 

VQKGAPT/AAAAG*RLLKHGQS 

RRQGRGGAERTEGCQHAVTFQ 

DCFLRCFFG*C*CLSG/ERAIALE 

QGASHAAEQLPRLQAFKRPGPL 

/QVNPDAPQKSAASSSLKVLSG 

LPKHQRPRRFCQNTGS* SGP* *T 

TGRRSAAGAA/GKPENPGSPPA 

PHNFKSGTNPAVTTHHPVGSKP 

RPEPHGNSEA 


7947 


38315 


A 


8002 


495 


653 


MTLTS1DPVLTTFFNLECPL/VFT 
ATASSGLGEVE*A1ALN 


7948 


38316 


A 


8003 


1 


1433 


M PESNCSLTWRHS VG RA V A AQ 

GGEHSSQGASLVLGEPRGGSS 

WLLGLEGDTGLWGGLLKEGRL 

TDG KGKTIDCKDA 1 FI MTSNVA 

SDEIAQHALQLRQEALEMSRNR 

lAEMLGDVQISDKITISKNFKEN 

V1RPILKVRGLSWHFLLEPKAHF 

RRDEFLGRMGE1VYFLPFCHSEL 

IQLVNKELNFWA\KRAKQRHN\I 

TLLWD\REVADVLVDG\YNVH 

YGARS\1KHEVER\RVVN\QLAA 

AL*SRTLLP\GGCTLRJTVEDSD 

KQLLKSPELPSPQAEKRLPKLR 

LEII DKDSKTRRLDI RA PLH PEK 

GRLTDGKGKTIDCKDAIFIMTS 

NVASDE1AQHALQLRQEALEM 

SRNRIAENLGDVQISDKITISKN 

FKENV1RPILKVRGLSWHFLLEP 

KVLTTFFNLSVLYLHGNSIQRL 

(jbVNKX.AVLr'KLKbL 1 LHCjNP 

MEEEKGYRRARGHSLHQGIEK 

Y 1CESDDI FRK YCNNQFL 


7949 


38317 


A 


8004 


1 


789 
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SEQ ID 

NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEO ID NO* 
in USSN 
09/540,217 


Nnrlpotirip 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7950 


38318 


A 


8005 


1 


409 


LRLELSFCSSCLLEPPWS/TTVV 

CLYCRPATDFHPSGSGRVSAVL 

LIQ*G/RPLPLLIRLKACHCSHTA 

KCPGSSPSSMSPTAEEQKSGTA 

EERREGASEHGEEFGWGRLERS 

AVEWPNSRGRSSSHSIPFPAPRP 


7951 


38319 


A 


8006 


1 


1787 


MSKGESRKCNEENVSKSSKVV 

KVFIVLTPQFLSRDKDQLTKEL 

QKHVKSVTVSCKSPRKLLSHIT 

RLHPPSKGQGENLTHLVDSIKA 

TIWCQPVWETVEGQRRRVGNC 

IDFTNGCDLVGSSSLHNMLVCS 

SYDINRQDTFQKDRTSEKHLLD 

SVFTALQDSAGQQWPARLHPQ 

RGEEVADPRGAPSRHVEPENSS 

PCQGNGEQAGKAGARALCGQ 

ARRSPATMPPPLTTRSLCEFAVF 

LLHWLFPELFHYRKLGEQDSCY 

G DGG KQELDPQRLQI ICNFTE V 

YFPHMQEEEAWRQAGPGPAEA 

AD/TSATSRRSTSPTCRRRRPGC 

SGAPSASTTSFRAWGWTQAAK 

ASPPRDNCYNSSSLPDDISLFTH 

DNLHKQHSCSDSLGKKQLDPS 

CIKLIRH*VHLLYLCTKNNRVW 

TLEFMGNLHWNRNRGAPTSSS 

ARSTCWPRV*RHEELCNQS*EV 

QRGV'GSPAAPERSSKDFCKIPL 

DEVVVPH*/DFPVRSPYLLSDKE 

VCK 1 VQQbLS VGN FA AG LL/LPP 

RTSSCSTTIFGL/DNKKQLDPTQ 

LRLICH*VEAVYPVEKVEEVWH 

CECIPSNDEQCHCPNRKKCN 1 L 
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SEQ ID 

NO: 


SFO ID NO' 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7952 


38320 


A 


8007 


1 


1475 


MAVDFSLAVLMIVSSYD1NRQD 

TFQKDRTSEKHLLDSVFTALQD 

SAGQQWPARLHPQRCEEVADP 

RGAPSRHVEPENSSPCQGNGEQ 

AGKAGARALCGQARR&PATMP 

PPLTTRSLCEFAVFLLHWLFPEL 

FHYRKLGEQDSCYGDGGKQEL 

DPQRLQ1 1CN FTEVYFPHMQEEE 

AWRQAGPGPAEAAD/TSATSRR 

STSPTCRRRRPGLQRCAQCIND 

KLQGLGLDAGSEGEPPTRQLLQ 

LLQPAR*HLSNQGGG*LQGRAL 

FTHDNLHKQHSCSDSLGKKQL 

DPSCIKL1RH*VHLLYLCTKNNR 

VWTLEFMGNLHWNRNRGAPT 

SSSARSTCWPRV*RHEELCNQS 

*EVQRGV*GSPAAPERSSKDFC 

KIPLDEVVVPHVDFPVRSPYLL 

SDKEVCKIVQQSLSVGNFAAGL 

L/LPPRTSSCSTTIFGL/DMKKQL 

DPTQLRL1CH*VEAVYPVEKVE 

EVWHCEC1PSNDEQCHCPNRKK 

CNILKKAKKVEK 


7953 


38321 


A 


8008 


1 


3524 


MCNNLIHLSLANNKITTnslGLN 

KLP1KILCLSNNQ1EMITGLEDL 

KALQNLDLSHNQISSLQGLENH 

DLLEVINLEDNKIAELRE1EYIK 

NLP1LRVLNLLENPIQEKSEYWF 

F V i FMLLRLTELDQKK1K VEEK 

VSAVNKYDPPPEVVAAQDHLT 

HVVNSVMQPQRIFDRYLLEIQR 

PEFRLVLKI/vGNESLPIASADSL 

ALTSDMVRNGLGDLFYDFRAC 

HTTRPPYFGEGDRVDYHFISQD 

VFDEMVNMGKF 


7954 


38322 


A 


8009 


258 


719 


MTPPSVLP*PSLSY*HPDYSLPF 

PFSPPVLCFPHPVQGLYSVLFVN 

TAAEPREKSAMAILPLSGHACS 

HVLLOonljoLryKACvjKCrKPL 

SuSLKaHCH WLLILOVKKCoPP 

EAG KA [LLTTDRTETMN IS WKP 

RNPSHTVPHPHHICCHWRI 


7955 


38323 


B 


8010 


I 


1953 




7956 


38324 


A 


8011 


32 


533 


GRERPLLSPYMETLYRVPFLVL 
ECPNLKLKKPPWLHMPSAMTV 
YALVVVSYFLITGG1IYDVIVEP 
PSVGSMTDEHGHQRPVAFLGL 

l^olUVILfNNINOIsAjM^ll^Ao r I IVI 

GGFRFS* I LDPI ECTK YPKTSI\DS 

FFCSIGISSVVLLEFFPWARSNS 

MRNGNCPGLI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X 8 lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7957 


38325 


A 


8012 


670 


1052 


TRRDSRCKGTWLLS V KTLA I S A 
VKSQKSKASECRFTNRSSSTAVI 

D\/l I Drill 1 CCl/l DrChi(\/l ATA 

KVLLrulL.L»obN.LKCoIvl VLA 1 A 

i t?Dr\r>cr^\//^\/'TiccixiDor\CLJco 
LfcKUUoD VU V 1 loolNrV^UoHrb 

r*i til d iccxicr*'* i/^/r^vicc a id \j 
CLLLLi\JooNaL,*IC/CNrr AIKV 

Li i a cA/n^nTci i i 
HLAbVUl*V^ 1 i>LLL 


7958 


38326 


C 


8013 


40 


1 00 




7959 


38327 


A 


8014 


1 


1216 




7960 


38328 


B 


8015 


1 


1032 




7961 


38329 


B 


8016 


I 


1761 




7962 


38330 


A 


8017 


108 


708 


LTNQKKSRTRRJHSR1LPEVQGG 

AAADRHCPIDRLGSLQDHHRRS 

RLLSQWSP*KSTHD*HGFS\YQS 

AED1RRKLQQQAEFAGMNTSEL 

LQIANQAFVNRDAVSRKENHR 

DNERQAQRNTDLLAAA1RGVPP 

KRQGKGGPGKETQPGCQSLQR 

NQCAYCKE1GHWKNKCPQLKR 

KPGDSEQEAPDKDEGALLNLA 

EGLLD 


7963 


38331 


A 


8018 


1 


512 


LSRSSPLLPLVWHQAMVGSMD 

VEPAAWVLMTFCWDTPRQSGV 

PRERMPHTGTWRTVG1RCPKK 

KLRSANSSMMRGKVQPFRP/DI 

QAYGAAPr EDLQVDrRbMPKC 

GGNKYVLVLGRTYSGWVEAYP 

TRTEKTREVTPVLLRDLIRRFRP 

PLWIGSDNGPAFLAALVQKTA 


7964 


38332 


A 


8019 


3 


764 


KQVLVNGDAVSREEKRKENER 

QARRNADLLVSCSNQSGPPKEA 

REELWTKDYRPGQDLRLLSQA 

TLTFHPTVPSPSTLLGLLPAEDS 

WFTCLDLKDAFFPIRSAPESQK 

LFAFQWEDPESALAKTVRQRC 

VSCRQHHA\GKVQPFRP/DIQAY 

GAAAFEDLQVDFTEMPECGGN 

KYI PVI nPTY^nWVFTYPTR A 

EKAREVTRVLLRDLIPRLELPFR 
IGSDNGPAFVADLLQKTATVLG 
ITRKLHAASRPQSSGK 



953 



WO 01/075067 



PCTAJS01/08631 



SEQID 

NO: 1 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7965 


38333 


A 


8020 


19 


1548 


CIYGAQLCTGPSAPVWYCPLGT 

MAPTGLPGHPAVATATEPHRE 

RGSPL/IDSTVLVPPQDKHILRPP 

TVDKRGGEASGETPPLAARLRH 

KTGIQMPLREQQYTGIDEYGHV 

VERRVFGYQPFTSAHLLNWKS 

NTPSYTEKPQALIDLLQTIIQTH 

NPTRADCHQLLMFLFNTDERR 

R VLQ A ATK WLEEH A PTD YKNP 

QEDVRTQLLGTYPQWDPNERQ 

DMQRLNRYREALLEGLKRGAQ 

KATNIMKVSEV1QRKEESPAQF 

YERLCEAYRMYTPFDPNSPENQ 

CMINMALVIQSTEDIRRKLQKQ 

AGFARMNTSQLLEIANQVFVN 

RDAVSRKENQKENGGWPPCLR 

A L A ATAL L VQE ANKLTLGQM L 

NIKASRAVVTLMNTKGHHWLT 

DARLTKYQTLLCENPRITTEVC 

NTLH PATLLPVSESPVEPDCVE 

\/t nc\/nccDT»TM nnn a \i/ a o\/r^ 
VLDaVDMKJ'DLKDQA WASVD 

WELYVDGSSFFNPQGERGAGY 

AVVTLDTVVEARSLPQATSAQ 

KAEL V AF I RALELSE 


7966 


38334 


A 


8021 


1 


895 


MDGAGICYLHQTNAGTEIQTPH 

VLTYKRELNNENMWAHRGDN 

THWGPEGSTNSPASASGVADV 

SRVGSLQWVLGLADFKNEAKE 

LRLYKQEKREKAKRWKETEKG 

FNG D YG VTMTPG K WRTYFEID 

WSKLEVGWPSEGNLERSLVSK 

VWHKVTGKSGHSDQFPYIATW 

LQLVLDPPQWLRGQAAAVLVA 

KGQIXPRKDPTPPGRGKSTPEVL 

LPGKDAPHS*AHSPCASTRQTY 
P*ATRSRQERR*SLERNPYIGSS 
FKTQNWDTNAPERAVVYWDR 
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SEQ ID 

NO: 


obQ ID NO: 
or peptide 
sequence 


iviet 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7967 


38335 


A 


8022 


1 


1959 


MLKNFKJCGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HI PRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTG1 

DEDGHMAERRVFVCQPFTSAD 

LLNWKNNTPSCTEKPQALIDLL 

QTIIQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTID11GAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFS1RLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTIFGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

K V SK.KKVAQICQQQ VRYLG FTI 

RQAERTLGSGRKQVICNLPEPK 

TRRQVREFLGAAGFCRLWIPNF 

AVLAKPLYEVTK*GDREPFEW 


7968 


38336 


A 


8023 


2 


367 




7969 


38337 


A 


8024 


3 


687 


GGRRQRRSKVTSTWWQARESS 

CRGTLLYKTIRSCDTYSLSQEQ 

HGPNLHXLIGVPESDGQNGTKL 

ENTLQD1IQENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGKPI RLPADLLVETLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

SF 1 SEG E IK Y FTijKQMLRDFVTT 

RP A LQELLKE A LN MERNM WYQ 

PLQNHAKL 


7970 


38338 


A 


8025 


1 


993 
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ccn in 

NO: 


SFO ID NO* 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7971 


38339 


A 


8026 


1 


842 


MAEQEQLQSAVPSPLLVIPRQK 

G SG VDFQQS PTDLQLRDLTD RR 

KTNKQKGIASTLTKRTSTPKPH 

LYVTNIKDQRPNPRLIGVPESD 

GEKGTKLENTLQDIIQENFPNL 

ARQAN1QIREIQRTPQRYSSRRA 

TP\RHLIVRFTKVEMK\EKILRA 

A\REKGR\VTHKGKPIRLTTADL 

SAETSTSQKTEWGP1FNIL\KEK 

NRQPRIS\YPAK\LSFFISEGEIK\ 

YFTDKQMLRDFCHHQTCLP*KS 

TRPALKELLERKHLNM/EKGNN 

WYQPLQ\NHAQICKDH 


7972 


38340 


C 


8027 


320 


433 




7973 


38341 


A 


8028 


9 


189 




7974 


38342 


A 


8029 


26 


738 


VAASSFDTCADHLCALHLLQV 

LHYLAIQKPADLARHLLPCV1H 

AAVLKVKEEESLENISSVKKI1K 

Q 1 1 SHSSK VLH FPN PEDKKLEEI 1 

HQITNVEALIARARSLKAKFGT 

EKCEQEEEKEDLERFVSCLLEQ 

PEVLVTGAGRGHAGRJ1HKLFV 

NAQNVA\AMTPP\EEELKJIMGS 

PEER\RQNS\VSDFP\PPAGREFIL 

RTTVPRPAPYSKALPQRMYSVL 

TKEDFRLAVKIIDGDV 


7975 


38343 


A 


8030 


3 


2961 


MAADSEPESEVFEITDFTTASE 

WERFISKVEEVLNDWKLIGNSL 

GKPLEKGIFTSGTWEEKSDEISF 

ADFKFSVTHHYLVQESTDKEG 

KDELLEDVVPQSMQDLLGMNN 

DFPPRAHCLVRWYGLREFVVIA 

PAAHSDAVLSESKCNLLLSSVSI 

ALGNTGCQVPLFVQIHHKWRR 

1VI I VU Cv^ yU i\J V IV I Lsi Clvl V n Lfv 

KVPNQYTHLSGLLD1FKSKIGCP 

LTPLPPVSIAIRFTYVLQDWQQ 

YFWPQQPPDIDALV 
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SEQ II) 

NO: 


SEO ID NO' 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7976 


38344 


A 


8031 


1 


1688 


MREKPCQSN ECG KA FNYSSLLR 

RHHITHSREREYKCDVCGKIFN 

QKQY1VYHHRCHTGEKTYKCN 

ECGKTFTQMSSLVCHRRLHTGE 

KPYKCNECGKTFSEKSSLRCHR 

RLHTGEKPYKCNECGKTFGRN 

SALVIHKAIHTGEKPYKCNECG 

KTFSQKSSLQCHHILHTGEKPY 

KCEECDN V YIRRSHLERH RKI H 

TGEGSYKCKVCDKVFRSDSYL 

AEHQRVHTGEKPYKCNKCGRS 

FSRKSSLQYHHTLHTGEKPYTC 

NECGKVFSRRENLARHHRLHA 

GEKP YKCEECDK VFS RRSH LER 

HRRIHTGEKPYKCKVCDKAFRS 

DSCLANHTESSILGEKPYKCY\K 

CCGGFLIQKGSLPQHQRVHTGE 

KPYECNECGKVFNQKASLAKH 

QRVHTAKKPYKCNDCGKPLPD 

QSTLFHHQSNPIGVGKRYQ\CN 

DCHK VFSN ATT1 AN H YRI H 1 E E/ 

K1YKCNKCGKFFRRHS*LVVHQ 

♦THTGEKPYKYHDCDKVFSQA 

SSYAKHRJHTGEKPHKCDDCG 

KAFTSCSHLIRHQRIHTGQMPY 

KCKGGKVFTLWSFHAEHQKIH 


7977 


38345 


A 


8032 


25 


1091 


IHIYSDSCSLSLQDSGDEKEFNL 

DDNVSFRASLWDLAAGPGQGG 

GGGREKWRAV1SRTMNRKMG 

KMMVKALSEEMVRPADIGDGV 

SRGPGDRSGRM*AEKMALAFS 

EQEEHELPVLSRQASTGE*GMR 

GTPAESGGKDWVTAVLVAGPF 

CGRARVHTDFTPSPYDHDSLKL 

QVRSASGLLWSLAGCAQKGSW 

TEPVGSFKFIYVDVLPEEAVGH 

ARPSRRQSKG KRPKPKTLHELL 

ER1GLEV*AWSSLVSS1REAQLP 

QGWGPGHLNELNIMDPQHRAK 

LL I AAbLLLDYUobWL*bKrGb 

GAESSQEPG\GEACPKVDIPRDS 

GCFEGbESGRDDAELAGTEEQL 

QGLSLAGAP 


7978 


38346 


A 


8033 


35 


437 




7979 


38347 


A 


8034 


1 


1845 




7QOA 


38.545 


A 

A 


oUJ J 


i 


L\L 




7981 


38349 


A 


8036 


371 


915 




7982 


38350 


A 


8037 


I 


2460 




7983 


38351 


B 


8038 


10 


1510 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7984 


38352 


A 


8039 


1 


188 


SASTTLWGLL1FLIHKLGTALRA 
VSSWGTHLTAKEVQWGH/DCG 
THWSYHHLHQPRAAGHKEC 


7985 


38353 


A 


8040 


3 


2332 


FFFMWDPQHF/TFI/VLPQGYYN 

SPGLYSTVLRDLENLDIL*NIKF 

LYFIDNIMLTGMDE*EEDGTLE 

ALVKHLLSRGVKINKPYRDSEV 

ATAVK/FLQV*WLGASRG\VPS 

NVKDKLLHLCIVPCKGREAHCL 

G*ALF*VS*HH\IPTCKVVSGFDP 

HF*VT*EECPAFEWSL/QQERTL 

QQIPGHGAVTILQDPLVLKVPV 

GGVRFGVELNQAPVGESQWKG 

LGIWSKAMSSTAQKYAP/FQSR 

EICWKQLLACY/W*ALI/E1ECLT 

MGHKTTM*FQ\MPLRN*HLCNS 

* SHTLDMPQQHP1MRWKSFL*/ 

D*A*IPMLTSPRKHPNLKWP*TT 

KQKH/WKL/GQPSPWVSPGRVG 

WVHKWSKHSGRD/GGYLWVQ 

Q Y * LPPTK V DPDTATSKCPTHQ 

HLNPMIFP/R*GSISLGDQPDPK* 

GVDY1ALFPS*KGQRFMFTGIGT 

YSIVGFSCRVVIPSVSTTFWGLL 

IFVIHRLGTASPCS\SSWGTHLT 

AKEVQWGH/DCGTHW\SYHHL 

HQPRAPGP*RMLKRASIGTAQR 

QLAGST/LCGWEGAIFQDMVHF 

KNQRHLYSSVISVGRTRGSRYQ 

GVEVDVAPYPIPSTHLSWDFAL 

LSQNHHSAG*KVLDSKGGYP*K 

VSRDORVRRGVPSSPGTW1DPD 
PQEEAWLLSHN/GG*EEFVWNP 
/GDPLGGLLV/LPCPIVSVRRIVQ 


7986 


38354 


A 


8041 


1 


1296 
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SEQ ID 

NO: 


SEO ID NO* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~posstble nucleotide insertion) 


7987 


38355 


A 


8042 


498 


2219 


ksvktst*dtlrtkaktgqghi 

tglqpwlglr1rqep/saktek 

kaa1qakagaereatgvvrpv 

aktra1cakaktgsktdavae 

mka vskn kv v aetkeg alsep 

ktlgkamgdftpkagnestsst 

ckneagtdawfwageeatins 

wfwngeeagnsfstkndkpei 

gaqvcaeelepaagadckprs 

gaeeeeeenv1gnwfwegddt 

sfdpnpkpvsrivkpqpvye1ne 

knrpkdwsevtiwpnapavtp 

avlgfrsqapseasp/lfiycsg 

lr*rkclffacgnslppf*e\prs 

csqpipecrfdsdpciqtideirr 

qirirevng1kpfacpckmecy 

mdseefeklvsllksttdplihk 

1ar1amgvhnvhpfaqefinev 

gvvtliesllsfpspemrkktvi 

tlnppsgderqrkielhvkhmc 

ketm sfplnspgqqsg lkl lgq 

lttdfvhh yivan yfselfhll 

ssgncktrnlvlkllLnmsenp 

taardm1nmkalaalklifnq 

keakanlvsgvaifinikehirk 

gsivvvdhlsyntlma1frevk 


7988 


38356 


A 


8043 


1 


453 


MEKLDELKIKIDNINGALICARH 

FSKCSSNAQSHLCPYLQAFPGG 

PG/VRGLPGWPGRTGSRELGHG 

WRGCG/EGLVSGCQTMLSGA\P 

AGSPQ\PTGGTRAHAVRGRP*V 

PARSQG SRPLARPGQED* G A A P\ 

DFDPGAAGVPGVPALQEAAQI 


7989 


38357 


A 


8044 


3 


690 


SLSLPSSWDYRRAPPRPANFVF 

LVETGFTMLTTIVLIS*PHHPPA 

SASQNAGIV/GVSHSPRPGIACL1 

TRLDF/HQGTQSRVPALGSS*PIP 

HARPRGHTLKALPYRLYTQTA 

RGFGQPRVR1PLLSLLGSLKPSE 

LRGQVGHAFASAIFASAISLCVF 

TLLVEGKLKPPGASVRRCLQSN 

RDLG FRATF PTSH RG HG A LGLN 

v/iOAD a T"/""* tti\ ri tin nrnrnin/i 

Y1SQRATGTPNLWLPFRFRVVL 
1 aaa nr\ 


7990 


38358 


A 


8045 


106 


299 




7991 


38359 


A 


8046 


306 


445 




7992 


38360 


C 


8047 


570 


926 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


dfc.Q ID (NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


7993 


38361 


A 


8048 


47 


988 


ASRPGSRVSLMFGAAGRQPDRS 

SSSPGTSWPFPVEPMEELVHDL 

VSALERELQSKPRGGFAEPGDP 

FSEVY/PCPLKRPARKRRGRKR 

RFV*CASPVGGLV1AA*SEGSDS 

SFRRTKSKKRKLKIIRQGPKIQD 

EGVVLESEETNQTNKDKMECE 

EQKVSDELMSESDSSSLSSTDA 

GLFTNDEGRQGDDEQSDWFYE 

KESGGACG1TGVVPWWEKEDP 

TELDKNVPDPVFESILTGSFPLM 

SH PSRRG FPTKTQS A FMECLQRJ 

LKNLEGLQLQWYPFLAQWVTR 

EWF1FPRILITMTIGLALGLGQS 

MTS1SF 


7994 


38362 


A 


8049 


3 


476 


LTRPVD*RPGTIHLGRGVRARP 

ANRRRQRARRGAAISPPGPCSV 

AGFLRGRLG/PEPGDNGQHLGE 

PWLGCGSLFA*RA*CSRSTRCT* 

RRRAPGDRELPRAPATWAPPIK 

LVPRVFSSKVGQGVSGLVEAM 

CLGQDS1LNQSNKHMSVASSNT 

ITV1G 


7995 


38363 


A 


8050 


2 


143 




7996 


38364 


A 


8051 


1 


161 




7997 


38365 


A 


8052 


3 


1189 


ESPLLGHHSSSDAARRRSVSSFP 

VPQDNVDAHPGSGKEVRVPAT 

ALCVFDAHDGEVNAVQFSPGS 

RLLATGGMDRRVKLWEVFGEK 

CEFKGSLSGSNAGITSIEFDSAG 

S Y LL A ASNDF A S Rl WTVDD YRL 

RHTLTGHSGKVLSAKFLLDNA 

RIVSGSHDRTLKLWDLRSKVCI 

KTVFAGSSCNDIVCTEQCVMSG 

HFDKKIRFWDIRSESIVREMELL 

GKITALDLNPERTELLSCSRDDL 

LKVIDLRTNA1KQTFSAPGFKC 

GSDWTRVVFSPDGSYWAAGSC 

* RA L L Y I W\DVLTG K V E K VLSK 

A\HSSSHQCGWPWSPSWART\F 

VSVDKGCKAVLWGTVLTGLSG 

LGGPQCPPHEEAHGLLQPWSW 

QVNVLGYSMDLPEKLKANVGH 
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SEQ ID 

NO: 


aM^ m {NO: 
of peptide 
sequence 


(Viet 
hod 


CTA irk MO. 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Mnolantirl» Inrotinn f\f locf 
WUCieOilUC lUCHIIUll Ul laM 

codon for last amino acid 
of peptide sequence 


Amino Ofirl c^nuonpp / V " ■ — ■ 1 In L'nAiL'n 

Miniiiu Htiu sequence \ A-UnKltOlVfl, 

*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7998 


38366 


A 


8053 


116 


921 


LSKSNRCW*GCEEKGTLIHCW 

WEC/KFNPLLICAF*RFLKELKVE 

LPLDPAIPSLGLSKIGTGKKVW 

QRLPNCPTISLFSFFHKNRHTGT 

YRRRFLDSLAVRCPCNPATFGS 

KSDVCNF W VMPSTG KJCCALPS 

HPLFPNGLNADVVCLSDSENLS 

QKILLILEVSDSVILGKLSHKN1I 

QHDCIEEPLTLLRNTQQFRFLCI 

ACHGCTSQYSTFLVKASWTRS 

QGLIQRQPSAGSGYPEKLFSEG 

AGDEGVDLLPLLAKPASPDEQL 


7999 


38367 


A 


8054 


35 


422 


SCSEVTEASWGSVPELRDAQLG 

VGLHSPTYRHPHRETLTCCPAG 

TLQAWPFCGRIRVRVPVSWLGE 

PGRGLIPGSGSAASSECLPGLHG 

RAPLGTSCRPGRPLP/WNQPPPR 

LAQPGHRDPDADAATERPGLQ 

RPSRTACERFPMGVSVRRRVEA 

HSQLGVPELRD 


8000 


38368 


A 


8055 


3 


277 


GPPRPPA*RGHGGRPENT\PAPP 
RWPPPP\PRSPAPLPPRRACADV 
THPPVPTPGKRTPPP1GGAPAAR 
AAPRRPAPSCFSAPTPGCSLTTG 


8001 


38369 


A 


8056 


3 


179 


PPPHPQGPPPPG RPPGC * RPI/QG 
RQVFSMKPGRTPERTAWS/PPY 
PGCLGSRPRRPSAPA*SGAHCV 
V APYPGCLG SRPRRPS A PA 


8002 


38370 


A 


8057 


3246 


4682 


ENTLSFASFFFFFEMLSLCRPGW 

SAAAPCQLTAASTYWVKRFSC 

LRLPSSWDYRRAPQHPANSFCI 

FSRDRAL/TMLVRLVSNS*PQVI 

RLPQPPKVLGL*ACCGFCSGSS 

GMAPGCGRVVSHAGAPGGGTR 

PP 


8003 


38371 


A 


8058 


3 


718 


LTRLVLSPDAPD/RATHLIAA/R 

AGTEKVLQ/AQE/CG H FH V VN P 

DWLWSCLERWDKIEEQLFPLR 

DDHTKAQRENSPTPLPDREGIPP 

TALSHPMPILPKAQPSPEVRIYD 

SNTGKLIRTGARGPPAPSSSLPI 

RQEPSSF/RVDD1LGEGSDDSDS 

EKRRPEEQEEEPQPRKPGTRRA 

RTLGAPASSERSAAG/SRG/PRG 

HKRKLNEEDAASESSRESGNEY 

EGSSSEADEMA1CALEAELNDL 


8004 


38372 


A 


8059 


273 


468 


NVKGTAANGD*G*RGEAAPA\G 
RSRARVPEDAASESSRESSNED 
EGSSSEADEMAKALEAELNDL 
M 
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SEQ ID 

NO: 


<tFO in NO- 
of peptide 
sequence 


Met 
hod 


SFO ID NO- 

inUSSN 

09/540,217 


Niirlpntiiio 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino sicirl cpniif*fif*p / X~IInLnrtwn 

*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8005 


38373 


A I 


8060 


1 


2886 


MEVPAAGRVPAEGAPTAAVAE 

VRCPGPAPLRLLEWRVAAGAA 

VR1GSVLAVFEAAASAQSAGAS 

QSRVASGGCVRPARPERRLRSE 

RAGVVRELCAQPGQVVAPGAV 

LVRLEGCSHPVVMKGLCAECG 

QDLTQLQSKNGKQQVPLSTAT 

VSMVHSVPELMVSSEQAEQLG 

REDQQRLH RNRKL VLM VDLDQ 

TL1HTTEQHCQQMSNKGIFHFQ 

LGRGEPMLHTRLRPHCKDFLEK 

1AKLYELHVFTFGSRLYAHT 


8006 


38374 


A 


8061 


2 


680 




8007 


38375 


A 


8062 


658 


1657 


PGILSLRNALLTGVDCKVVVPV 

PPGHTHPQLRLFHFHPKTCSGW 

GEWGDHGWWAGPAPAWHL 

HRDVQALWTNDHALAW\P*AM 

TSERTLWPGHELSARPGRSWRI 

SCPTG LAPQGGDDRTRG H WVTA 

TCCSADGLRLCRYGD\GVRGGL 

PTVAWP*LTGSCSLRYGSGQQC 

CYTADGTQLLTADSSGGSTPDR 

GHDWGAPPFRTPPRVPSMSHW 

LYDVLSFYYCCLWAAPDPGKD 

RAGLGCTPT*PSTLTLASAFGDP 

HFVTFDGTNFTFNGRGEYVGM 

G*NQGGRLEPSGSRSAPTTAGT 

ETRGTGLTAVAVQEGNSDVVE 

VRLANRTGPER 


8008 


38376 


A 


8063 


873 


1791 


RCAGCPHSSSFFERGQ*AAVGP 

CCHGGTYRKASSV*RVSV*HPP 

HDRGSRK/QSLSGR*STGLS*MP 

SGVASSASV*FVNVFSLSSSN*L 

AQSTARFPPGSVRGLGQGRAG 

GG*APGHGADHPTGRQHS*GSP 

APVTWLWWPPPRHQAALAPAP 

STTPYDNSPLHCRPSGPSQSSHP 

HSALPGT/SVPGSSPLEIVPGSSL 

YVS*SLIRALAAPISSSSVGKNC 

P/^TPPI A IlfDA APQPPTPQCCAr: 
KL, 1 CI\J^AIIvrA/\tol^K 1 KoooAu 

QSVFSRFTSL*AFTG*AR*PSAS 

AADLLVKASILLAQLLILESLAS 

STRMYSFRDCTSSFSA 
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WO 01/075067 
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SEQ ID 

NO: 


cro in no* 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V-possible nucleotide insertion) 


8009 


38377 


A 


8064 


2 


935 


YSPARGSGRGDLSRRPGAGRRA 

GQGPQVGAPKPGGAEYVRWA 

AGGMKGAGGSSGSGSGSGSRE 

AG*PGVPRGRRGWRTPAEPPG 

WG PG RRQACGA* G/EGRA A AQ 

VGGAPAAAGGGVAREEAPS*P 

GDAAGGSGTPGAASVQVSAPP 

AQPQINLSAGARAGVARRCVCP 

RGAES*GPGPDPGPGSRR*PPAA 

QSGPPPCPSALFLHPSGFLCRRP 

QPSRAQGGEVSGALRAVPRLSG 

GAGNLAALPCQLPGSGGLTPGC 

a pap t i \m a /^t% a \\fc r»t 

/QASQGLGVLGLVRAGPAWSPL 
DGPLDQKVFSPQTSLWNQRCFS 
LAAAGPVIIR 


8010 


38378 


A 


8065 


3 


367 




8011 


38379 


A 


8066 


2 


1246 


TPAWSREILAEELCTPPDPGAAF 

VVVECPDESFIQPICENATFQRY 

QGKADAPVALVVHMAPASVL 

VDSRYQQWMERFGPDTQHLVL 

NENCASVHNLRSHKIQTQLNLI 

HPDIFP/AAHQFPL*EGGPHPQC 

AHGSG*MPPQVPAPFQE/WSAR 

GMPLLLAILRNS*LRRCSFPTSS 

RALQEYRRSAQDGPAPAEKRS 

QYPEI1FLGTGSAIPMKIR\NVSA 

TLVKNQSPDTSLLLDCGEGTFGQ 

LCRHYGDQVDRVLGTLAAVFV 

SHLHADHHTGLPSILLQRERAL 

ASLGKPLHPLLVVAPNQLKAW 

LQQ YHNQCQE VLHH I SM I PA KL 

PSGRWLRSP V LQWKD* FSSLLR 

T\ WI WEEFQTCL VRHCKHAFGC 

ALVHTSGIAKVVYSGDTMPCEA 

LVRMGKDATRKQADELISFQG 


8012 


38380 


A 


8067 


121 


880 


GAAASQLPAVPQPVPGGPAPH 

Q YDSCQM PSGRG * DLQSCSG KI 

DQFA/AWTTCDLEEFQTCLVRH 

CKHAFGCALVHTSGWKVVYSG 

DTMPCEVLLVRMGKDATLLIHE 

ATUEDGFRKREAVLEKTHSTTS 

QGHSAWGMRMNAEFHY/VLN 

HFQARRY\SKVPLFSPNFSEKVG 

VAFHHMI^VrFnnFPTMPKI TPP 
v r\r un ivi rv. v uur r i i vi ri\Lir r 

LKALF AG DI EEMXEERREKRELR 

AGAGRPSCSRGAGRRPLEDGEP 

QQKRAHTEEPQAKKVRAQ 



963 



WO 01/075067 



PCT/US01/08631 



SCQ ID 

NO: 


SCO ID NO* 
of peptide 
sequence 


Met 
hod 


SCQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


8013 


38381 


A 


8068 


1 


607 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAAPAPLRAITLLATKSEELPV 

VSFFSSRL V LAKRPKRLAQMH 

WGH 


8014 


38382 


A 


8069 


1 


290 


QFLDAESGSAGEPPR/LAVPAPF 
PGGAPGNYGRTGRGREERSWP 
PPLAPSLFALSDFGSSPGRTSRR 
PLAVSRRLGPTFPPPPLPPAPGR 
GRPRAAP 


8015 


38383 


A 


8070 


1 


565 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPA PG RGRPRRA A* TG PS AQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRA A PAPLRAITLL ATKSEELPV 

VSFFSSRLVLA 


8016 


38384 


B 


8071 


475 


913 




8017 


38385 


A 


8072 


145 


275 




8018 


38386 


A 


8073 


I 


310 


VEELTARTGGGAPPGCQADAK 

RMPQFPPQRTPWGHGFAGAPFP 

ISKPHGPPAGQL*PG/PSCEQT/E 

PPSPVNVTVTHLRANSATVSW 

DVPEGNIV1GYSISQQV 


8019 


38387 


A 


8074 


1 

• 


483 


GSHRVGRWAALCDRAAPRGLT 
NRETGGGAPPGCQADAfCRMPQ 
FPSQRTPRGHGFAGAPFPISKPH 
GPPAGQL'PG/PSCEQT/EPPSPV 

IN V 1 V 1 rlLlvrt INorV 1 Vj WUV rCVJ 

NIVIGYSISQQRQNGPGQRVIRE 
VNTTTRACALWGLAEDSDYTV 
QVRSIGLRL 



964 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8020 


38388 


A 


8075 


2 


854 


RPPAARARRWLPKPSPARRSRR 

PAHRCSRRRRTCTPQATRPGMR 

*APAAACGPTGRRS/RLPALKL 

ALEYIVPCMNKHG1CVVDDFLG 

KETGQQIGDEVRALHDTGKFT 

DGQLVSQKSDSSKDIRGDKITW 

IEGKEPGCETIGLLMSSMDDLIR 

HCNGKLGSYKINGRTKAMVAC 

YPGNGTGYVRHVDNPNGDGRC 

VTCIYYLNKDWDAKVSGGILR1 
rDcni' aaca njcDi'cnDi i ecu/ 

enn DXIDIJ'C\/r\D A V A TDVA TX\/ 
oUKKJNrMJb Vv^rA Y A I K.Y Al 1 V 

W Yr UAJJtKAKAIS.VIs.Y/KJNK K> 

RCEG 


8021 


38389 


B 


8076 


1 


205 




8022 


38390 


B 


8077 


1 


806 




8023 


38391 


A 


8078 


1 


2279 


MK VG LDQI I E V VPSH S VTSG A A 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDGICEC 

APGFRGTTCQR1CSPGFYGHRC 

SQTCPQCVHSSGPCHHITGLCD 

CLPGFTGALCNEAYSQ/SCPSGR 

FGKNCAGICTCTNNGTCNP1DR 

SCQCYPG WIGSDCSQPHCADKC 

VHGRCIAPNTCQCEPGWGGTN 

CSSVKKQSTVCES*KCEPWEER 

PCGGLHWD1AG*/P/GKHGGYL 

NELGAFGLDRSYMGKSLKDLG 

KNSEYNSSNCSLSSSENPYAT1K 

/GPTCTYPEK L R V WLCGDE I AG 

TKRFPICRDQ*LNFSQQECL*S* 

TYSECCPRSIQQ*WASFPGSI*PP 

KNSH 1 PCHYDLLPVRDSSSSLK 

QEDSGGSSSNSSSSSE*/APKDR 

LGLLV**RS*SM*TNRLAKHPK 

QPGRKGPKI* * HGT WKSSQEK/ 

HAEEQSGKLAATLCGKDWLIQ 

REGWPYILSRMFL/CFISTDGRE 

SESLWRKSNGNSKFKF*WGRPG 

KCGL*EGQREEVWGLGNSLYC 

LAGQL*CLDCECHH/GFQECCP 

VLGHSWGYKS/CLNRNPLKGLS 

SRCAGLAVRDSLAPNSQGWKA 

TFDFPSLECPSGTYGYGCRQICD 

ARCDQA/GCYHSWKSEQLKPN 
QYCSPC* FLPDRGHCRHHHSCP 
SCSLPTGIVHYL*TQAEGKGIKH 


8024 


38392 


B 


8079 


1 


2909 





965 



